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FIGURE 2. 
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Figure 5: Residual activity of various amylases following heating to 90°C for 10 min. 
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Figure 6. Net percent starch removed vs. enzyme concentration in ADW wash test with 
bleach and chelators 
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Figure 7: Activity of parental amylases at pH 8, 40''C (black bars) in ADW formulation 
at 55°C (gray bars). Values are the average of 384 wells with error bars representing the standard 
deviation. 
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Figure 8: 
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Figure 9: A graph d^jj^pH and temperature data for a selection 
characterized: a) pH 8 and 40^C b) pH 10 and 50°C. 
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Figure 10: Alignments of the genes proposed to be used in reassembly 
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Figure 12: A graph of the pH rate profiles for 2 different amylases. BD71 88 is a control; an 
enzyme that was discovered previously and has a neutral pH optimum. BD7837 is a more recently 
discovered amylase and has an optimum around pH 10. Pure protein was used in these assays. 
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Figure 13: Stability of Diversa amylases vs, a commercial enzyme 



Figure 14a: 

1 50 

SEQlDNO:8I MKK FVALFITMFF WSMAW AQPASAAK 

pyro MKK FVALLITMFF WSMAAV AQPASAAK 

pyro2 VNIKK LTPLLTLLLF FI...VL ASPVSAAK 

thermo SESQCTATCT WRWYMSAKK LLALLFVLAV LVGVAVIPAR VGIAPVSAGA 

thermo2 MA RKVLVALLVF LWLSVSAVP 

Consensus SA- - 

51 100 
SEQIDNO:8I YS . . E LEEGG VIMQAFYWDV PGGGIWWDTI RSKIPEWYEA GISAIWIPPA 
pyro YS..ELEEGG VIMQAFYWDV PAGGIWWDTI RSKIPEWYEA GISAIWIPPA 
pyro2 YL..ELEEGG VIMQAFYWDV PGGGIWWDHI RSKIPEWYEA GISAIWLPPP 
thermo TSRPS LEEGG VIMQAFYWDV PAGGIWWDTI RSKIPDWASA GISAIWIPPA 
thermo2 AKAETLENGG VIMQAFYWDV PGGGIWWDTI AQKIPDWASA GISAIWIPPA 

Consensus LE-GG VIMQAFYWDV P-GGIWWD-I --KIP-W- -A GISAIW-PP- 

Sense primer 

101 15 0 
SEQIDNO:8I SKGMSGGYSM GYDPYD FFDL GEYNQKGTIE TRFGSKQE LI NMINTAHAYG 
pyro SKGMGGAYSM GYDPYD FFDL GEYNQKGTVE TRFGSKQE LI NMINTAHAYG 
pyro2 SKGMSGGYSM GYDPYD YFDL GEYYQKG TVE TRFGSKEELV RLIQTAHAYG 
thermo SKGMSGAYSM GYDPYD FFDL GEYYQKG TVE TRFGSKQE LI NMINTAHSYG 
thermo2 SKGMSGGYSM GYDPYD FFDL GEYYQKG SVE TRFGSKEELV NMINTAHAHN 
Consensus SKGM- G-YSM GYDPYD -FDL GEY-QKG--E TRFGSK-EL- --I-TAH 

151 200 

SEQIDNO:81 IKVIADIVIN HRAGGDLEWN PFVGDYTWTD FSKVASGKYT ANYLDFHPNE 

pyro IKVIADIVIN HRAGGDLEWN PFVGDYTWTD FSKVASGKYT ANYLDFHPNE 

pyro2 IKVIADWIN HRAGGDLEWN PFVGDYTWTD FSKVASGKYT ANYLDFHPNE 

thermo IKVIADIVIN HRAGGDLEWN PFTNSYTWTD FSKVASGKYT ANYLDFHPNE 

thermo2 MKVIADIVIN HRAGGDLEWN PFTNSYTWTD FSKVASGKYT ANYLDFHPNE 

Consensus -KVIAD-VIN HRAGGDLEWN PF YTWTD FSKVASGKYT ANYLDFHPNE 

201 250 

SEQlDNO:8I VKCCDEGTFG GFPDIAHEKS WDQHWLWASD ESYAAYLRSI GVDAWRFDYV 

pyro VKCCDEGTFG GFPDIAHEKE WDQHWLWASD ESYAAYLRSI GVDAWRFDYV 

pyro2 LHCCDEGTFG GFPDICHHKE WDQYWLWKSN ESYAAYLRSI GFDGWRFDYV 

thermo VKCCDEGTFG GFPDIAHEKS WDQYWLWASQ KSYAAYLRSI GIDAWRFDYV 

thermo2 LHAGD SGTFG GYPDICHDKS WDQHWLWASN ESYAAYLRSI GIDAWRFDYV 

Consensus D -GTFG G-PDI-H-K- WDQ-WLW-S- -SYAAYLRSI G-D-WRFDYV 

251 300 

SEQIDNO.-SJ KGYGAWWKD WLNWWGGWAV GEYWDTNVDA LLNWAYSS GA KVFDFPLYYK 

pyro KGYGAWWKD WLNWWGGWAV GEYWDTNVDA LLNWAYSS GA KVFDFPLYYK 

pyro2 KGYGAWWRD WLNWWGGWAV GEYWDTNVDA LLSWAYES GA KVFDFPLYYK 

thermo KGYGAWWKD WLKWW . ALAV GEYWDTNVDA LLNWAYSS GA KVFDFPLYYK 

thermo2 KGYAPWWKN WLNRWGGWAV GEYWDTNVDA LLSWAYDSGA KVFDFPLYYK 

Consensus KGY--WW-- WL--W AV GEYWDTNVDA LL-WAY-SGA KVFDFPLYYK 

301 350 

SEQlDNO:81 MDEAFDNKNI PALVSALQNG QTWSRD PFK AVTFVANH DT DIIWNKYLAY 

pyro MDEAFDNTNI PALVDALQNG GTWSRD PFK AVTFVANH DT DIIWNKYPAY 

pyro2 MDEAFDNNNI PALVYALQNG QTWSRD PFK AVTFVANH DT DIIWNKYPAY 

thermo MDEAFDNKNI PALVSALQNG QTWSRD PFK AVTFVANHDT DIIWNKYPAY 

thermo2 MDEAFDNNNI PALVDALKNG GTWSRD PFK AVTFVANHDT NIIWNKYPAY 

Consensus MDEAFDN-NI PALV-AL-NG -TWSRDPFK AVTFVANHDT -IIWNKY-AY 



Figure 14a (cont.) 

351 400 

SEQIDNO:81 AFILTYEGQP VIFYRDYEEW LNKDRLNNLI WIHDHLAGGS TSIVYYDSDE 

pyro AFILTYEGQP VIFYRDYEEW LNKDKLNNLI WIHDHLAGGS TSIVYYDSDE 

pyro2 AFILTYEGQP VIFYRDFEEW LNKDKLI NLI WIHDHLAGGS TTIVYYDNDE 

thermo AFILTYEGQP VIFYRDYEEW LNKDRLKNLI WIHNNLAGGS TSIVYYDNDE 

thermo2 AFILTYEGQP AIFYRDYEEW LNKDRLKNLI WIHDHLAGGS TDIIYYDSDE 

Consensus AFILTYEGQP -IFYRD-EEW LNKD-L-NLI WIH--LAGGS T-I-YYD-DE 

401 45 0 

SEQIDNO:81 MIFVRNGYGS KPGLITYINL GSSKVGRWVY VPKFAGAC IH EYTGNLGGWV 

pyro LIFVRNGDSK RPGLITYINL GS S ICVGR WVY VPKFAGACIH EYTGNLGGWV 

pyro2 LIFVRNGDSR RPGLITYINL SPNWVGRWVY VPKFAGACIH EYTGNLGGWV 

thermo LIFVRNGYGN KPGLITYINL GSSKVGRWVY VPKFAGSC IH EYTGNLGGWV 

thermo2 LIFVRNGYGD KPGLITYINL GSSKAGRWVY VPKFAGSC I H EYTGNLGGW I 

Consensus -IFVRNG -PGLITYINL GRWVY VPKFAG-CIH EYTGNLGGW - 

451 486 

SEQ1DN0:81 DKYVY SSGWV YFEAPAYDPA NGQYGYSVWS YCGVG* 

pyro DKYVE SSGWV YLEAPAYDPA SGQYGYTVWS YCGVG* 

pyro2 DKRVD SSGWV YLEAPPHDPA NGYYGYSVWS YCGVG* 

thermo DKYVGSNGWV YLEAPAHDPA KGQYGYSVWS YCGVG* 

thermo2 DKWVDSSGRV YLEAPAHDPA NGQYGYSVWS YCGVG* 

Consensus DK-V- S-G-V Y-EAP- -DPA -G-YGY- VWS YCGVG* 

Anti sense primer 



Figure 14b: 

1 50 

SEQIDNO:81 MKK FVA LFITMFFVVS MAWAQPASA 

pyro MKK FVA LLITMFFVVS MAAVAQPASA 

SEQIDNO:73 

SEQ^D^NaTS ^ RKVLVALLVF LWLSVSAVP 

SEQIDNO:77 

SEQlDNO:83 "~ IIIII 

SEQIDNO:85 

SEQIDNO:79 MKPAKL LVFVLWS IL AGLYAQPAGA 

thermo SESQCTATCT WRWYM SAKK LLALLFVLAV LVGVAVIPAR VGIAPVSAGA 

pyro2 VNIKK LTPLLTLLLF FIVLASPYSA 

CLONE A MRRSARV LVLIIAFFLL AGIYYPSTSA 

Consensus 
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pyro 
SEQ ID NO: 73 
the rmo2 
SEQ ID NO: 75 
SEQ ID NO: 77 

SEQ ID NO: 83 

SEQ ID NO: 85 
SEQ ID NO: 79 

thermo 
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Cons ensus 



51 

AKYSE LEEGG 
AKYSE LEEGG 

MA LEEGG 

AKAET LENGG 

MA LEEGG 

MA LEEGG 

MA LEEGG 

MA LEEGG 

AKYLE LEEGG 
TSRPS LEEGG 
AKYLE LEEGG 
AKYSE LEQGG 
GG 



VIMQAFYWDV 
VIMQAF YWDV 
LIMQAF YWDV 
VIMQAF YWDV 
LIMQAF YWDV 
LIMQAF YWDV 
LIMQAF YWDV 
LIMQAF YWDV 
VIMQAFYWDV 
VIMQAF YWDV 
VIMQAF YWDV 
VIMQAF YWDV 
-IMQAF YWDV 



PGGGIWWDTI 
PAGGIWWDTI 
PGGGIWWDTI 
PGGGIWW DTI 
PMGGIWWDTI 
PMGGIWWDTI 
PGGGIWWDTI 
PGGGIWWDTI 
PSGGIWW DTI 
PAGGIWWDTI 
PGGGIWW DH I 
PEGGIWW DTI 
P-GGIWWD-I 



RSKIPEWYEA 
RSKIPEWYEA 
AQKIPDWA SA 
AQKIPDWASA 
AQKIPDWA SA 
AQKIPDWASA 
AQKIPEWASA 
AQKIPEWASA 
RQKIPEWYDA 
RSKIPDWA SA 
RSKIPEWY EA 
RQKIPEWY DA 
--KIP-W- -A 



10 0 

GISAIWIPPA 
GISAIWIPPA 
GISAIWIPPA 
GISAIWIPPA 
GISAIWIPPA 
GISAIWIPPA 
GISAIWIPPA 
GISAIWIPPA 
GISAIWIPPA 
GISAIWIPPA 
GISAIWLPPP 
GISAIWIPPA 
GISAIW-PP - 



SEQ ID NO: 81 
pyro 
SEQ ID NO: 73 
the rmo2 
SEQ ID NO: 75 

SEQ ID NO: 77 
SEQ ID NO: 83 
SEQ ID NO: 85 
SEQ ID NO: 79 
thermo 
pyro2 
CLONE A 
Consensus 



101 
SKGMS 
SKGMG 
SKGMS 
SKGMS 
SKGMS 
SKGMS 
SKGMS 
SKGMS 
SKGMG 
SKGMS 
SKGMS 
SKGMG 
SKGM 



GGYSM 
GAYSM 
GGYSM 
GGYSM 
GGYSM 
GGYSM 
GGYSM 
GGYSM 
GAYSM 
GAYSM 
GGYSM 
GAYSM 
G-YSM 



GYDPYD 
GYDPYD 
GYDPYD 
GYDPYD 
GYDPYD 
GYDPYD 
GYDPYD 
GYDPYD 
GYDPYD 
GYDPYD 
GYDPYD 
GYDPYD 
GYDPYD 



FFDL 
FFDL 
FFDL 
FFDL 
YFDL 
YFDL 
FFDL 
FFDL 
FFDL 
FFDL 
YFDL 
YFDL 
-FDL 



GEYNQKGTIE 
GEYNQKGTVE 
GEYYQKG S VE 
GEYYQKG SVE 
GEYYQKG TVE 
GEYYQKG TVE 
GEYYQKG TVE 
GEYYQKG TVE 
GEYDQKG TVE 
GEYYQKG TVE 
GEYYQKG TVE 
GEFYQKG TVE 
GE--QKG--E 



TRFGSKQE LI 
TRFGSKQELI 
TRFGSKEE LV 
TRFGSKEELV 
TRFGSKQELI 
TRFGSKQELI 
TRFGSKEE LV 
TRFGSKEE LV 
TRFGSKQE LV 
TRFGSKQE LI 
TRFGSKEELV 
TRFGSKEELV 
TRFGSK-EL- 



15 0 

NMINTAHAYG 
NMINTAHAYG 
NMINTAHAHN 
NMINTAHAHN 
NMINTAHAYG 
NMINTAHAYG 
NMINTAHSYG 
NMINTAHSYG 
NMINTAHAYG 
NMINTAHSYG 
RLIQTAHAYG 
NMISTAHQYG 
--I-TAH 



SEQ ID NO: 81 
pyro 
SEQ ID NO: 73 
the rmo2 
SEQ ID NO: 75 

SEQ ID NO: 77 
SEQ ID NO: 83 
SEQ ID NO: 85 

SEQ ID NO: 79 
thermo 
pyro2 
CLONE A 
Consensus 



151 
IKVIA 
IKVIA 
MKVIA 
MKVIA 
MKVIA 
MKVIA 
IKVIA 
IKVIA 
IKVIA 
IKVIA 
IKVIA 
IKVIA 
-KVIA 



DIVIN 
DIVIN 
DIVIN 
DIVIN 
DIVIN 
DIVIN 
DIVIN 
DIVIN 
DIVIN 
DIVIN 
DWIN 
DIVIN 
D-VIN 



HRAGGD 
HRAGGD 
HRAGGD 
HRAGGD 
HRAGGD 
HRAGGD 
HRAGGD 
HRAGGG 
HRAGGD 
HRAGGD 
HRAGGD 
HRAGGD 
HRAGG- 



LEWN 
LEWN 
LEWN 
LEWN 
LEWN 
LEWN 
LEWN 
LEWN 
LEWN 
LEWN 
LEWN 
LEWN 
LEWN 



PFVGDYT WTD 
PFVGDYT WTD 
PFTNSYT WTD 
PFTNSYT WTD 
PFVNDYT WTD 
PFVNDYT WTD 
PFVNDYT WTD 
PFVNDYT WTD 
PFVNDYT WTD 
PFTNSYT WTD 
PFVGDYT WTD 
PYVGDYT WTD 
P YT WTD 



FSKVASGKYT 
FSKVASGKYT 
FSKVASGKYT 
FSKVASGKYT 
FSKVASGKYT 
FSKVASGKYT 
FSKVASGKYT 
FSKVASGKYT 
FSKVASGKYT 
FSKVASGKYT 
FSKVASGKYT 
FSKVASGKYK 
FSKVASGKY- 



200 

ANYLDFHPNE 
ANYLDFHPNE 
ANYLDFHPNE 
ANYLDFHPNE 
ANYLDFHPNE 
ANYLDFHPNE 
ANYLDFHPNE 
ANYLDFHPNE 
ANYLDFHPNE 
ANYLDFHPNE 
ANYLDFHPNE 
AHYMDFHPNN 
A-Y-DFHPN - 



Figure 14b (cont.) 
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201 

VKCCD EGTFG 
VKCCD EGTFG 
LHAGD SGTFG 
LHAGD SGTFG 
LHAGD SGTFG 
LHAGD SGTFG 
LHCCD EGTFG 
LHCCD EGTFG 
VKCCD EGTFG 
VKCCD EGTFG 
LHCCD EGTFG 
YSTSD EGTFG 
D -GTFG 



GFPDIAHEKS 
GFPDIAHEKE 
GYPDICHDKS 
GYPDICHDKS 
GYPDICHDKS 
GYPDICHDKS 
GYPDICHDKS 
GYPDICHDKS 
GFPDIAHEKS 
GFPDIAHEKS 
GFPDICHHKE 
GFPDIDHLVP 
G-PDI- H 



WDQHWLWASD 
WDQHWLW ASD 
WDQHWLWASN 
WDQHWLW ASN 
WDQYWLWASQ 
WDQYWLW ASQ 
WDQYWLW ASS 
WDQYWLW ASS 
WDQYWLW ASN 
WDQYWLW ASQ 
WDQYWLW KSN 
FNQYWLWASN 
--Q-WLW -S- 



ESYAAYLRSI 
ESYAAYLRSI 
ESYAAYLRSI 
ESYAAYLRSI 
ESYAAYLRSI 
ESYAAYLRSI 
ESYAAYLRSI 
ESYAAYLRSI 
ESYAAYLRSI 
KSYAAYLRSI 
ESYAAYLRSI 
ESYAAYLRSI 
-SYAAYLRSI 



25 0 

GVDAWRFDYV 
GVDAWRFDY V 
GIDAWRFDYV 
GIDAWRFDY V 
GIDAWRFDYV 
GIDAWRFDYV 
GVDAWRFDYV 
GVDAWCFDY V 
GVDAWRFDY V 
GIDAWRFDYV 
GFDGWRFDYV 
GIDAWRFDYV 
G-D-W-FDYV 



SEQ ID NO: 8l 
pyro 
SEQ ID NO: 73 

the rmo2 
SEQ ID NO: 75 

SEQ ID NO: 77 

SEQ ID NO: 83 
SEQ ID NO: 85 
SEQ ID NO: 79 
th ermo 
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Consensus 



SEQ ID NO: 81 
pyro 

SEQ ID NO: 73 
the rmo2 
SEQ ID NO: 75 

SEQ ID NO: 77 
SEQ ID NO: 83 
SEQ ID NO: 85 

SEQ ID NO: 79 
th ermo 
pyro2 
CLONE A 
Cons ensus 



251 

KGYGA WWKD 
KGYGA WWKD 
KGYAP WWKN 
KGYAP WWKN 
KGYAP WWRD 
KGYAP WWKD 
KGYGA WWND 
KGYGA WWND 
KGYGA WWKD 
KGYGA WWKD 
KGYGA WWRD 
KGYGA WWKD 
KGY-- WW-- 



WLNWWG GWAV 
WLNWWG GWAV 
WLNRWG GWAV 
WLNRWG GWAV 
WLNWWG GWAV 
WLNWWG GWAV 
WLSWWG GWAV 
WLSWWG GWAV 
WLDWWG GWAV 
WLKWW . ALAV 
WLNWWG GWAV 
WLSQWG GWAV 
WL--W AV 



GEYWDTN VDA 
GEYWDTN VDA 
GEYWDTN VDA 
GEYWDTN VDA 
GEYWDTN VDA 
GEYWDTN VDA 
GEYWDTN VDA 
GEYWDTN VDA 
GEYWDTN VDA 
GEYWDTN VDA 
GEYWDTN VDA 
GEYWDTN VDA 
GEYWDTN VDA 



LLNWAYSSGA 
LLNWAYSSGA 
LLSWAYDSGA 
LLSWAYDS GA 
VLNWAYSSGA 
VLNWAYSSGA 
LLNWAYSSGA 
LLNWAYNS GA 
LLNWAY SS DA 
LLNWAYSS GA 
LLSWAYESGA 
LLNWAYSS GA 
-L-WAY-S -A 



301 
MDEAF 
MDEAF 
MDEAF 
MDEAF 
MDEAF 
MDEAF 
MDEAF 
MDEAF 
MDAAF 
MDEAF 
MDEAF 
MDEAF 
MD-AF 



DNKNI 
DNTNI 
DNNNI 
DNNNI 
DNNNI 
DNNNI 
DNTNI 
DNTNI 
DNKNI 
DNKNI 
DNNNI 
DNKNI 
DN-NI 



PALVSA 
PAL VDA 
PAL VDA 
PAL VDA 
PALVDA 
PAL VDA 
PALVDA 
PALVYA 
PALVEA 
PALVSA 
PALVYA 
PALVYA 
PALV-A 



LQNG 
LQNG 
LKNG 
LKNG 
LRYG 
LRYG 
LRYG 
LKNG 
LKNG 
LQNG 
LQNG 
IQNG 
G 



QTWSRD PFK 
GTWSRD PFK 
GTWSRD PFK 
GTWSRD PFK 
QTWSRD PFK 
QTWSRD PFK 
QTWSRD PFK 
GTWSRD PFK 
GTWSRD PFK 
QTWSRD PFK 
QTWSRD PFK 
ETWSRD PFK 
-TWSRDPFK 



AVTFVANH DT 
AVTFVANH DT 
AVTFVANH DT 
AVTFVANH DT 
AVTFVANH DT 
AVTFVANH DT 
AVTFVANH DT 
AVTFVANH DT 
AVTFVANH DT 
AVTFVANH DT 
AVTFVANH DT 
AVTFVANH DT 
AVTFVANH DT 



30 0 

KVFDFPLYY K 
KVFDFPLYY K 
KVFDFPLYY K 
KVFDFPLYY K 
KVFDFALYY K 
KVFDFALYY K 
KVFDFPLYY K 
KVFDFPLYY K 
KVFDFPLYY K 
KVFDFPLYY K 
KVFDFPLYY K 
KVFDFPLYY K 
KVFDF-LYYK 

35 0 

DIIWNKYLA Y 
DIIWNKYPAY 
NIIWNKYPA Y 
NIIWNKYPAY 
DIIWNKYPAY 
DIIWNKYPAY 
DIIWNKYPAY 
DIIWNKYPAY 
DIIWNKYPAY 
DIIWNKYPAY 
DIIWNKYPAY 
NIIWNKYPAY 
-IIWNKY-AY 



SEQ ID NO: 8i 
pyro 

SEQ ID NO: 73 
the rmo2 
SEQ ID NO: 75 
SEQ ID NO: 77 
SEQ ID NO: 83 
SEQ ID NO: 85 
SEQ ID NO: 79 
thermo 
pyro2 
CLONE A 
Consensus 



351 

AFILTYEGQP 
AFILT YEGQP 
AFILTYEGQP 
AFILTYEGQP 
AFILTYEGQP 
AFILTYEGQP 
AFILTYEGQP 
AFILT YEGQP 
AFILTYEGQP 
AFILTYEGQP 
AFILTYEGQP 
AFILTYEGQP 
AFILTYEGQP 



VIFYRDYEEW 
VIFYRD YEEW 
AIFYRD YEEW 
AIFYRDYEEW 
TIFYRD YEEW 
TIFYRD YEEW 
VIFYRD YEEW 
VIFYRDYEEW 
TIFYRD YEEW 
VIFYRD YEEW 
VIFYRD FEEW 
VIFYRDYEEW 
-IFYRD -EEW 



LNKDRLNNLI 
LNKDKLN NLI 
LNKDRLR NLI 
LNKDRLR NLI 
LNICDKLKNLI 
LNKDKLKNLI 
LNKDKLN NLI 
LNKDKLN NLI 
LNKDRLKNLI 
LNKDRLK NLI 
LNKDKLI NLI 
LNKDKLN NLI 
LNKD-L- NLI 



WIHDHLAGGS 
WIHDHLAG GS 
WIHDHLAGGS 
WIHDHLAGGS 
WIHDNLAG GS 
WIHDNLAGGS 
WIHDHLAGGS 
WIHDHLAG GS 
WIHDHLAGGS 
WIHNNLAGGS 
WIHDHLAGGS 
WIHEHLAG GS 
WIH--LAGGS 



40 0 

TSIVYYDSDE 
TSIVYYDSDE 
TDIIYYDSDE 
TDIIYYDSDE 
TDI VYYDND E 
TDIVYYDNDE 
TDIVYYDSDE 
TDIVYYDSDE 
TDIVYYDND E 
TS I VYYDND E 
TTI VYYDND E 
TKILYYDDDE 
T-I-YYD-DE 



Figure 14b (cont.) 



SEQ ID NO: 8! 

pyro 
SEQ ID NO: 73 
the rmo2 
SEQ ID NO: 75 
SEQ ID NO: 77 
SEQ ID NO: 83 
SEQ ID NO: 85 
SEQ ID NO: 79 
th ermo 
pyro2 
CLONE A 
Consensus 



SEQ ID NO: 81 

pyro 
SEQ ID NO; 73 
the rmo2 
SEQ ID NO: 75 

SEQ ID NO: 77 
SEQ ID NO: 83 
SEQ ID NO: 85 

SEQ ID NO: 79 
thermo 
pyro2 
CLONE A 
Cons ensus 



401 

MIFVRNGYGS 
LIFVR NGDSK 

LIFVR NGYGD 
LIFVR NGYGD 
LIFVR NGYGS 
LIFVRNGYGS 
LIFVRNGYGT 
LIFVR NGYGT 
LIFVR NGYGD 
LIFVR NGYGN 
LIFVRNGDSR 
LIFMR EGYGD 
-IF-R -G 



KPGLITYINL 
RPGLIT YINL 
KPGLITYINL 
KPGLITYINL 
KPGLITYINL 
KPGLITYINL 
KPGLITYINL 
KPGLITYINL 
KPGLITYINL 
KPGLITYINL 
RPGLIT YINL 
RPGLIT YINL 
-PGLITYINL 



GS SKVGRWVY 
GSSKVGR WVY 
GSSKAGRWVY 
GSSKAGRWVY 
GSSKAGR WVY 
ASSKAGR WVY 
GSSKVGR WVY 
GSSKAGRWVY 
GSSKAGRWVY 
GSSKVGR WVY 
SPNWVGR WVY 
GSDWAER WVN 
RWV- 



451 
VDKYV 
VDKYV 
IDKWV 
IDKWV 
VDKWV 
VDKWV 
IDKYV 
IDKYV 
VDKWV 
VDKYV 
VDKRV 
VDRYV 
-D--V 



YSSGW 
ESSGW 
DSSGR 
DSSGR 
DSSGW 
DSSGW 
SSSGW 
SSSGW 
DSSGW 
GSNGW 
DSSGW 
QYDGW 
G- 



VYFEAP AYDP 
VYLEAP AYDP 
VYLEAP AHDP 
VYLEAP AHDP 
VYLEAP AHDP 
VYLEAP AHDP 
VYLEAP AHDP 
VYLEAP AHDP 
VYLEAP AHDP 
VYLEAP AHDP 
VYLEAP PHDP 
VKLTAP PHDP 
V AP - -DP 



ANGQYGY SVW 
ASGQYGY TVW 
ANGQYGY SVW 
ANGQYGY SVW 
ANGQYGY SVW 
ANGQYGY SVW 
ANGYYGY SVW 
ANGQYGY SVW 
ANGYYGY SVW 
AKGQYGY SVW 
ANGYYGY SVW 
ANGYYGY SVW 
A-G-YGY -VW 



V.PKFAGACI 
V. PKFAGACI 
V.PKFAGSCI 
V.PKFAGSCI 
V . PKFAGS CI 
V.PKFAGSCI 
V.PKFAGSCI 
V.PKFAGSCI 
V. PKFAGACI 
V.PKFAGSCI 
V.PKFAGACI 
VGSKFAGYTI 
V--KFAG- - I 

487 
SYCGVG* 
SYCGVG* 
SYCGVG* 
SYCGVG* 
SYCGVG* 
SYCGVG* 
SYCGVG* 
SYCGVG* 
SYCGVG* 
SYCGVG* 
SYCGVG* 
SYAGVG* 
SY-GVG* 



45 0 

HEYTGNLGG W 
HEYTGNLGGW 
HEYTGNLGG W 
HEYTGNLGGW 
HEYTGNLGGW 
HEYTGNLGG W 
HEYTGNLGGW 
HEYTGSLGGW 
HEYTGNLGG W 
HEYTGNLGG W 
HEYTGNLGGW 
HEYTGNLGG W 
HEYTG-LGGW 



Figure 14c: 



1 50 
SEQIDNO:83 

SEQIDNO:85 

SEQ ID NO: 75 

SEQIDN0:77 

SEQ ID NO: 73 

SEQ ID NO: 79 ATGAAGC CTGCGAAACT CCTCGTCTTT GTGCTCGTAG TCTCTATCCT 

SEQ ID NO: 81 ATGAAGA AGTTTGTCGC CCTGTTCATA ACCATGTTTT TCGTAGTGAG 

CLONE A ATGAGGAGAT CCGCAAGGGT TTTGGTTCTG ATTATAGCGT TTTTCCTCCT 

Consensus 

51 100 

SEQ ID NO: 83 ATGGCTCTGG 

SEQ ID NO: 85 ATGGCTCTGG 

SEQ ID NO: 75 ATGGCTCTGG 

SEQ ID NO: 77 ATGGCTCTGG 

SEQ ID NO: 73 ATGGCTCTGG 

SEQ ID NO: 79 CGCGGGG CTC TACGCCCA GC CCGCGGGGG C GGCCAAGTAC CTGGAGCTCG 

SEQ ID NO: 81 CATGGCAGTC GTTGCACA GC CAGCTAGCG C CGCAAAGTAT TCCGAGCTCG 

CLONE A GGCGGGGATT TACTACCCCT CCACGAGTG C CGCGAAGTAC TCCGAGCTGG 

Consensus 



SEQ ID NO: 83 
SEQ ID NO: 85 
SEQ ID NO: 75 
SEQ ID NO: 77 
SEQ ID NO: 73 
SEQ ID NO: 79 
SEQ ID NO: 81 
CLONE A 

Consen sus 



101 

AAGAGGG CGG 
AAGAGGG CGG 
AAGAGGG CGG 
AAGAGGG CGG 
TAGAGGGCGG 
AAGAGGG CGG 
AAGAAGG CGG 
AGCAGGG CGG 
GG CGG 



GCTCATAATG 
GCTTATAATG 
GCTTATAA TG 
GCTCATAATG 
GCTTATAATG 
CGTCATAATG 
CGTTATAATG 
AGTCATAATG 
--T-ATAATG 



CAGGCCTTC T 
CAGGCATTC T 
CAGGCATTC T 
CAGGCCTTC T 
CAGGCCTTC T 
CAGGCCTTC T 
CAGGCCTTC T 
CAGGCCTTC T 
CAGGC-TTCT 



ACTGGGATGT 
ATTGGGACGT 
ACTGGGACGT 
ACTGGGACGT 
ACTGGGACGT 
ACTGGGACGT 
ACTGGGACGT 
ACTGGGACGT 
A-TGGGA-GT 



150 

TCCTGGAGGA 
CCCAGGTGGA 
CCCCATGGGA 
CCCCATGGGA 
CCCAGGTGGA 
GCCTTCAGGA 
CCCAGGTGGA 
TCCGGAGGGA 
-CC GGA 



SEQ ID NO: 83 
SEQ ID NO: 85 
SEQ ID NO: 75 
SEQ ID NO: 77 
SEQ ID NO: 73 
SEQ ID NO: 79 
SEQ ID NO: 8 1 
CLONE A 

Consensus 



151 

GGAATCT GGT 
GGAATCTGGT 
GGAATCT GGT 
GGAATCTGGT 
GGAATCTGGT 
GGAAT AT GGT 
GGAATCT GGT 
GGAATCT GGT 
GGAAT -T GGT 



GGGACACAAT 
GGGACACC AT 
GGGACACGAT 
GGGACACGAT 
GGGACACC AT 
GGGACACAAT 
GGGACACGAT 
GGGACACAAT 
GGGACAC- AT 



AGCTCAAAAG 
AGCCCAGAAG 
AGCCCAGAAG 
AGCCCAGAAG 
AGCCCAGAAG 
ACGGCAGAAG 
CAGGAGCAAG 
ACGGCAGAAG 
AAG 



ATACCCGAAT 
ATACCCGAAT 
ATACCCGACT 
ATACCCGACT 
ATACCCGACT 
ATACCGGAGT 
ATACCGGAGT 
ATCCCTGAAT 
AT-CC-GA-T 



200 

GGGCAAGTGC 
GGGCAAGTGC 
GGGCAAGCGC 

GGGCAAGCGC 
GGGCGAGCGC 
GGTACGATGC 
GGTACGAGGC 
GGTACGATGC 
GG GC 



SEQ ID NO: 83 
SEQ ID NO: 85 
SEQ ID NO: 75 
SEQ ID NO: 77 
SEQ ID NO: 73 
SEQ ID NO: 79 
SEQ ID NO: 81 
CLONE A 

Consensus 



201 

AGGAATCTCA 
AGGAATC TCA 
CGGGATTTCG 
CGGGATT TCG 
CGGGATTTCG 
CGGAATCTCC 
GGGAATATCC 
AGGCATATCC 
-GG-AT-TC- 



GCGATATGGA 
GCGATATG GA 
GCGATATGGA 
GCGATATG GA 
GCAATATG GA 
GCAATATGGA 
GCCATTTGGA 
GCCATCTGGA 
GC-AT-TGGA 



TTCCACCAG C 
TTCCACCAG C 
TTCCCCCCG C 
TCCCTCCCG C 
TTCCTCCCG C 
TTCCCCCGG C 
TTCCGCCAGC 
TACCCCCGG C 
T-CC-CC-GC 



GAGTAAGGGC 
GAGTAAGGGA 
GAGCAAGGGT 
GAGCAAGGGT 
GAGTAAGGGC 
GAGCAAGGGC 
CAGCAAGGGG 
GAGCAAGGGC 
-AG-AAGGG- 



250 

ATGAGCGGTG 
ATGAGCGGTG 
ATGAGCGGCG 
ATGAGCGGCG 
ATGAGCGGCG 
ATGGGCGGCG 
ATGAGCGGCG 
ATGGGCGGGG 
ATG-GCGG-G 



Figure 14c (cont.) 



SEQ ID NO: 83 
SEQ ID NO: 85 
SEQ ID NO: 75 
SEQ ID NO: 77 
SEQ ID NO: 73 
SEQ ID NO: 79 
SEQ ID NO: 81 
CLONE A 
Consen sus 



251 

GTTATTC CAT 
GTTATTC CAT 
GCTATTC GAT 

GCTATTC GAT 
GCTATTC GAT 
CCTATTC GAT 
GTTACTC GAT 
CCTACTC GAT 
--TA-TC - AT 



GGGCTACGAT 

GGGCTACG AT 
GGGCTACG AC 
GGGCTACG AC 
GGGCTACG AC 
GGGCTACG AC 
GGGCTACGAT 
GGGCTACG AC 
GGGCTACG A - 



CCCTACGATT 

CCCTACGAT T 
CCCTACGAT T 
CCCTACGAT T 
CCCTACGAT T 
CCCTACGACT 
CCCTACGAT T 
CCCTACGAT T 
CCCTACGA- T 



TCTTTGACCT 
TCTTTGACCT 
ATTTTGACCT 
ATTTTGACCT 
TCTTCGACCT 
TCTTTGACCT 
TCTTTGACCT 
ACTTCGATCT 
--TT-GA-CT 



300 

CGGCGAGTAC 
CGGCGAGTAC 
CGGTGAGTAC 
CGGTGAGTAC 
CGGTGAGTAC 
CGGTGAGTAC 
CGGCGAGTAC 
GGGCGAGTTT 
-GG-GAGT-- 



SEQ ID NO: 83 
SEQ ID NO: 85 
SEQ ID NO: 75 
SEQ ID NO: 77 
SEQ ID NO: 73 
SEQ ID NO: 79 
SEQ ID NO: 81 
CLONE A 

Consen sus 



301 

TATCAGA AGG 
TATCAGA AGG 
TACCAGAAGG 
TACCAGAAGG 
TACCAGAAGG 
GACCAGAAGG 
AACCAGAAGG 
TACCAGAAGG 
-A-CAGAAGG 



GGACAGTT GA 
GG ACAGTT GA 
GAACGGTG GA 
GAACGGTGGA 
GAAGCGTTGA 
GAACGGTA GA 
GAACCATCGA 
GAACCGTT GA 
G-A T-GA 



GACGCGCTT C 
GACGCGCTT C 
AACAAGATT C 
AACGAGGTT C 
GACGCGCTT C 
GACGCGCTT T 
AACGCGCTT T 
GACGCGCTT C 
-AC--G-TT - 



GGCTCAAAGG 
GGCTCAAAGG 
GGCTCAAAGC 
GGCTCAAAGG 
GGATCAAAAG 
GGCTCCAAGC 
GGCTCTAAAC 
GGCTCCAAGG 
GG-TC-AA-- 



350 

AAGAACTGGT 
AAGAACTGGT 
AGGAGCTCAT 
AGGAGCTCAT 

AGGAGCTTGT 
AGGAGCTCGT 
AGGAGCTCAT 
AAGAGCTCGT 
A-GA-CT--T 



SEQ ID NO: 83 
SEQ ID NO: 85 
SEQ ID NO: 75 
SEQ ID NO: 77 
SEQ ID NO: 73 
SEQ ID NO: 79 
SEQ ID NO: 81 
CLONE A 

Consen sus 



351 

GAACATG ATA 
GAACATGATA 
AAACATGATA 
AAACATGATA 
GAACATG ATA 
GAACATGATA 
CAATATGATA 
CAACATGATC 
-AA-ATGAT- 



AACACCGCAC 
AACACCGCAC 
AACACCGC CC 
AACACCGC CC 
AACACCGC CC 
AACACCGC CC 
AACACGGC CC 
TCCACGGC CC 
--CAC-GC-C 



ACTCCTACG G 
ACTCCTACG G 
ACGCCTATGG 
ACGCCTATG G 
ATGCTCACAA 
ACGCCTACG G 
ATGCCTACGG 
ACCAGTACGG 
A A 



CATAAAGGTG 
CATAAAGGTG 
CATGAAGGTA 
CATGAAGGTA 
CATGAAGGTC 
CATCAAGGTC 
CATAAAGGTG 
CATCAAGGTT 
CAT-AAGGT- 



400 

ATAGCAGACA 
ATAGCGGACA 
ATAGCCGATA 
ATAGCCGATA 
ATAGCGGACA 
ATCGCAGACA 
ATAGCGGACA 
ATAGCGGACA 
AT-GC-GA-A 



SEQ ID NO: 83 
SEQ ID NO: 85 
SEQ ID NO: 75 
SEQ ID NO: 77 
SEQ ID NO: 73 
SEQ ID NO: 79 
SEQ ID NO: 81 
CLONE A 

Consen sus 



401 

TAGTCATAAA 
TAGTCAT AAA 
TAGTCAT CAA 
TAGTCAT CAA 
TAGTCAT CAA 
T AGTAAT CAA 
TCGTCATAAA 
TAGTGATAAA 
T-GT-AT -AA 



CCACCGCG CC 
CCACCGCG CC 
CCACCGCG CC 
CCACCGCG CC 
CCACCGCG CC 
CCACCGCG CC 
CCACCGCG CA 
CCACCGCG CA 
CCACCGCG C- 



GGTGGAGAC C 
GGTGGAGGC C 
GGCGGCGAT C 
GGCGGTGACC 
GGCGGCGAC C 
GGAGGAGAC C 
GGCGGAGAC C 
GGTGGAGAC C 
GG-GG-G-- C 



TTGAGTGGAA 
TCGAGTGGAA 
TGGAGTGGAA 
TGGAGTGGAA 
TGGAGTGGAA 
TTGAGTGGAA 
TCGAGTGGAA 
TCGAATGGAA 
T-GA-TGGAA 



450 

CCCCTTCGTG 
CCCCTTCGTG 
CCCCTTCGTG 
CCCCTTCGTG 
TCCTTTCACC 
CCCCTTCGTG 
CCCGTTCGTT 
CCCATACGTC 
-CC-T-C 



SEQ ID NO: 83 
SEQ ID NO: 85 
SEQ ID NO: 75 

SEQ ID NO: 77 
SEQ ID NO: 73 
SEQ ID NO: 79 
SEQ ID NO: 81 
CLONE A 

Consen sus 



451 

AACGACTATA 
AACGACTATA 
AACGACTATA 

AACGACTATA 
AACAGCT ACA 
AATGACTACA 
GGGGACTACA 
GGCGACTATA 
CTA-A 



CCTGGACAGA 
CCTGGACAGA 
CCTGGACCGA 

CCTGGACC GA 
CCTGGACC GA 
CCTGGACG GA 
CCTGGACG GA 
CCTGGACG GA 
CCTGGAC-GA 



CTTCTCAAAA 
CTTCTCAAAA 
CTTCTCGAAG 
CTTCTCAAAG 
TTTCTCGAAG 
CTTCTCGAA G 
CTTCTCAAAG 
CTTTTCTAAG 
-TT-TC-AA- 



GTCGCCTCCG 
GTCGCCTCCG 
GTCGCGTCGG 
GTCGCGTCGG 
GTCGCGTCGG 
GTCGCTTCCG 
GTGGCCTCGG 
GTCGCCTCCG 
GT-GC-TC-G 



500 

GTAAATATAC 
GTAAATATAC 
GTAAATACAC 
GTAAATACAC 
GCAAGTACAC 
GCAAGTACAC 
GCAAATATAC 
GGAAATACAA 
G-AA-TA-A- 



Figure 14c (cont.) 



SEQ ID NO: 83 

SEQ ID NO: 85 
SEQ ID NO: 75 
SEQ ID NO: 77 
SEQ ID NO: 73 
SEQ ID NO: 79 
SEQ ID NO: 81 
CLONE A 

Consen sus 



501 

GGCCAAC TAC 
AGCCAAC TAC 
GGCCAAC TAC 
GGCCAAC TAC 
GGCCAAC TAC 
GGCCAAC TAC 
TGCCAAC TAC 
GGCCCAC TAC 
-GCC-ACTAC 



CTTGACTT CC 

CTTGACTT CC 
CTCGACTT CC 
CTCGACTT CC 
CTCGACTT CC 
CTCGACTT CC 
CTCGACTT CC 
ATGGACTT CC 
-T-GACTT CC 



ACCCAAACGA 
ACCCAAACGA 
ACCCGAACG A 
ACCCGAACG A 
ACCCGAACG A 
ACCCGAACG A 
ACCCGAACG A 
ATCCAAACAA 
A-CC-AAC- A 



GCTTCACTGT 
GCTTCACTGT 
GCTCCACGCG 
GCTCCATGCG 
GCTTCACGCG 
GGTCAAGTGC 
GGTCAAGTGC 
CTACAGCACC 



550 

TGTGATGAAG 
TGTGATGAAG 
GGCGATTCCG 
GGCGATTCCG 
GGCGATTCCG 
TGCGACGAGG 
TGTGACGAGG 
TCAGACGAGG 
GA G 



SEQ ID NO: 83 
SEQ ID NO; 85 
SEQ ID NO: 75 
SEQ ID NO: 77 
SEQ ID NO: 73 
SEQ ID NO: 79 
SEQ ID NO: 81 
CLONE A 

Consensus 



551 

GTACCTT TGG 
GTACCTT TGG 
GAACATT TGG 
GAACATT TGG 
GAACATT TGG 
GCACCTT TGG 
GCACATT TGG 
GAACCTT CGG 
G-AC-TT -GG 



AGGATACC CT 
AGGATACC CT 
AGGCTATC CC 
AGGCTATC CC 
AGGCTATC CC 
AGGGTTCC CG 
AGGCTTCC CA 
TGGCTTCC CA 
~GG-T--CC- 



GATATATGT C 
GATATATGT C 
GACATATGC C 
GACATATGC C 
GACATATGC C 
GACATAGCC C 
GACATAGCC C 
GACATTGAT C 
GA-AT C 



ACGACAAAAG 
ACGACAAAAG 
ACGACAAGAG 
ACGACAAGAG 
ACGACAAGAG 
ACGACAAGAG 
ACGACAAGAG 
ACCTCGTGCC 
AC 



600 

CTGGGACCAG 
CTGGGACCAG 
CTGGGACCAG 
CTGGGACCAG 
CTGGGACCAG 
CTGGGACCAG 
CTGGGACCAG 
CTTCAACCAG 
CT ACCAG 



SEQ ID NO: 83 
SEQ ID NO: 85 

SEQ ID NO: 75 
SEQ ID NO: 77 
SEQ ID NO: 73 
SEQ ID NO: 79 
SEQ ID NO: 81 
CLONE A 

Consen sus 



601 

TACTGGC TCT 
TACTGGC TCT 
TACTGGC TCT 
TACTGGC TCT 

CACTGGC TCT 
TACTGGC TCT 
CACTGGC TCT 
TACTGGC TGT 
-ACTGGCT-T 



GGGCGAGCAG 
GGGCGAGCAG 
GGGCCAGC CA 
GGGCCAGC CA 
GGGCCAGC AA 
GGGCGAGCAA 
GGGCCAGC GA 
GGGCGAGCAA 
GGGC-AGC-- 



CGAAAGCTA C 
CGAAAGCTA C 

GGAGAGCTA C 
GGAGAGCTA C 
CGAAAGCTA C 
GGAGAGCTA C 
TGAGAGCTAC 
GGAGAGCTA C 
-GA-AGCTAC 



GCTGCCTACC 
GCTGCCTACC 
GCGGCCTATC 
GCGGCATATC 
GCCGCCTACC 
GCCGCCTACC 
GCCGCCTACC 
GCCGCCTACC 
GC-GC-TA-C 



650 

TCAGGAGCAT 
TCAGGAGCAT 
TCAGGAGCAT 
TCAGGAGCAT 
TCCGGAGCAT 
TCAGGAGCAT 
TAAGGAGCAT 
TCAGGAGCAT 
T--GGAGCAT 



SEQ ID NO: 83 
SEQ ID NO: 85 

SEQ ID NO: 75 
SEQ ID NO; 77 
SEQ ID NO: 73 
SEQ ID NO: 79 

SEQ ID NO: 81 
CLONE A 

Consensus 



651 

AGGGGTT GAG 
AGGGGTT GAG 
CGGCATC GAG 
CGGCATC GAT 
CGGCATC GAC 
CGGCGTT GAC 
CGGCGTT GAT 
AGGGATCGAT 
■ -GG--T-GA- 



GCCTGGCG TT 
GCCTGGTG TT 
GCCTGGCG CT 
GCCTGGCG CT 
GCCTGGCG CT 
GCATGGCG CT 
GCCTGGCG CT 
GCGTGGCG CT 
GC-TGG-G -T 



TCGACTACG T 
TCGACTACG T 
TCGACTACG T 
TCGACTACG T 
TCGACTACG T 
TCGACTACG T 
TTGACTACG T 
TTGACTACG T 
T-GACTACGT 



CAAGGGCTAC 
CAAGGGCTAC 
CAAGGGCTAT 
CAAGGGCTAT 
CAAGGGCTAC 
CAAGGGCTAC 
GAAGGGCTAC 
TAAGGGCTAC 
-AAGGGCTA- 



700 

GGAGCATGGG 
GGAGCCTGGG 
GCTCCCTGGG 
GCTCCCTGGG 
GCTCCCTGGG 
GGAGCGTGGG 
GGAGCGTGGG 
GGCGCGTGGG 
G C-TGGG 



SEQ ID NO: 83 
SEQ ID NO: 85 
SEQ ID NO: 75 
SEQ ID NO: 77 
SEQ ID NO: 73 
SEQ ID NO: 79 
SEQ ID NO: 81 
CLONE A 

Consen sus 



701 

TTGTTAA CGA 
TTGTTAA CGA 
TCGTCAG GGA 
TCGTCAAGGA 
TCGTTAAGAA 
TCGTCAAGGA 
TCGTCAAGGA 
TCGTCAA GGA 
T-GT-A A 



CTGGCTCAGC 
CTGGCTCAGC 
CTGGCTGAAC 
CTGGCTGAAC 
CTGGCTGAAC 
CTGGCTGG AC 
CTGGCTCAAC 
CTGGCTGAGT 
CTGGCT 



TGGTGGGGAG 
TGGTGGGGAG 
TGGTGGGGAG 
TGGTGGGGAG 
CGGTGGGGCG 
TGGTGGGGAG 
TGGTGGGGC G 
CAGTGGGGC G 
--GTGGGG-G 



GCTGGGCCGT 
GCTGGGCCGT 
GCTGGGCAGT 
GCTGGGCGGT 
GCTGGGCGGT 
GCTGGGCCGT 
GCTGGGCCGT 
GCTGGGCCGT 
GCTGGGC-GT 



750 

TGGAGAGTAC 
TGGAGAGTAC 
TGGAGAGTAC 
TGGAGAGTAC 
TGGAGAGTAC 
CGGGGAGTAC 
TGGCGAGTAC 
CGGGGAGTAC 
-GG-GAGTAC 



Figure 14c (cont.) 



SEQ ID NO: 83 
SEQ ID NO: 85 
SEQ ID NO: 75 
SEQ ID NO: 77 
SEQ ID NO: 73 
SEQ ID NO: 79 
SEQ ID NO: 81 
CLONE A 

Consensus 



SEQ ID NO: 83 
SEQ ID NO: 85 
SEQ ID NO: 75 
SEQ ID NO: 77 
SEQ ID NO: 73 
SEQ ID NO: 79 

SEQ ID NO: 81 

CLONE A 

Consen sus 



SEQ ID NO: 83 
SEQ ID NO: 85 
SEQ ID NO: 75 
SEQ ID NO: 77 
SEQ ID NO: 73 
SEQ ID NO: 79 

SEQ ID NO: 81 
CLONE A 

Consen sus 



SEQ ID NO: 83 
SEQ ID NO: 85 
SEQ ID NO: 75 
SEQ ID NO: 77 
SEQ ID NO: 73 
SEQ ID NO: 79 
SEQ ID NO: 81 
CLONE A 

Consen sus 



SEQ ID NO: 83 
SEQ ID NO: 85 
SEQ ID NO: 75 
SEQ ID NO; 77 
SEQ ID NO: 73 
SEQ ID NO: 79 
SEQ ID NO: 81 
CLONE A 

Consensus 



751 

TGGGACA CGA 
TGGGACA CTA 
TGGGACA CCA 
TGGGACA CCA 
TGGGACA CCA 
TGGGACA CAA 
TGGGACA CCA 
TGGGACA CCA 
TGGGACA C- A 



ACGTTGAT GC 
ACGTTGAT GC 
ACGTCGAC GC 
ACGTCGAC GC 
ACGTCGATGC 
ACGTTGAT GC 
ACGTTGAT GC 
ACGTCGATGC 
ACGT-GA- GC 



ACTCCTCAAC 
ACTCCTCAA C 
TGTTCTCAA C 
TGTTCTCAA C 
ACTCCTGAG C 
ACTGCTCAAC 
ACTCCTCAAC 
GCTCCTCAA C 
--T-CT-A- C 



TGGGCATACA 
TGGGCATACA 
TGGGCATACT 
TGGGCATACT 
TGGGCCTACG 
TGGGCCTACT 
TGGGCCTACT 
TGGGCCTACA 
TGGGC-TAC- 



800 

GCAGCGGCGC 
ACAGCGGCGC 
CGAGCGGTGC 
CGAGCGGTGC 
ACAGCGGTGC 
CGAGCGATGC 
CGAGCGGCGC 
GCAGCGGCGC 
--AGCG--GC 



801 

CAAGGTC TTT 
CAAGGTC TTT 
CAAGGTC TTT 
CAAGGTC TTT 
TAAAGTC TTC 
AAAAGTC TTC 
CAAGGTC TTC 
CAAGGTC TTC 
-AA-GTCTT- 

851 

ACACCAACAT 
ATACCAACAT 
ACAACAA CAT 
ACAACAA CAT 
ACAACAA CAT 
ACAAGAA CAT 
ACAAAAA CAT 
ACAAGAA CAT 
A-A--AACAT 

901 

GTCAGCC GCG 
GTCAGCC GCG 
GTCAGCC GCG 
GTCAGCC GCG 
GTCAGCC GCG 
GTCAGCC GCG 
GTCTCCC GCG 
GTCAGCAGGG 
GTC--C- G-G 



GACTTCCCGC 
GACTTCCC GC 
GACTTCGC CC 
GACTTCGC CC 
GACTTCCC GC 
GACTTCCCGC 
GACTTCCCGC 
GACTTCCC GC 
GACTTC-C -C 



TCTACTACAA 
TCTACTACAA 
TCTACTACAA 
TCTACTACAA 
TCTACTACAA 
TCTACTACAA 
TCTACTACAA 
TCTACTACAA 
TCTACTACAA 



CCCGGCATTA 
CCCCGCTTTG 
TCCCGCCC TG 

TCCCGCCCTG 
CCCCGCCC TC 
TCCCGCAC TC 
TCCAGCGC TC 
TCCCGCCC TC 
-CC-GC-- T- 



GTGGATGCA C 
GTTTACGCC C 
GTGGACGCC C 
GTGGACGCC C 
GTGGACGCC C 
GTCGAGGCC C 
GTCTCTGCC C 
GTTTACGCC A 
GT GC- - 



GATGGACGAA 
GATGGACGAA 
GATGGACGAG 
GATGGACGAG 
GATGGACGAG 
GATGGACGCG 
GATGGATGAG 
GATGGACGAG 
GATGGA-G-- 



TCAGATACGG 

TCAAGAATGG 
TCAGATACGG 
TCAGATACGG 
TCAAGAACGG 
TCAAGAACGG 
TTCAGAACGG 
TCCAGAACGG 
T A-GG 



ATCCCTTCAA 
ACCCATTCAA 
ACCCGTTCAA 
ACCCGTTCAA 
ACCCGTTCAA 
ACCCGTTTAA 
ACCCGTTCAA 
ATCCCTTCAA 
A-CC-TT- AA 



GGCGGTAAC T 
GGCGGTAAC T 
GGCTGTGACG 
GGCTGTGAC G 
AGCCGTGAC C 
GGCGGTAAC C 
GGCGGTAAC C 
GGCCGTTAC C 
-GC-GT-AC - 



TTCGTTGCCA 
TTCGTTGCCA 
TTTGTAGCCA 
TTTGTAGCCA 
TTCGTTGCCA 
TTCGTTGCAA 
TTTGTAGCAA 
TTCGTGGCTA 
TT-GT-GC-A 



951 

AGATATAATC 
AGATATAATC 
CGACATAATC 
CGACATAATC 
CAACATAATC 
GGACATAATT 
CGATATAATC 
GAACATAATC 
--A-ATAAT- 



TGGAACAA GT 
TGGAACAAGT 
TGGAACAAGT 
TGGAACAAGT 
TGGAACAAGT 
TGGAACAAGT 
TGG AACAA GT 
TGGAACAAGT 
TGGAACAAGT 



ATCCGGCTTA 
ATCCGGCTTA 
ATCCAGCCTA 
ATCCAGCCTA 
ATCCGGCCTA 
ACCCGGCCTA 
ACCTTGCTT A 
ACCCTGCCTA 
A-C--GC-TA 



TGCATTCATC 
TGCATTCATC 
CGCGTTCATC 
CGCGTTCATC 
CGCGTTCATC 
CGCGTTCATC 
TGCTTTCATC 
TGCCTTCATC 
-GC-TTCATC 



850 

GCCTTCGACA 
GCCTTCGACA 
GCCTTCGATA 
GCCTTCGATA 
GCCTTCGATA 
GCCTTTGACA 
GCCTTTGACA 
GCCTTTGACA 
GCCTT-GA-A 

900 

CCAGACAGTG 
CGGGACAGTG 
CCAGACAGTG 
TCAGACAGTG 
AGGCACGGTC 
GGGCACAGTC 
CCAGACTGTT 
TGAAACCGTC 
AC-GT- 

950 

ACCACGATAC 
ACCACGATAC 
ACCACGATAC 
ACCACGATAC 
ACCACGATAC 
ACCACGACAC 
ACCACGACAC 
ACCACGATAC 
ACCACGA-AC 

1000 
CTTACCTATG 
CTTACCTATG 
CTCACCTACG 
CTCACCTACG 
CTCACCTATG 
CTCACCTACG 
CTCACCTACG 
CTCACCTACG 
CT-ACCTA-G 



Figure 14c (cont.) 
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1001 

AGGGACA GCC 
AGGGACA GCC 
AGGGCCA GCC 
AGGGCCA GCC 
AGGGACA GCC 
AGGGCCA GCC 
AAGGCCAGCC 
AAGGTCA GCC 
A-GG-CAGCC 

1051 

GATAAGC TTA 
GATAAGC TTA 
GACAAGC TCA 
GATAAGC TCA 
GACAGGC TCA 
GACAGGC TCA 
GACAGGT TGA 
GACAAAC TCA 
GA-A T-A 



TGTTATAT TC 
TGTTATAT TC 
GACAATAT TC 
G ACAATAT TC 
GGCAATATTC 
GACGATATTC 
CGTCATAT TT 
CGTCATCT TC 
AT-TT- 



TACCGCGAC T 
TACCGCGAC T 
TACCGCGAC T 
TACCGCGAC T 
TACCGCGAC T 
TACCGCGAC T 
TACCGCGAC T 
TACCGCGAC T 
TACCGCGAC T 



ACGAGGAGTG 
ACGAGGAGTG 
ACGAGGAGTG 
ACGAGGAGTG 
ACGAGGAGTG 
ACGAGGAGTG 
ACGAGGAGTG 
ACGAGGAGTG 
ACGAGGAGTG 



ACAACCTCAT 
ACAACCTCAT 
AGAACCTCAT 
ACAACCTCAT 
GGAACCTCAT 
AGAACCTCAT 
ACAACCTC AT 
ACAACCTC AT 
--AACCTCAT 



CTGGATACA C 
CTGGATACA C 
CTGGATACA T 
CTGGATACA T 
CTGGATACA C 
CTGGATACA C 
ATGGATACAC 
ATGGATTCAC 
-TGGAT-CA - 



GATCACCTTG 
GATCACCTTG 
GACAACCTCG 
GACAACCTCG 
GACCACCTCG 
GACCACCTCG 
GACCACCTCG 
GAGCACCTGG 
GA--ACCT-G 



1101 

TACTGAC ATT 
TACTGAC ATT 
CACTGACATC 
CACTGAC ATC 
CACAGAC ATC 
CACCGACATA 
CACGAGCATA 
CACCAAGATC 
-AC AT- 

1151 

GCTATGG CAC 
GCTATGG CAC 
GCTACGG AAG 
GCTACGGAAG 
GCTACGG GGA 
GCTACGG GGA 
GCTATGG AAG 
GCTACGG CGA 
GCTA-GG 



GTTTACTA CG 
GTTTACTA CG 
GTTTACTA CG 
GTTTACTA CG 
ATCTACTA CG 
GTCTACTACG 
GTTTACTA CG 
CTCTACTA CG 
-T- TACT A CG 



ACAGCGACGA 
ACAGCGACG A 
ACAACGACGA 
ACAACGACGA 
ACAGCGACGA 
ATAACGATGA 
ACAGCGACGA 
ACGACGATGA 
A CGA-GA 



GCTTATCTTT 
GCTTATCTTT 
GCTGATATTC 
GCTGATATTC 
GCTTATCTTC 
ACTCATCTTC 
GATGATTTTC 
GCTCATCTTC 
- -T-AT-TT- 



CAAACCAG GA 
CAAACCAG GA 
CAAGCCGG GA 
CAAGCCGGGA 
CAAGCCGG GA 
CAAGCCGG GG 
CAAGCCTG GC 
CAGGCCCG GG 
CA-<CC-GG- 



CTGATAACC T 
CTGATAACC T 
CTGATAACA T 
CTGATAACAT 
CTGATAACC T 
CTTATAACC T 
CTTATAACT T 
CTTATAACC T 
CT-ATAAC- T 



ATATCAACCT 
ATATCAACCT 
ACATCAACCT 

ACATCAACCT 
ACATCAACCT 
ACATCAACCT 
ACATCAACCT 
ACATCAACCT 
A-ATCAACCT 



1050 
GCTCAACAAG 
GCTCAACAAG 

GCTCAACAAG 
GCTCAACAAG 
GCTCAACAAG 
GCTCAACAAG 
GCTCAACAAG 
GCTCAAC/y^G 
GCTCAACAAG 

1100 
CTGGAGGGAG 
CTGGAGGGAG 
CCGGAGGGAG 
CCGGAGGGAG 
CGGGAGGAAG 
CCGGTGGAAG 
CAGGTGGAAG 
CAGGGGGAAG 
C-GG-GG-AG 

1150 
GTGAGAAACG 
GTGAGAAACG 
GTGAGAAACG 
GTGAGAAACG 
GTGAGAAACG 
GTCAGGAACG 
GTGAGGAACG 
ATGAGGGAAG 
-T-AG- -A-G 

1200 
CGGCTCAAGC 
CGGCTCAAGC 
CGGCTCAAGC 
CGGCTCAAGC 
CGGCTCAAGC 
AGGCTCGAGC 
CGGCTCGAGC 
CGGTAGCGAC 
-G c 



1201 

AAAGTTG GAA 
AAAGCTG GAA 
AAAGCCGGAA 
AAAGCCGGAA 
AAGGCCGGAA 
AAGGCCG GGA 
AAGGTTG GAA 
TGGGCGG AGA 
---G--G--A 



GGTGGGTC TA 
GGTGGGTCTA 
GGTGGGTT TA 

GGTGGGTT TA 
GGTGGGTC TA 
GGTGGGTC TA 
GGTGGGTT TA 
G ATGGGTG AA 
G-TGGGT- -A 



CGTT. . .CCA AAGTTCGCCG 
CGTT. . .CCA AAGTTCGCCG 
CGTT. . .CCG AAGTTCGCAG 
CGTT. . .CCG AAGTTCGCAG 
CGTT . . . CC G AAGTTCGCAG 
CGTT, . .CCG AAGTTCGCGG 
TGTG. , ,CCG AAGTTCGCGG 
CGTTGGCTCA AAGTTCGCGG 
-GT C- AAGTTCGC-G 



1250 
GTTCATGCAT 
GTTCATGCAT 
GCTCGTGCAT 
GCTCGTGCAT 
GCTCGTGCAT 
GAGCGTGCAT 
GCGCGTGCAT 
GCTATACAAT 
G AT 




Figure 14c (cont.) 
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CCACGAGTAC ACCGGCAA CC TCGGCGGTT G GATAGACAAG TACGTCTCCT 
CCACGAGTAC ACCGGCAG CC TCGGCGGTT G GATAGACAAG TACGTCTCCT 
ACACGAGTAC ACCGGCAA CC TCGGCGGCTG GGTGGACAAG TGGGTGGACT 
ACACGAGTAC ACCGGCAA TC TCGGCGGCTG GGTGGACAAG TGGGTGGACT 
ACACGAGTAC ACCGGCAA CC TCGGCGGCTG GATTGACAAG TGGGTTGACT 
CCACGAGTAC ACCGGCAA CC TCGGCGGCTG GGTGGACAAG TGGGTGGACT 
CCACGAG TAT ACTGGTAACC TCGGAGGCTG GGTAGACAAG TACGTCTACT 
CCACGAATAC ACCGGAAACC TCGGCGGCTG GGTCGACAGG TACGTCCAGT 
-CACGA-TA- AC-GG-A- -C TCGG-GG-TG G-T-GACA-G T--GT T 

1301 1350 
CCAGCGGCTG GGTCTATCTT GAGGCCCCAG CCCACGACCC GGCGAACGGC 
CCAGCGGCTG GGTCTACCTT GAGGCCCCGG CCCACGACCC GGCCAATGGC 
CAAGCGGCTG GGTTTACCTC GAGGCTCCTG CCCACGACCC GGCCAACGGC 
CAAGCGGCTG GGTCTACCTC GAGGCTCCTG CCCACGACCC GGCCAACGGC 
CAAGCGGTCG GGTCTACCTT GAGGCCCCCG CCCACGACCC GGCCAACGGC 
CAAGCGGCTG GGTGTACCTC GAGGCCCCTG CCCACGACCC GGCCAACGGC 
CAAGCGGCTG GGTCTATTTC GAAGCTCCAG CTTACGACCC TGCCAACGGG 
ACGACGGCTG GGTCAAGCTT ACCGCTCCGC CACACGATCC GGCAAACGGC 
CGG--G GGT--A--T- GC-CC- - C--ACGA-CC -GC-AA-GG- 

1351 1393 

TACTACGGCT ACTCCGTATG GAGCTACTG C GGGGTTGGGT GA~ 

CAGTATGGCT ACTCCGTCTG GAGCTATTGC GGGGTTGGGT GA- 

CAGTACGGCT ACTCCGTT TG GAGCTATTGC GGTGTTGGGT GA~ 

CAGTACGGCT ACTCCGTCTG GAGCTACTG C GGTGTTGGGT GA~ 

CAGTACGGCT ACTCCGTATG GAGCTACTG C GGTGTTGGGT GA~ 

TATTACGGCT ACTCCGTCTG GAGCTACTG C GGGGTGGGCT GA~ 

CAGTATGGCT ACTCCGTCTG GAGCTATTGC GGTGTTGGGT GA-^ 

TATTACGGCT ACTCCGTCTG GAGCTACGCC CGAGTTGGAT CA^ 

-A-TA-GGCT ACTC-GT-TC GAGCTA C GC-GT>GC-T GA- 



Figure 15: 

• Neighbor-joining tree for Thermococcales 
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Figure 16 (all sequences are listed in 5' to 3' order) 

SEQIDNO.: 1 

atggcaaagtattccgagctcgaagagggcgggctcataatgcaggccttctactgggacgtccccatgggaggaatctggtgggacacgat 

agcccagaagatacccgactgggcaagcgccgggatttcggcgatatggattcccccggcgagcaagggcatgggcggcgcctattcgatg 

ggctacgacccctacgacttctttgacctcggtgagtacgaccagaagggaacggtagagacgcgctttggctccaagcaggagctcgtgaa 

catgataaacaccgcccacgcctatggcatgaaggtaatagccgatatagtcatcaaccaccgcgccggcggtgacctggagtggaacccctt 

cgtgaacgactatacctggaccgacttctcaaaggtcgcgtcgggtaaatacacggccaactacctcgacttccacccgaacgagctccatgc 

gggcgattccggaacatttggaggctatcccgacatatgccacgacaagagctgggaccagtactggctctgggccagccaggagagctac 

gcggcatatctcaggagcatcggcatcgatgcctggcgcttcgactacgtcaagggctacggagcgtgggtcgtcaaggactggctggactg 

gtggggaggctgggccgtcggggagtactgggacacaaacgttgatgcactgctcaactgggcctactcgagcgatgcaaaagtcttcgactt 

cccgctctactacaagatggacgcggcctttgacaacaagaacattcccgcactcgtcgaggccctcaagaacgggggcacagtcgtcagcc 

gcgacccgtttaaggccgtaaccttcgttgcaaaccacgacaccgatataatctggaacaagtatccagcctacgcgttcatcctcacctacgag 

ggccagccgacaatattctaccgcgactacgaggagtggctcaacaaggataagctcaagaacctcatctggatacatgacaacctcgccgg 

aggaagcactgacatcgtttactacgacaacgacgagctgatattcgtgagaaacggctacggaagcaagccgggactgataacatacatcaa 

cctcgcctcaagcaaagccggaaggtgggtttacgttccgaagttcgcaggctcgtgcatacacgagtacaccggcaatctcggcggctgggt 

ggacaagtgggtggactcaagcggctgggtctacctcgaggctcctgcccacgacccggccaacggccagtacggctactccgtctggagc 
tactgcggtgttgggtga 

SEQ ID NO.: 2 

Met Ala Lys Tyr Ser Glu Leu Glu Glu Gly Gly Leu He Met Gin Ala Phe Tyr Trp Asp Val Pro Met 
Gly Gly He Trp Trp Asp Thr lie Ala Gin Lys He Pro Asp Trp Ala Ser Ala Gly He Ser Ala He Trp 
He Pro Pro Ala Ser Lys Gly Met Gly Gly Ala Tyr Ser Met Gly Tyr Asp Pro Tyr Asp Phe Phe Asp 
Leu Gly Glu Tyr Asp Gin Lys Gly Thr Val Glu Thr Arg Phe Gly Ser Lys Gin Glu Leu Val Asn 
Met He Asn Thr Ala His Ala Tyr Gly Met Lys Val lie Ala Asp He Val He Asn His Arg Ala Gly Gly 
Asp Leu Glu Trp Asn Pro Phe Val Asn Asp Tyr Thr Tip Thr Asp Phe Ser Lys Val Ala Ser Gly Lys 
Tyr Thr Ala Asn Tyr Leu Asp Phe His Pro Asn Glu Leu His Ala Gly Asp Ser Gly Thr Phe Gly Gly 
Tyr Pro Asp He Cys His Asp Lys Ser Trp Asp Gin Tyr Trp Leu Trp Ala Ser Gin Glu Ser Tyr Ala 
Ala Tyr Leu Arg Ser He Gly He Asp Ala Trp Arg Phe Asp Tyr Val Lys Gly Tyr Gly Ala Trp Val 
Val Lys Asp Trp Leu Asp Trp Trp Gly Gly Trp Ala Val Gly Glu Tyr Tip Asp Thr Asn Val Asp Ala 
Leu Leu Asn Trp Ala Tyr Ser Ser Asp Ala Lys Val Phe Asp Phe Pro Leu Tyr Tyr Lys Met Asp Ala 
Ala Phe Asp Asn Lys Asn He Pro Ala Leu Val Glu Ala Leu Lys Asn Gly Gly Thr Val Val Ser Arg 
Asp Pro Phe Lys Ala Val Thr Phe Val Ala Asn His Asp Thr Asp He He Trp Asn Lys Tyr Pro Ala 
Tyr Ala Phe He Leu Thr Tyr Glu Gly Gin Pro Thr He Phe Tyr Arg Asp Tyr Glu Glu Trp Leu Asn 
Lys Asp Lys Leu Lys Asn Leu He Trp He His Asp Asn Leu Ala Gly Gly Ser Thr Asp He Val Tyr 
Tyr Asp Asn Asp Glu Leu He Phe Val Arg Asn Gly Tyr Gly Ser Lys Pro Gly Leu He Thr Tyr He 
Asn Leu Ala Ser Ser Lys Ala Gly Arg Trp Val Tyr Val Pro Lys Phe Ala Gly Ser Cys lie His Glu 
Tyr Thr Gly Asn Leu Gly Gly Tip Val Asp Lys Trp Val Asp Ser Ser Gly Trp Val Tyr Leu Glu Ala 
Pro Ala His Asp Pro Ala Asn Gly Gin Tyr Gly Tyr Ser Val Trp Ser Tyr Cys Gly Val Gly 

SEQ ID NO.: 3 

atggccaagtacctggagctcgaagagggcgggctcataatgcaggccttctactgggacgtccccatgggaggaatctggtgggacacgat 

agcccagaagatacccgactgggcaagcgccgggatttcggcgatatggattcccccggcgagcaagggcatgggcggcgcctattcgatg 

ggctacgacccctacgacttctttgacctcggtgagtacgaccagaagggaacggtagagacgcgctttggctccaagcaggagctcgtgaa 

catgataaacaccgcccacgcctacggcatcaaggtcatcgcagacatagtaatcaaccaccgcgccggaggagaccttgagtggaacccct 

tcgtcaatgactacacctggacggacttctcgaaggtcgcttccggcaagtacacggccaattacctcgacttccacccgaacgagctccatgc 

gggcgattccggaacatttggaggctatcccgacatatgccacgacaagagctgggaccagtactggctctgggccagccaggagagctac 

gcggcatatctcaggagcatcggcatcgatgcctggcgcttcgactacgtcaagggctatgctccctgggtcgtcaaggactggctgaactggt 

ggggaggctgggcggttggagagtactgggacaccaacgtcgacgctgttctcaactgggcatactcgagcggtgccaaggtctttgacttcg 

ccctctactacaagatggatgaggcctttgacaacaaaaacattccagcgctcgtctctgcccttcagaacggccagactgttgtctcccgcgac 

ccgttcaaggccgtaacctttgtagcaaaccacgacaccgatataatctggaacaagtatccagcctacgcgttcatcctcacctacgagggcc 




Figure 16 (cont.) 

agccgacaatattctaccgcgactacgaggagtggctcaacaaggataagctcaagaacctcatctggatacatgacaacctcgccggagga 
agcactgacatcgtttactacgacaacgacgagctgatattcgtgagaaacggctacggaagcaagccgggactgataacatacatcaacctc 

gcctcaagcgaagccggaaggtgggtctacgttccgaagttcgcgggagcgtgcatccacgagtacaccggcaacctcggcggctgggtgg 

acaagtgggtggactcaagcgggtgggtgtacctcgaggcccctgcccacgacccggccaacggctattacggctactccgtctggagctatt 
gcggtgttgggtga 

SEQ ID NO.: 4 

Met Ala Lys Tyr Leu Glu Leu Glu Glu Gly Gly Leu lie Met Gin Ala Phe Tyr Trp Asp Val Pro Met 
Gly Gly He Trp Trp Asp Thr He Ala Gin Lys He Pro Asp Trp Ala Ser Ala Gly He Ser Ala He Trp 
He Pro Pro Ala Ser Lys Gly Met Gly Gly Ala Tyr Ser Met Gly Tyr Asp Pro Tyr Asp Phe Phe Asp 
Leu Gly Glu Tyr Asp Gin Lys Gly Thr Val Glu Thr Arg Phe Gly Ser Lys Gin Glu Leu Val Asn 
Met He Asn Thr Ala His Ala Tyr Gly He Lys Val He Ala Asp He Val He Asn His Arg Ala Gly Gly 
Asp Leu Glu Trp Asn Pro Phe Val Asn Asp Tyr Thr Trp Thr Asp Phe Ser Lys Val Ala Ser Gly Lys 
Tyr Thr Ala Asn Tyr Leu Asp Phe His Pro Asn Glu Leu His Ala Gly Asp Ser Gly Thr Phe Gly Gly 
Tyr Pro Asp He Cys His Asp Lys Ser Trp Asp Gin Tyr Trp Leu Trp Ala Ser Gin Glu Ser Tyr Ala 
Ala Tyr Leu Arg Ser He Gly He Asp Ala Trp Arg Phe Asp Tyr Val Lys Gly Tyr Ala Pro Trp Val 
Val Lys Asp Trp Leu Asn Trp Trp Gly Gly Trp Ala Val Gly Glu Tyr Trp Asp Thr Asn Val Asp Ala 
Val Leu Asn Trp Ala Tyr Ser Ser Gly Ala Lys Val Phe Asp Phe Ala Leu Tyr Tyr Lys Met Asp Glu 
Ala Phe Asp Asn Lys Asn He Pro Ala Leu Val Ser Ala Leu Gin Asn Gly Gin Thr Val Val Ser Arg 
Asp Pro Phe Lys Ala Val Thr Phe Val Ala Asn His Asp Thr Asp He He Trp Asn Lys Tyr Pro Ala 
Tyr Ala Phe He Leu Thr Tyr Glu Gly Gin Pro Thr He Phe Tyr Arg Asp Tyr Glu Glu Trp Leu Asn 
Lys Asp Lys Leu Lys Asn Leu He Trp He His Asp Asn Leu Ala Gly Gly Ser Thr Asp He Val Tyr 
Tyr Asp Asn Asp Glu Leu He Phe Val Arg Asn Gly Tyr Gly Ser Lys Pro Gly Leu He Thr Tyr He 
Asn Leu Ala Ser Ser Glu Ala Gly Arg Trp Val Tyr Val Pro Lys Phe Ala Gly Ala Cys He His Glu 
Tyr Thr Gly Asn Leu Gly Gly Trp Val Asp Lys Trp Val Asp Ser Ser Gly Trp Val Tyr Leu Glu Ala 
Pro Ala His Asp Pro Ala Asn Gly Tyr Tyr Gly Tyr Ser Val Trp Ser Tyr Cys Gly Val Gly 

SEQ ID NO.: 5 

atggccaagtactccgagctggaagagggcggcgttataatgcaggccttctactgggacgtcccaggtggaggaatctggtgggacaccat 

caggagcaagataccggagtggtacgaggcgggaatatccgccatttggattcccccggcaagcaagggcatgggcggcgcctattcgatg 

ggctacgacccctacgacttctttgacctcggtgagtacgaccagaagggaacggtagagacgcgctttggctccaagcaggagctcgtgaa 

catgataaacaccgcccacgcctatggcatgaaggtaatagccgatatagtcatcaaccaccgcgccggcggtgacctggagtggaacccctt 

cgtgaacgactatacctggaccgacttctcaaaggtcgcgtcgggtaaatacacggccaactacctcgacttccacccgaacgagctccatgc 

gggcgattccggaacatttggaggctatcccgacatatgccacgacaagagctgggaccagtactggctctgggccagccaggagagctac 

gcggcatatctcaggagcatcggcatcgatgcctggcgcttcgactacgtcaagggctatgctccctgggtcgtcaaggactggctgaactggt 

ggggaggctgggcggttggagagtactgggacaccaacgtcgacgctgttctcaactgggcatactcgagcggtgccaaggtctttgacttcg 

ccctctactacaagatggatgaggcctttgacaacaaaaacattccagcgctcgtctctgcccttcagaacggccagactgttgtctcccgcgac 

ccgttcaaggccgtaacctttgtagcaaaccacgacaccgatataatctggaacaagtaccttgcttatgctttcatcctcacctacgaaggccag 

cccgtcatattctaccgcgaccacgaggagtggctcaacaaggacaggttgaacaacctcatatggatacacgaccacctcgcaggtggaag 

caccgacatagtctactacgataacgatgaactcatcttcgtcaggaacggctacggggacaagccggggcttataacctacatcaacctaggc 

tcgagcaaggccggaaggtgggtttatgtgccgaagttcgcgggcgcgtgcatccacgagtatactggtaacctcggaggctgggtagacaa 

gtacgtctactcaagcggctgggtctatctcgaagctccagcttacgaccctgccaacgggcagtatggctactccgtgtggagctactgcggg 

gtgggctga 

SEQ ID NO.: 6 

Met Ala Lys Tyr Ser Glu Leu Glu Glu Gly Gly Val He Met Gin Ala Phe Tyr Trp Asp Val Pro Gly 
Gly Gly He Trp Trp Asp Thr He Arg Ser Lys He Pro Glu Trp Tyr Glu Ala Gly lie Ser Ala He Trp 
He Pro Pro Ala Ser Lys Gly Met Gly Gly Ala Tyr Ser Met Gly Tyr Asp Pro Tyr Asp Phe Phe Asp 
Leu Gly Glu Tyr Asp Gin Lys Gly Thr Val Glu Thr Arg Phe Gly Ser Lys Gin Glu Leu Val Asn 
Met lie Asn Thr Ala His Ala Tyr Gly Met Lys Val He Ala Asp He Val He Asn His Arg Ala Gly Gly 




Figure 16 (cont.) 

Asp Leu Glu Trp Asn Pro Phe Val Asn Asp Tyr Thr Trp Thr Asp Phe Ser Lys Val Ala Ser Gly Lys 
Tyr Thr Ala Asn Tyr Leu Asp Phe His Pro Asn Glu Leu His Ala Gly Asp Ser Gly Thr Phe Gly Gly 
Tyr Pro Asp He Cys His Asp Lys Ser Trp Asp Gin Tyr Tip Leu Trp Ala Ser Gin Glu Ser Tyr Ala 
Ala Tyr Leu Arg Ser He Gly He Asp Ala Trp Arg Phe Asp Tyr Val Lys Gly Tyr Ala Pro Trp Val 
Val Lys Asp Trp Leu Asn Trp Trp Gly Gly Trp Ala Val Gly Glu Tyr Trp Asp Thr Asn Val Asp Ala 
Val Leu Asn Trp Ala Tyr Ser Ser Gly Ala Lys Val Phe Asp Phe Ala Leu Tyr Tyr Lys Met Asp Glu 
Ala Phe Asp Asn Lys Asn He Pro Ala Leu Val Ser Ala Leu Gin Asn Gly Gin Thr Val Val Ser Arg 
Asp Pro Phe Lys Ala Val Thr Phe Val Ala Asn His Asp Thr Asp He He Trp Asn Lys Tyr Leu Ala 
Tyr Ala Phe He Leu Thr Tyr Glu Gly Gin Pro Val He Phe Tyr Arg Asp His Glu Glu Trp Leu Asn 
Lys Asp Arg Leu Asn Asn Leu He Trp He His Asp His Leu Ala Gly Gly Ser Thr Asp He Val Tyr 
Tyr Asp Asn Asp Glu Leu He Phe Val Arg Asn Gly Tyr Gly Asp Lys Pro Gly Leu He Thr Tyr He 
Asn Leu Gly Ser Ser Lys Ala Gly Arg Trp Val Tyr Val Pro Lys Phe Ala Gly Ala Cys He His Glu 
Tyr Thr Gly Asn Leu Gly Gly Trp Val Asp Lys Tyr Val Tyr Ser Ser Gly Trp Val Tyr Leu Glu Ala 
Pro Ala Tyr Asp Pro Ala Asn Gly Gin Tyr Gly Tyr Ser Val Trp Ser Tyr Cys Gly Val Gly 

SEQ ID NO.: 9 

atggccaagtactccgagctggaagagggcgggctcataatgcaggccttctactgggacgtccccatgggaggaatctggtgggacacgat 

agcccagaagatacccgactgggcaagcgccgggatttcggcgatatggattcccccggcgagcaagggcatgggcggcgcctattcgatg 

ggctacgacccctacgacttctttgacctcggtgagtacgaccagaagggaacggtagagacgcgctttggctccaagcaggagctcgtgaa 

catgataaacacggcccatgcctacggcataaaggtcatagcggacatcgtcataaaccaccgcgcaggcggagacctcgagtggaacccg 

ttcgttggggactacacctggacggacttctcaaaggtggcctcgggcaaatatactgccaactacctcgacttccacccgaacgagctccatg 

cgggcgattccggaacatttggaggctatcccgacatatgccacgacaagagctgggaccagtactggctctgggccagccaggagagctac 

gcggcatatctcaggagcatcggcatcgatgcctggcgcttcgactacgtcaagggctatgctccctgggtcgtcaaggactggctgaactggt 

ggggaggctgggcggttggagagtactgggacaccaacgtcgacgctgttctcaactgggcatactcgagcggtgccaaggtctttgacttcg 

ccctctactacaagatggacgaggccttcgataacaacaacattcccgccctggtggacgccctcagatacggtcagacagtggtcagccgcg 

acccgttcaaggctgtgacgtttgtagccaaccacgataccgatataatctggaacaagtatccagcctacgcgttcatcctcacctacgagggc 

cagccgacaatattctaccgcgactacgaggagtggctcaacaaggataagctcaagaacctcatctggatacatgacaacctcgccggagg 

aagcactgacatcgtttactacgacaacgacgagctgatattcgcgagaaacggctacggaagcaagccgggactgataacatacatcaacct 

cgcctcaagcaaagccggaaggtgggtttacgttccgaagttcgcaggctcgtgcatacacgagtacaccggcaatctcggcggctgggtgg 

acaagtgggtggactcaagcggctgggtctacctcgaggctcctgcccacgacccggccaacggccagtacggctactccgtctggagctac 
tgcggtgttgggtga 

SEQ ID NO.: 10 

Met Ala Lys Tyr Ser Glu Leu Glu Glu Gly Gly Leu He Met Gin Ala Phe Tyr Trp Asp Val Pro Met 
Gly Gly He Trp Trp Asp Thr He Ala Gin Lys He Pro Asp Trp Ala Ser Ala Gly He Ser Ala He Trp 
He Pro Pro Ala Ser Lys Gly Met Gly Gly Ala Tyr Ser Met Gly Tyr Asp Pro Tyr Asp Phe Phe Asp 
Leu Gly Glu Tyr Asp Gin Lys Gly Thr Val Glu Thr Arg Phe Gly Ser Lys Gin Glu Leu Val Asn 
Met He Asn Thr Ala His Ala Tyr Gly He Lys Val He Ala Asp He Val He Asn His Arg Ala Gly Gly 
Asp Leu Glu Trp Asn Pro Phe Val Gly Asp Tyr Thr Trp Thr Asp Phe Ser Lys Val Ala Ser Gly Lys 
Tyr Thr Ala Asn Tyr Leu Asp Phe His Pro Asn Glu Leu His Ala Gly Asp Ser Gly Thr Phe Gly Gly 
Tyr Pro Asp He Cys His Asp Lys Ser Trp Asp Gin Tyr Trp Leu Trp Ala Ser Gin Glu Ser Tyr Ala 
Ala Tyr Leu Arg Ser lie Gly He Asp Ala Trp Arg Phe Asp Tyr Val Lys Gly Tyr Ala Pro Trp Val 
Val Lys Asp Trp Leu Asn Trp Trp Gly Gly Trp Ala Val Gly Glu Tyr Trp Asp Thr Asn Val Asp Ala 
Val Leu Asn Trp Ala Tyr Ser Ser Gly Ala Lys Val Phe Asp Phe Ala Leu Tyr Tyr Lys Met Asp Glu 
Ala Phe Asp Asn Asn Asn He Pro Ala Leu Val Asp Ala Leu Arg Tyr Gly Gin Thr Val Val Ser Arg 
Asp Pro Phe Lys Ala Val Thr Phe Val Ala Asn His Asp Thr Asp He He Trp Asn Lys Tyr Pro Ala 
Tyr Ala Phe He Leu Thr Tyr Glu Gly Gin Pro Thr He Phe Tyr Arg Asp Tyr Glu Glu Trp Leu Asn 
Lys Asp Lys Leu Lys Asn Leu He Trp He His Asp Asn Leu Ala Gly Gly Ser Thr Asp He Val Tyr 
Tyr Asp Asn Asp Glu Leu He Phe Ala Arg Asn Gly Tyr Gly Ser Lys Pro Gly Leu He Thr Tyr He 
Asn Leu Ala Ser Ser Lys Ala Gly Arg Trp Val Tyr Val Pro Lys Phe Ala Gly Ser Cys He His Glu 



Figure 16 (cont.) 



Tyr Thr Gly Asn Leu Gly Gly Trp Val Asp Lys Trp Val Asp Ser Ser Gly Trp Val Tyr Leu Glu Ala 
Pro Ala His Asp Pro Ala Asn Gly Gin Tyr Gly Tyr Ser Val Trp Ser Tyr Cys Gly Val Gly 

SEQIDNO,: 11 

atggccaagtacctggagctcgaggagggcgggctcataatgcaggccttctactgggacgtccccatgggaggaatctggtgggacacgat 

agcccagaagatacccgactgggcaagcgccgggatttcggcgatatggattcccccggcgagcaagggcatgggcggcgcctattcgatg 

ggctacgacccctacgacttctttgacctcggtgagtacgaccagaagggaacggtagagacgcgctttggctccaagcaggagctcgtgaa 

catgataaacaccgcccacgcctatggcatgaaggtaatagccgatatagtcatcaaccaccgcgccggcggtgacctggagtggaacccctt 

cgtgaacgactatacctggaccgacttctcaaaggtcgcgtcgggtaaatacacggccaactacctcgacttccacccgaacgagctccatgc 

gggcgattccggaacatttggaggctatcccgacatatgccacgacaagagctgggaccagtactggctctgggccagccaggagagctac 

gcggcatatctcaggagcatcggcatcgatgcctggcgcttcgactacgtcaagggctatgctccctgggtcgtcaaggactggctgaactggt 

ggggaggctgggcggttggagagtactgggacaccaacgtcgacgctgttctcaactgggcatactcgagcggtgccaaggtctttgacttcg 

ccctctactacaagatggacgaggccttcgataacaacaacattcccgccctggtggacgccctcagatacggtcagacagtggtcagccgcg 

acccgttcaaggctgtgacgtttgtagccaaccacgataccgatataatctggaacaagtatccagcctacgcgttcatcctcacctacgagggc 

cagccgacaatattctaccgcgactacgaggagtggctcaacaaggatacgctcaagaacctcatctggatacatgacaacctcgccggagg 

aagcacgagcatagtttactacgacagcgacgagatgatcttcgtgaggaacggctatggaagcaagcctggccttataacttacatcaacctc 

ggctcgagcaaggttggaaggtgggtctacgttccgaagttcgcgggagcgtgcatccacgagtacaccggcaacctcggcggctgggtgg 

acaagtgggtggactcaagcgggtgggtgtacctcgaggcccctgcccacgacccggccaacggctattacggctactccgtctggagctac 

tgcggtgttggctga 

SEQIDNO.: 12 

Met Ala Lys Tyr Leu Glu Leu Glu Glu Gly Gly Leu He Met Gin Ala Phe Tyr Trp Asp Val Pro Met 
Gly Gly He Trp Trp Asp Thr He Ala Gin Lys He Pro Asp Trp Ala Ser Ala Gly He Ser Ala He Trp 
He Pro Pro Ala Ser Lys Gly Met Gly Gly Ala Tyr Ser Met Gly Tyr Asp Pro Tyr Asp Phe Phe Asp 
Leu Gly Glu Tyr Asp Gin Lys Gly Thr Val Glu Thr Arg Phe Gly Ser Lys Gin Glu Leu Val Asn 
Met He Asn Thr Ala His Ala Tyr Gly Met Lys Val He Ala Asp He Val He Asn His Arg Ala Gly Gly 
Asp Leu Glu Trp Asn Pro Phe Val Asn Asp Tyr Thr Trp Thr Asp Phe Ser Lys Val Ala Ser Gly Lys 
Tyr Thr Ala Asn Tyr Leu Asp Phe His Pro Asn Glu Leu His Ala Gly Asp Ser Gly Thr Phe Gly Gly 
Tyr Pro Asp He Cys His Asp Lys Ser Trp Asp Gin Tyr Trp Leu Trp Ala Ser Gin Glu Ser Tyr Ala 
Ala Tyr Leu Arg Ser He Gly He Asp Ala Trp Arg Phe Asp Tyr Val Lys Gly Tyr Ala Pro Trp Val 
Val Lys Asp Trp Leu Asn Trp Trp Gly Gly Trp Ala Val Gly Glu Tyr Trp Asp Thr Asn Val Asp Ala 
Val Leu Asn Trp Ala Tyr Ser Ser Gly Ala Lys Val Phe Asp Phe Ala Leu Tyr Tyr Lys Met Asp Glu 
Ala Phe Asp Asn Asn Asn He Pro Ala Leu Val Asp Ala Leu Arg Tyr Gly Gin Thr Val Val Ser Arg 
Asp Pro Phe Lys Ala Val Thr Phe Val Ala Asn His Asp Thr Asp He He Trp Asn Lys Tyr Pro Ala 
Tyr Ala Phe He Leu Thr Tyr Glu Gly Gin Pro Thr He Phe Tyr Arg Asp Tyr Glu Glu Trp Leu Asn 
Lys Asp Thr Leu Lys Asn Leu He Trp He His Asp Asn Leu Ala Gly Gly Ser Thr Ser He Val Tyr 
Tyr Asp Ser Asp Glu Met He Phe Val Arg Asn Gly Tyr Gly Ser Lys Pro Gly Leu He Thr Tyr He 
Asn Leu Gly Ser Ser Lys Val Gly Arg Trp Val Tyr Val Pro Lys Phe Ala Gly Ala Cys He His Glu 
Tyr Thr Gly Asn Leu Gly Gly Trp Val Asp Lys Trp Val Asp Ser Ser Gly Trp Val Tyr Leu Glu Ala 
Pro Ala His Asp Pro Ala Asn Gly Tyr Tyr Gly Tyr Ser Val Trp Ser Tyr Cys Gly Val Gly 

SEQ ID NO.: 13 

atggccaagtacctggagctcgaagagggcggggtcataatgcaggcgttctactgggacgtgccttcaggaggaatatggtgggacacaat 

acggcagaagataccggagtggtacgatgccggaatctccgcaatatggattcccccggcgagcaagggcatgggcggcgcctattcgatg 

ggctacgacccctacgacttctttgacctcggtgagtatgaccagaagggaacggtagagacgcgctttggctccaagcaggagctcgtgaac 

atgataaacacggcacatgcctacggcataaaggtcatagcggacatcgtcataaaccaccgcgcaggcggagacctcgagtggaacccgtt 

cgttggggactacacctggacggacttctcaaaggtggcctcgggcaaatatactgccaactacctcgacttccaccccaacgaggtcaagtg 

ctgtgacgagggcacatttggaggcttcccagacatagcccacgagaagagctgggaccagcactggctctgggcgagcgatgagagctac 

gccgcctacctaaggagcatcggcgttgatgcctggcgcttcgactacgtcaagggctacggagcgtgggtcgtcaaggactggctggactg 

gtggggaggctgggccgtcggggagtactgggacacaaacgttgatgcactgctcaactgggcctactcgagcgatgcaaaagtcttcgactt 




Figure 16 (cont.) 

cccgctctactacaagatggatgaggcctttgacaacaaaaacattccagcgctcgtctctgcccttcagaacggccagactgttgtctcccgcg 

acccgttcaaggccgtaacctttgtagcaaaccacgacaccgatataatctggaacaagtatccagcctacgcgttcatcctcacctacgaggg 

ccagccgacaatattctaccgcgactacgaggagtggctcaacaaggataagctcaagaacctcatctggatacatgacaacctcgccggag 

gaagcactgacatagtctactacgataacgatgaactcatcttcgtcaggaacggctacggggacaagccggggcttataacctacatcaacct 

aggctcgagcaaggccggaaggtgggtttatgtgccgaagttcgcgggcgcgtgcatccacgagtatactggtaacctcggaggctgggtag 

acaagtacgtctactcaagcggctgggtctatctcgaagctccagcttacgaccctgccaacgggcagtatggctactccgtgtggagctactg 

cggtgttggctga 

SEQIDNO.: 14 

Met Ala Lys Tyr Leu Glu Leu Glu Glu Gly Gly Val He Met Gin Ala Phe Tyr Trp Asp Val Pro Ser 
Gly Gly He Trp Trp Asp Thr He Arg Gin Lys He Pro Glu Trp Tyr Asp Ala Gly He Ser Ala He Trp 
He Pro Pro Ala Ser Lys Gly Met Gly Gly Ala Tyr Ser Met Gly Tyr Asp Pro Tyr Asp Phe Phe Asp 
Leu Gly Glu Tyr Asp Gin Lys Gly Thr Val Glu Thr Arg Phe Gly Ser Lys Gin Glu Leu Val Asn 
Met He Asn Thr Ala His Ala Tyr Gly He Lys Val He Ala Asp He Val He Asn His Arg Ala Gly Gly 
Asp Leu Glu Trp Asn Pro Phe Val Gly Asp Tyr Thr Trp Thr Asp Phe Ser Lys Val Ala Ser Gly Lys 
Tyr Thr Ala Asn Tyr Leu Asp Phe His Pro Asn Glu Val Lys Cys Cys Asp Glu Gly Thr Phe Gly 
Gly Phe Pro Asp He Ala His Glu Lys Ser Trp Asp Gin His Trp Leu Trp Ala Ser Asp Glu Ser Tyr 
Ala Ala Tyr Leu Arg Ser He Gly Val Asp Ala Trp Arg Phe Asp Tyr Val Lys Gly Tyr Gly Ala Trp 
Val Val Lys Asp Trp Leu Asp Trp Trp Gly Gly Trp Ala Val Gly Glu Tyr Trp Asp Thr Asn Val Asp 
Ala Leu Leu Asn Trp Ala Tyr Ser Ser Asp Ala Lys Val Phe Asp Phe Pro Leu Tyr Tyr Lys Met Asp 
Glu Ala Phe Asp Asn Lys Asn He Pro Ala Leu Val Ser Ala Leu Gin Asn Gly Gin Thr Val Val Ser 
Arg Asp Pro Phe Lys Ala Val Thr Phe Val Ala Asn His Asp Thr Asp He He Trp Asn Lys Tyr Pro 
Ala Tyr Ala Phe He Leu Thr Tyr Glu Gly Gin Pro Thr He Phe Tyr Arg Asp Tyr Glu Glu Trp Leu 
Asn Lys Asp Lys Leu Lys Asn Leu He Trp He His Asp Asn Leu Ala Gly Gly Ser Thr Asp He Val 
Tyr Tyr Asp Asn Asp Glu Leu He Phe Val Arg Asn Gly Tyr Gly Asp Lys Pro Gly Leu He Thr Tyr 
He Asn Leu Gly Ser Ser Lys Ala Gly Arg Trp Val Tyr Val Pro Lys Phe Ala Gly Ala Cys He His 
Glu Tyr Thr Gly Asn Leu Gly Gly Trp Val Asp Lys Tyr Val Tyr Ser Ser Gly Trp Val Tyr Leu Glu 
Ala Pro Ala Tyr Asp Pro Ala Asn Gly Gin Tyr Gly Tyr Ser Val Trp Ser Tyr Cys Gly Val Gly 

SEQIDNO.: 15 

atggccaagtactccgagctggaagagggcgggctcataatgcaggccttctactgggacgtccccatgggaggaatctggtgggacacgat 

agcccagaagatacccgactgggcaagcgccgggatttcggcgatatggattcccccggcgagcaagggcatgggcggcgcctattcgatg 

ggctacgacccctacgacttctttgacctcggtgagtacgaccagaagggaacggtagagacgcgctttggctccaagcaggagctcgtgaa 

catgataaacacggcccatgcctacggcataaaggtcatagcggacatcgtcataaaccaccgcgcaggcggagacctcgagtggaacccg 

ttcgttggggactacacctggacggacttctcaaaggtggcctcgggcaaatatactgccaactacctcgacttccacccgaacgagctccatg 

cgggcgattccggaacatttggaggctatcccgacatatgccacgacaagagctgggaccagtactggctctgggccagccaggagagctac 

gcggcatatctcaggagcatcggcatcgatgcctggcgcttcgactacgtcaagggctacggagcgtgggtcgtcaaggactggctggactg 

gtggggaggctgggccgtcggggagtactgggacacaaacgttgatgcactgctcaactgggcctactcgagcgatgcaaaagtcttcgactt 

cccgctctactacaagatggatgaggcctttgacaacaaaaacattccagcgctcgtctctgcccttcagaacggccagactgttgtctcccgcg 

acccgttcaaggccgtaacctttgtagcaaaccacgacaccgatataatttggaacaagtacccggcctacgccttcatcctcacctacgaggg 

ccagccgacgatattctaccgcgactacgaggagtggctcaacaaggacaggctcaagaacctcatctggatacacgaccaccttgccggtg 

gaagcactgacatcgtttactacgacaacgacgagctgatattcgtgagaaacggctacggaagcaagccgggactgataacatacatcaacc 

tcgcctcaagcaaagccggaaggtgggtttatgtgccgaagttcgcgggcgcgtgcatccacgagtatactggtaacctcggaggctgggtag 

acaagtacgtctactcaagcggctgggtctatctcgaagctccagcttacgaccctgccaacgggcagtatggctactccgtgtggagctattgc 
ggtgttgggtga 

SEQ ID NO.: 16 

Met Ala Lys Tyr Ser Glu Leu Glu Glu Gly Gly Leu He Met Gin Ala Phe Tyr Trp Asp Val Pro Met 
Gly Gly He Trp Trp Asp Thr He Ala Gin Lys He Pro Asp Trp Ala Ser Ala Gly He Ser Ala He Trp 
He Pro Pro Ala Ser Lys Gly Met Gly Gly Ala Tyr Ser Met Gly Tyr Asp Pro Tyr Asp Phe Phe Asp 



Figure 16 (cont.) 

Leu Gly Glu Tyr Asp Gin Lys Gly Thr Val Glu Thr Arg Phe Gly Ser Lys Gin Glu Leu Val Asn 
Met He Asn Thr Ala His Ala Tyr Gly He Lys Val He Ala Asp He Val He Asn His Arg Ala Gly Gly 
Asp Leu Glu Trp Asn Pro Phe Val Gly Asp Tyr Thr Trp Thr Asp Phe Ser Lys Val Ala Ser Gly Lys 
Tyr Thr Ala Asn Tyr Leu Asp Phe His Pro Asn Glu Leu His Ala Gly Asp Ser Gly Thr Phe Gly Gly 
Tyr Pro Asp He Cys His Asp Lys Ser Trp Asp Gin Tyr Trp Leu Trp Ala Ser Gin Glu Ser Tyr Ala 
Ala Tyr Leu Arg Ser He Gly He Asp Ala Trp Arg Phe Asp Tyr Val Lys Gly Tyr Gly Ala Trp Val 
Val Lys Asp Trp Leu Asp Trp Trp Gly Gly Trp Ala Val Gly Glu Tyr Trp Asp Thr Asn Val Asp Ala 
Leu Leu Asn Trp Ala Tyr Ser Ser Asp Ala Lys Val Phe Asp Phe Pro Leu Tyr Tyr Lys Met Asp Glu 
Ala Phe Asp Asn Lys Asn He Pro Ala Leu Val Ser Ala Leu Gin Asn Gly Gin Thr Val Val Ser Arg 
Asp Pro Phe Lys Ala Val Thr Phe Val Ala Asn His Asp Thr Asp He He Trp Asn Lys Tyr Pro Ala 
Tyr Ala Phe He Leu Thr Tyr Glu Gly Gin Pro Thr He Phe Tyr Arg Asp Tyr Glu Glu Trp Leu Asn 
Lys Asp Arg Leu Lys Asn Leu He Trp He His Asp His Leu Ala Gly Gly Ser Thr Asp He Val Tyr 
Tyr Asp Asn Asp Glu Leu He Phe Val Arg Asn Gly Tyr Gly Ser Lys Pro Gly Leu He Thr Tyr He 
Asn Leu Ala Ser Ser Lys Ala Gly Arg Trp Val Tyr Val Pro Lys Phe Ala Gly Ala Cys He His Glu 
Tyr Thr Gly Asn Leu Gly Gly Trp Val Asp Lys Tyr Val Tyr Ser Ser Gly Trp Val Tyr Leu Glu Ala 
Pro Ala Tyr Asp Pro Ala Asn Gly Gin Tyr Gly Tyr Ser Val Trp Ser Tyr Cys Gly Val Gly 




SEQ ID NO.: 17 

atggccaagtactccgagctggaagggggcgggctcataatgcaggccttctactgggacgtccccatgggaggaatctggtgggacacgat 

agcccagaagatacccgactgggcaagcgccgggatttcggcgatatggattcccccggcgagcaagggcatgggcggcgcctattcgatg 

ggctacgacccctacgacttctttgacctcggtgagtacgaccaggagggaacggtagagacgcgctttggctccaagcaggagctcgtgaa 

catgataaacacggcccatgcctacggcataaaggtcatagcggacatcgtcataaaccaccgcgcaggcggagacctcgagtggaacccg 

ttcgttggggactacacctggacggacttctcaaaggtggcctcgggcaaatatactgccaactacctcgacttccaccccaacgaggtcaagt 

gctgtgacgagggcacatttggaggcttcccagacatagcccacgagaagagctgggaccagcactggctctgggcgagcgatgagagcta 

cgccgcctacctaaggagcatcggcgttgatgcctggcgcttcgactacgtcaagggctacggagcgtgggtcgtcaaggactggctggact 

ggtggggaggctgggccgtcggggagtactgggacacaaacgttgatgcactgctcaactgggcctactcgagcgatgcaaaagtcttcgac 

ttcccgctctactacaagatggacgcggcctttgacaacaagaacattcccgcactcgtcgaggccctcaagaacgggggcacagtcgtcagc 

cgcgacccgtttaaggccgtaaccttcgttgcaaaccacgacaccgatataatctggaacaagtatccagcctacgcgttcatcctcacctacga 

gggccagccgacaatattctaccgcgactacgaggagtggctcaacaaggataagctcaagaacctcatctggatacatgacaacctcgccg 

gaggaagcacgagcatagtttactacgacagcgacgagatgatcttcgtgaggaacggctatggaagcaagcctggccttataacttacatcaa 

cctcggctcgagcaaggttggaaggtgggtttacgttccgaagttcgcaggctcgtgcatacacgagtacaccggcaatctcggcggctgggt 

ggacaagtgggtggactcaagcggctgggtctacctcgaggctcctgcccacgacccggccaacggccagtacggctactccgtctggagc 

tactgcggtgttgggtga 



Met Ala Lys Tyr Ser Glu Leu Glu Gly Gly Gly Leu He Met Gin Ala Phe Tyr Trp Asp Val Pro Met 
Gly Gly He Trp Trp Asp Thr He Ala Gin Lys He Pro Asp Trp Ala Ser Ala Gly He Ser Ala He Trp 
He Pro Pro Ala Ser Lys Gly Met Gly Gly Ala Tyr Ser Met Gly Tyr Asp Pro Tyr Asp Phe Phe Asp 
Leu Gly Glu Tyr Asp Gin Glu Gly Thr Val Glu Thr Arg Phe Gly Ser Lys Gin Glu Leu Val Asn 
Met He Asn Thr Ala His Ala Tyr Gly He Lys Val He Ala Asp He Val He Asn His Arg Ala Gly Gly 
Asp Leu Glu Trp Asn Pro Phe Val Gly Asp Tyr Thr Trp Thr Asp Phe Ser Lys Val Ala Ser Gly Lys 
Tyr Thr Ala Asn Tyr Leu Asp Phe His Pro Asn Glu Val Lys Cys Cys Asp Glu Gly Thr Phe Gly 
Gly Phe Pro Asp He Ala His Glu Lys Ser Trp Asp Gin His Trp Leu Trp Ala Ser Asp Glu Ser Tyr 
Ala Ala Tyr Leu Arg Ser He Gly Val Asp Ala Trp Arg Phe Asp Tyr Val Lys Gly Tyr Gly Ala Trp 
Val Val Lys Asp Trp Leu Asp Trp Trp Gly Gly Trp Ala Val Gly Glu Tyr Trp Asp Thr Asn Val Asp 
Ala Leu Leu Asn Trp Ala Tyr Ser Ser Asp Ala Lys Val Phe Asp Phe Pro Leu Tyr Tyr Lys Met Asp 
Ala Ala Phe Asp Asn Lys Asn He Pro Ala Leu Val Glu Ala Leu Lys Asn Gly Gly Thr Val Val Ser 
Arg Asp Pro Phe Lys Ala Val Thr Phe Val Ala Asn His Asp Thr Asp He He Trp Asn Lys Tyr Pro 
Ala Tyr Ala Phe He Leu Thr Tyr Glu Gly Gin Pro Thr He Phe Tyr Arg Asp Tyr Glu Glu Trp Leu 
Asn Lys Asp Lys Leu Lys Asn Leu He Trp He His Asp Asn Leu Ala Gly Gly Ser Thr Ser He Val 




Figure 16 (cont.) 

Tyr Tyr Asp Ser Asp Glu Met He Phe Val Arg Asn Gly Tyr Gly Ser Lys Pro Gly Leu He Thr Tyr 
He Asn Leu Gly Ser Ser Lys Val Gly Arg Trp Val Tyr Val Pro Lys Phe Ala Gly Ser Cys He His 
Glu Tyr Thr Gly Asn Leu Gly Gly Trp Val Asp Lys Trp Val Asp Ser Ser Gly Trp Val Tyr Leu Glu 
Ala Pro Ala His Asp Pro Ala Asn Gly Gin Tyr Gly Tyr Ser Val Trp Ser Tyr Cys Gly Val Gly 

SEQIDNO.: 19 

atggccaagtacctggagctcgaagagggcgggctcataatgcaggccttctactgggacgtccccatgggaggaatctggtgggacacgat 

agcccagaagatacccgactgggcaagcgccgggatttcggcgatatggattcctcccgcgagcaagggtatgagcggcggctattcgatgg 

gctacgacccctacgattattttgaccttggtgagtactaccagaagggaacggtggaaacgaggttcggctcaaagcaggagctcataaacat 

gataaacacggcccatgcctacggcataaaggtcatagcggacatcgtcataaaccaccgcgcaggcggagacctcgagtggaacccgttc 

gttggggactacacctggacggacttctcaaaggtggcctcgggcaaatatactgccaactacctcgacttccacccgaacgagctccatgcg 

ggcgattccggaacatttggaggctatcccgacatatgccacgacaagagctgggaccagtactggctctgggccagccaggagagctacgc 

ggcatatctcaggagcatcggcatcgatgcctggcgcttcgactacgtcaagggctatgctccctgggtcgtcaaggactggctgaactggtgg 

gggggctgggcggttggagagtactgggacaccaacgtcgacgctgttctcaactgggcatactcgagcggtgccaaggtctttgacttcgcc 

ctctactacaagatggatgaggcctttgacaacaaaaacattccagcgctcgtctctgcccttcagaacggccagactgttgtctcccgcgaccc 

gttcaaggccgtaacctttgtagcaaaccacgacaccgatataatttggaacaagtacccggcctacgccttcatcctcacctacgagggccag 

ccgacgatattctaccgcgactacgaggagtggctcaacaaggacaggctcaagaacctcatctggatacacgaccacctcgccggtggaag 

cactgacatcgtttactacgacaacgacgagctgatattcgtgagaaacggctacggaagcaagccgggactgataacatacatcaacctcgc 

ctcaagcaaagccggaaggtgggtttatgtgccgaagttcgcgggcgcgtgcatccacgagcatactggtaacctcggaggctgggtagaca 

agtacgtctactcaagcggctgggtctatctcgaagctccagcttacgaccctgccaacgggcagtatggctactccgtgtggagctactgcgg 

tgttggctga 

SEQ ID NO.: 20 

Met Ala Lys Tyr Leu Glu Leu Glu Glu Gly Gly Leu He Met Gin Ala Phe Tyr Trp Asp Val Pro Met 
Gly Gly He Trp Trp Asp Thr He Ala Gin Lys He Pro Asp Trp Ala Ser Ala Gly He Ser Ala He Trp 
He Pro Pro Ala Ser Lys Gly Met Ser Gly Gly Tyr Ser Met Gly Tyr Asp Pro Tyr Asp Tyr Phe Asp 
Leu Gly Glu Tyr Tyr Gin Lys Gly Thr Val Glu Thr Arg Phe Gly Ser Lys Gin Glu Leu He Asn Met 
He Asn Thr Ala His Ala Tyr Gly He Lys Val He Ala Asp He Val He Asn His Arg Ala Gly Gly Asp 
Leu Glu Trp Asn Pro Phe Val Gly Asp Tyr Thr Trp Thr Asp Phe Ser Lys Val Ala Ser Gly Lys Tyr 
Thr Ala Asn Tyr Leu Asp Phe His Pro Asn Glu Leu His Ala Gly Asp Ser Gly Thr Phe Gly Gly Tyr 
Pro Asp He Cys His Asp Lys Ser Trp Asp Gin Tyr Trp Leu Trp Ala Ser Gin Glu Ser Tyr Ala Ala 
Tyr Leu Arg Ser He Gly He Asp Ala Trp Arg Phe Asp Tyr Val Lys Gly Tyr Ala Pro Trp Val Val 
Lys Asp Trp Leu Asn Trp Trp Gly Gly Trp Ala Val Gly Glu Tyr Trp Asp Thr Asn Val Asp Ala Val 
Leu Asn Trp Ala Tyr Ser Ser Gly Ala Lys Val Phe Asp Phe Ala Leu Tyr Tyr Lys Met Asp Glu Ala 
Phe Asp Asn Lys Asn He Pro Ala Leu Val Ser Ala Leu Gin Asn Gly Gin Thr Val Val Ser Arg Asp 
Pro Phe Lys Ala Val Thr Phe Val Ala Asn His Asp Thr Asp He He Trp Asn Lys Tyr Pro Ala Tyr 
Ala Phe He Leu Thr Tyr Glu Gly Gin Pro Thr He Phe Tyr Arg Asp Tyr Glu Glu Trp Leu Asn Lys 
Asp Arg Leu Lys Asn Leu He Trp He His Asp His Leu Ala Gly Gly Ser Thr Asp He Val Tyr Tyr 
Asp Asn Asp Glu Leu He Phe Val Arg Asn Gly Tyr Gly Ser Lys Pro Gly Leu He Thr Tyr He Asn 
Leu Ala Ser Ser Lys Ala Gly Arg Trp Val Tyr Val Pro Lys Phe Ala Gly Ala Cys He His Glu His 
Thr Gly Asn Leu Gly Gly Trp Val Asp Lys Tyr Val Tyr Ser Ser Gly Trp Val Tyr Leu Glu Ala Pro 
Ala Tyr Asp Pro Ala Asn Gly Gin Tyr Gly Tyr Ser Val Trp Ser Tyr Cys Gly Val Gly 

SEQ ID NO.: 21 

atggccaagtactccgagctggaagagggcggcgttataatgcaggccttctactgggacgtcccaggtggaggaatctggtgggacaccat 

caggagcaagataccggagtggtacgaggcgggaatatccgccatttggattcctcccgggagcaagggtatgagcggcggctattcgatgg 

gctacgacccctacgatgatttggacctgggtgagtactaccagaagggaacggtggaaacgaggttcggctcaaagcaggagctcataaac 

atgataaacacggcccatgcctacggcataaaggtcatagcggacatcgtcataaaccaccgcgcaggcggagacctcgagtggaacccgtt 

cgttggggactacacctggacggacttctcaaaggtggcctcgggcaaatatactgccaactacctcgacttccacccgaacgagctccatgc 

gggcgattccggaacatttggaggctatcccgacatatgccacgacaagagctgggaccagtactggctctgggccagccaggagagctac 



Figure 16 (cont.) 



gcggtatatctcaggagcatcggcatcgatgcctggcgcttcgactacgtcaagggctacggagcgtgggtcgtcaaggactggctggactg 

gtggggaggctgggccgtcggggagtactgggacacaaacgttgatgcactgctcaactgggcctactcgagcgatgcaaaagtcttcgactt 

cccgctctactacaagatggatgaggcctttgacaacaaaaacattccagcgctcgtctctgcccttcagaacggccagactgttgtctcccgcg 

acccgttcaaggccgtaacctttgtagcaaaccacgacaccgatataatttggaacaagtacccggcctacgccttcatcctcacctacgaggg 

ccagccgacgatattctaccgcgactacgaggagtggctcaacaaggacaggctcaagaacctcatctggatacacgactacctcgccggtg 

gaagcactgacatcgtttactacgacaacgacgagctgatattcgtgagaaacggctacggaagcaagccgggactgataacatacatcaacc 

tcgcctcaagcaaagccggaaggtgggtttatgtgccgaagttcgcgggcgcgtgcatccacgagtatactggtaacctcggaggctgggtag 

acaagtacgtctactcaagcggctgggtctatctcgaagctccagcttacgaccctgccaacgggcagtatggctactccgtgtggagctattgc 

ggtgttggctga 

SEQ ID NO.: 22 

Met Ala Lys Tyr Ser Glu Leu Glu Glu Gly Gly Val He Met Gin Ala Phe Tyr Trp Asp Val Pro Gly 
Gly Gly He Trp Trp Asp Thr He Arg Ser Lys He Pro Glu Trp Tyr Glu Ala Gly He Ser Ala He Trp 
He Pro Pro Gly Ser Lys Gly Met Ser Gly Gly Tyr Ser Met Gly Tyr Asp Pro Tyr Asp Asp Leu Asp 
Leu Gly Glu Tyr Tyr Gin Lys Gly Thr Val Glu Thr Arg Phe Gly Ser Lys Gin Glu Leu He Asn Met 
He Asn Thr Ala His Ala Tyr Gly He Lys Val He Ala Asp He Val He Asn His Arg Ala Gly Gly Asp 
Leu Glu Trp Asn Pro Phe Val Gly Asp Tyr Thr Trp Thr Asp Phe Ser Lys Val Ala Ser Gly Lys Tyr 
Thr Ala Asn Tyr Leu Asp Phe His Pro Asn Glu Leu His Ala Gly Asp Ser Gly Thr Phe Gly Gly Tyr 
Pro Asp He Cys His Asp Lys Ser Trp Asp Gin Tyr Trp Leu Trp Ala Ser Gin Glu Ser Tyr Ala Val 
Tyr Leu Arg Ser He Gly He Asp Ala Trp Arg Phe Asp Tyr Val Lys Gly Tyr Gly Ala Trp Val Val 
Lys Asp Trp Leu Asp Trp Trp Gly Gly Trp Ala Val Gly Glu Tyr Trp Asp Thr Asn Val Asp Ala 
Leu Leu Asn Trp Ala Tyr Ser Ser Asp Ala Lys Val Phe Asp Phe Pro Leu Tyr Tyr Lys Met Asp Glu 
Ala Phe Asp Asn Lys Asn He Pro Ala Leu Val Ser Ala Leu Gin Asn Gly Gin Thr Val Val Ser Arg 
Asp Pro Phe Lys Ala Val Thr Phe Val Ala Asn His Asp Thr Asp He He Trp Asn Lys Tyr Pro Ala 
Tyr Ala Phe He Leu Thr Tyr Glu Gly Gin Pro Thr He Phe Tyr Arg Asp Tyr Glu Glu Trp Leu Asn 
Lys Asp Arg Leu Lys Asn Leu He Trp He His Asp Tyr Leu Ala Gly Gly Ser Thr Asp He Val Tyr 
Tyr Asp Asn Asp Glu Leu He Phe Val Arg Asn Gly Tyr Gly Ser Lys Pro Gly Leu He Thr Tyr He 
Asn Leu Ala Ser Ser Lys Ala Gly Arg Trp Val Tyr Val Pro Lys Phe Ala Gly Ala Cys He His Glu 
Tyr Thr Gly Asn Leu Gly Gly Trp Val Asp Lys Tyr Val Tyr Ser Ser Gly Trp Val Tyr Leu Glu Ala 
Pro Ala Tyr Asp Pro Ala Asn Gly Gin Tyr Gly Tyr Ser Val Trp Ser Tyr Cys Gly Val Gly 

SEQ ID NO.: 23 

atggccaagtactccgagctggaagagggcggcgttatagtgcaggccttctactgggacgtcccaggtggaggaatctggtgggacaccat 

caggagcaagataccggagtggtacgaggcgggaatatccgccatttggattcccccggcgagcaagggcatgggcggcgcctattcgatg 

ggctacgacccctacgacttctttgacctcggtgagtacgaccagaagggaacggtagagacgcgctttggctccaagcaggagctcgtgaa 

catgataaacacggcccatgcctacggcataaaggtcatagcggacatcgtcataaaccaccgcgcaggcggagacctcgagtggaacccg 

ttcgttggggactacacctggacggacttctcaaaggtggcctcgggcaaatatactgccaactacctcgacttccacccgaacgagctccatg 

cgggcgattccggaacatttggaggctatcccgacatatgccacgacaagagctgggaccagtactggctctgggccagccaggagagctac 

gcggcatatctcaggagcatcggcatcgatgcctggcgcttcgactacgtcaagggctacggagcgtgggtcgtcaaggactggctggactg 

gtggggaggctgggccgtcggggagtactgggacacaaacgttgatgcactgctcaactgggcctactcgagcgatgcaaaagtcttcgactt 

cccgctctactacaagatggatgaggcctttgacaacaaaaacattccagcgctcgtctctgcccttcagaacggccagactgttgtctcccgcg 

acccgttcaaggccgtaacctttgtagcaaaccacgacaccgatataatctggaacaagtatccagcctacgcgttcatcctcacctacgaggg 

ccagccgacaatattctaccgcgactacgaggagtggctcaacaaggataagctcaagaacctcatctggatacatgacaacctcgccggag 

gaagcatgagcatagtttactacgacagcgacgagatgatcttcgtgaggaacggctatggaagcaagcctggccttataacttacatcaacctc 

ggctcgagcaaggttggaaggtgggtctacgttccgaagttcgcgggagcgtgcatccacgagtacaccggcaacctcggcggctgggtgg 

acaagtgggtggactcaagcgggtgggtgtacctcgaggcccctgcccacgacccggccaacggctattacggctactccgtctggagctatt 

gcggtgttggctga 



SEQ ID NO.: 24 



Figure 16 (cont.) 



Met Ala Lys Tyr Ser Glu Leu Glu Glu Gly Gly Val lie Val Gin Ala Phe Tyr Trp Asp Val Pro Gly 
Gly Gly He Trp Trp Asp Thr lie Arg Ser Lys He Pro Glu Trp Tyr Glu Ala Gly He Ser Ala He Trp 
He Pro Pro Ala Ser Lys Gly Met Gly Gly Ala Tyr Ser Met Gly Tyr Asp Pro Tyr Asp Phe Phe Asp 
Leu Gly Glu Tyr Asp Gin Lys Gly Thr Val Glu Thr Arg Phe Gly Ser Lys Gin Glu Leu Val Asn 
Met lie Asn Thr Ala His Ala Tyr Gly lie Lys Val He Ala Asp He Val He Asn His Arg Ala Gly Gly 
Asp Leu Glu Trp Asn Pro Phe Val Gly Asp Tyr Thr Trp Thr Asp Phe Ser Lys Val Ala Ser Gly Lys 
Tyr Thr Ala Asn Tyr Leu Asp Phe His Pro Asn Glu Leu His Ala Gly Asp Ser Gly Thr Phe Gly Gly 
Tyr Pro Asp He Cys His Asp Lys Ser Trp Asp Gin Tyr Trp Leu Trp Ala Ser Gin Glu Ser Tyr Ala 
Ala Tyr Leu Arg Ser He Gly He Asp Ala Trp Arg Phe Asp Tyr Val Lys Gly Tyr Gly Ala Trp Val 
Val Lys Asp Trp Leu Asp Trp Trp Gly Gly Trp Ala Val Gly Glu Tyr Trp Asp Thr Asn Val Asp Ala 
Leu Leu Asn Trp Ala Tyr Ser Ser Asp Ala Lys Val Phe Asp Phe Pro Leu Tyr Tyr Lys Met Asp Glu 
Ala Phe Asp Asn Lys Asn He Pro Ala Leu Val Ser Ala Leu Gin Asn Gly Gin Thr Val Val Ser Arg 
Asp Pro Phe Lys Ala Val Thr Phe Val Ala Asn His Asp Thr Asp He He Trp Asn Lys Tyr Pro Ala 
Tyr Ala Phe He Leu Thr Tyr Glu Gly Gin Pro Thr He Phe Tyr Arg Asp Tyr Glu Glu Trp Leu Asn 
Lys Asp Lys Leu Lys Asn Leu He Trp He His Asp Asn Leu Ala Gly Gly Ser Met Ser He Val Tyr 
Tyr Asp Ser Asp Glu Met He Phe Val Arg Asn Gly Tyr Gly Ser Lys Pro Gly Leu He Thr Tyr He 
Asn Leu Gly Ser Ser Lys Val Gly Arg Trp Val Tyr Val Pro Lys Phe Ala Gly Ala Cys He His Glu 
Tyr Thr Gly Asn Leu Gly Gly Trp Val Asp Lys Trp Val Asp Ser Ser Gly Trp Val Tyr Leu Glu Ala 
Pro Ala His Asp Pro Ala Asn Gly Tyr Tyr Gly Tyr Ser Val Trp Ser Tyr Cys Gly Val Gly 

SEQ ID NO.: 25 

atggccaagtacctggagctcgaagagggcgggctcataatgcaggccttctactgggacgtccccatgggaggaatctggtgggacacgat 

agcccagaagatacccgactgggcaagcgccgggatttcggcgatatggattcctcccgcgagcaagggtatgagcggcggctattcgatgg 

gctacgacccctacgattattttgacctcggtgagtactaccagaagggaacggtggaaacgaggttcggctcaaagcaggagctcataaacat 

gataaacaccgcccacgcctatggcatgaaggtaatagccgatatagtcatcaaccaccgcgccggcggtgacctggagtggaaccccttcgt 

gaacgactatacctggaccgacttctcaaaggtcgcgtcgggtaaatacacggccaactacctcgacttccacccgaacgagctccatgcggg 

cgattccggaacatttggaggctatcccgacatatgccacgacaagagctgggaccagtactggctctgggccagccaggagagctacgcgg 

catatctcaggagcatcggcatcgatgcctggcgcttcgactacgtcaagggctatgctccctgggtcgtcaaggactggctgaactggtgggg 

aggctgggcggttggagagtactgggacaccaacgtcgacgctgttctcaactgggcatactcgagcggtgccaaggtctttgacttcgccctc 

tactacaagatggacgaggccttcgataacaacaacattcccgccctggtgggcgccctcagatacggtcagacagtggtcagccgcgaccc 

gttcaaggctgtgacgtttgtagccaaccacgataccgatataatctggaacaagtatccagcctacgcgttcatcctcacctacgagggccagc 

cgacaatattctaccgcgactacgaggagtggctcaacaaggataagctcaagaacctcatctggatacatgacaacctcgccggaggaagc 

accgacatagtctactacgataacgatgaactcatcttcgtcaggcacggctacggggacaagccggggcttataacctacatcaacctaggct 

cgagcaaggccggaaggtgggtttacgttccgaagttcgcaggctcgtgcatacacgagtacaccggcaatctcggcggctgggtggacaa 

gtgggtggactcaagcggctgggtctacctcgaggctcctgcccacgacccggccaacggccagtacggctactccgtctggagctattgcg 

gtgttgggtga 

SEQ ID NO.: 26 

Met Ala Lys Tyr Leu Glu Leu Glu Glu Gly Gly Leu He Met Gin Ala Phe Tyr Trp Asp Val Pro Met 
Gly Gly He Trp Trp Asp Thr He Ala Gin Lys He Pro Asp Trp Ala Ser Ala Gly He Ser Ala He Trp 
He Pro Pro Ala Ser Lys Gly Met Ser Gly Gly Tyr Ser Met Gly Tyr Asp Pro Tyr Asp Tyr Phe Asp 
Leu Gly Glu Tyr Tyr Gin Lys Gly Thr Val Glu Thr Arg Phe Gly Ser Lys Gin Glu Leu He Asn Met 
He Asn Thr Ala His Ala Tyr Gly Met Lys Val lie Ala Asp He Val He Asn His Arg Ala Gly Gly Asp 
Leu Glu Trp Asn Pro Phe Val Asn Asp Tyr Thr Trp Thr Asp Phe Ser Lys Val Ala Ser Gly Lys Tyr 
Thr Ala Asn Tyr Leu Asp Phe His Pro Asn Glu Leu His Ala Gly Asp Ser Gly Thr Phe Gly Gly Tyr 
Pro Asp He Cys His Asp Lys Ser Trp Asp Gin Tyr Trp Leu Trp Ala Ser Gin Glu Ser Tyr Ala Ala 
Tyr Leu Arg Ser He Gly He Asp Ala Trp Arg Phe Asp Tyr Val Lys Gly Tyr Ala Pro Trp Val Val 
Lys Asp Trp Leu Asn Trp Trp Gly Gly Trp Ala Val Gly Glu Tyr Trp Asp Thr Asn Val Asp Ala Val 
Leu Asn Trp Ala Tyr Ser Ser Gly Ala Lys Val Phe Asp Phe Ala Leu Tyr Tyr Lys Met Asp Glu Ala 
Phe Asp Asn Asn Asn He Pro Ala Leu Val Gly Ala Leu Arg Tyr Gly Gin Thr Val Val Ser Arg Asp 
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Pro Phe Lys Ala Val Thr Phe Val Ala Asn His Asp Thr Asp lie He Trp Asn Lys Tyr Pro Ala Tyr 
Ala Phe He Leu Thr Tyr Glu Gly Gin Pro Thr He Phe Tyr Arg Asp Tyr Glu Glu Trp Leu Asn Lys 
Asp Lys Leu Lys Asn Leu He Trp He His Asp Asn Leu Ala Gly Gly Ser Thr Asp He Val Tyr Tyr 
Asp Asn Asp Glu Leu He Phe Val Arg His Gly Tyr Gly Asp Lys Pro Gly Leu He Thr Tyr He Asn 
Leu Gly Ser Ser Lys Ala Gly Arg Trp Val Tyr Val Pro Lys Phe Ala Gly Ser Cys He His Glu Tyr 
Thr Gly Asn Leu Gly Gly Trp Val Asp Lys Trp Val Asp Ser Ser Gly Trp Val Tyr Leu Glu Ala Pro 
Ala His Asp Pro Ala Asn Gly Gin Tyr Gly Tyr Ser Val Trp Ser Tyr Cys Gly Val Gly 

SEQ ID NO.: 27 

atggcaaagtattccgagctcgaagagggcggcgttataatgcaggccttctactgggacgtcccaggtggaggaatctggtgggacaccatc 

aggagcaagataccggagtggtacgaggcgggaatatccgccatttggattcctcccgcgagcaagggtatgagcggcggctattcgatggg 

ctacgacccctacgattattttgacctcggtgagtactaccagaagggaacggtggaaacgaggttcggctcaaagcaggagctcataaacatg 

ataaacacggcccatgcctacggcataaaggtcatagcggacatcgtcataaaccaccgcgcaggcggagacctcgagtggaacccgttcgt 

tggggactacacctggacggacttctcaaaggtggcctcgggcaaatatactgccaactacctcgacttccacccgaacgagctccatgcggg 

cgattccggaacatttggaggctatcccgacatatgccacgacaagagctgggaccagtactggctctgggccagccaggagagctacgcgg 

catatctcaggagcatcggcatcgatgcctggcgcttcgactacgtcaagggctatgctccctgggtcgtcaaggactggctgaactggtgggg 

aggctgggcggttggagagtactgggacaccaacgtcgacgctgttctcaactgggcatactcgagcggtgccaaggtctttgacttcgccctc 

tactacaagatggacgcggcctttgacaacaagaacattcccgcactcgtcgaggccctcaagaacgggggcacagtcgtcagccgcgacc 

cgtttaaggccgtaaccttcgttgcaaaccacgacaccgatataatctggaacaagtatccagcctacgcgttcatcctcacctacgagggccag 

ccgacaatattctaccgcgactacgaggagtggctcaacaaggataagctcaagaacctcatctggatacatgacaacctcgccggaggaag 

cactgacatcgtttactacgacaacgacgagctgatattcgtgagaaacggctacggaagcaagccgggactgataacatacatcaacctcgc 

gtcaagcaaagccggaaggtgggtttacgttccgaagttcgcaggctcgtgcatacacgagtacaccggcaatctcggcggctgggtggaca 

agtgggtggactcaagcggctgggtctacctcgaggctcctgcccacgacccggccaacggccagtacggctactccgtctggagctactgc 
ggtgttgggtga 

SEQ ID NO.: 28 

Met Ala Lys Tyr Ser Glu Leu Glu Glu Gly Gly Val He Met Gin Ala Phe Tyr Trp Asp Val Pro Gly 
Gly Gly He Trp Trp Asp Thr He Arg Ser Lys He Pro Glu Trp Tyr Glu Ala Gly He Ser Ala He Trp 
He Pro Pro Ala Ser Lys Gly Met Ser Gly Gly Tyr Ser Met Gly Tyr Asp Pro Tyr Asp Tyr Phe Asp 
Leu Gly Glu Tyr Tyr Gin Lys Gly Thr Val Glu Thr Arg Phe Gly Ser Lys Gin Glu Leu He Asn Met 
He Asn Thr Ala His Ala Tyr Gly He Lys Val He Ala Asp He Val He Asn His Arg Ala Gly Gly Asp 
Leu Glu Trp Asn Pro Phe Val Gly Asp Tyr Thr Trp Thr Asp Phe Ser Lys Val Ala Ser Gly Lys Tyr 
Thr Ala Asn Tyr Leu Asp Phe His Pro Asn Glu Leu His Ala Gly Asp Ser Gly Thr Phe Gly Gly Tyr 
Pro Asp He Cys His Asp Lys Ser Trp Asp Gin Tyr Trp Leu Trp Ala Ser Gin Glu Ser Tyr Ala Ala 
Tyr Leu Arg Ser He Gly He Asp Ala Trp Arg Phe Asp Tyr Val Lys Gly Tyr Ala Pro Trp Val Val 
Lys Asp Trp Leu Asn Trp Trp Gly Gly Trp Ala Val Gly Glu Tyr Trp Asp Thr Asn Val Asp Ala Val 
Leu Asn Trp Ala Tyr Ser Ser Gly Ala Lys Val Phe Asp Phe Ala Leu Tyr Tyr Lys Met Asp Ala Ala 
Phe Asp Asn Lys Asn He Pro Ala Leu Val Glu Ala Leu Lys Asn Gly Gly Thr Val Val Ser Arg Asp 
Pro Phe Lys Ala Val Thr Phe Val Ala Asn His Asp Thr Asp He He Trp Asn Lys Tyr Pro Ala Tyr 
Ala Phe He Leu Thr Tyr Glu Gly Gin Pro Thr lie Phe Tyr Arg Asp Tyr Glu Glu Trp Leu Asn Lys 
Asp Lys Leu Lys Asn Leu He Trp He His Asp Asn Leu Ala Gly Gly Ser Thr Asp He Val Tyr Tyr 
Asp Asn Asp Glu Leu He Phe Val Arg Asn Gly Tyr Gly Ser Lys Pro Gly Leu He Thr Tyr He Asn 
Leu Ala Ser Ser Lys Ala Gly Arg Trp Val Tyr Val Pro Lys Phe Ala Gly Ser Cys He His Glu Tyr 
Thr Gly Asn Leu Gly Gly Trp Val Asp Lys Trp Val Asp Ser Ser Gly Trp Val Tyr Leu Glu Ala Pro 
Ala His Asp Pro Ala Asn Gly Gin Tyr Gly Tyr Ser Val Trp Ser Tyr Cys Gly Val Gly 

SEQ ID NO.: 29 

atggccaagtacctggagctcgaagagggcgggctcataatgcaggccttctactgggacgtccccatgggaggaatctggtgggacacggt 
agcccagaagatacccgactgggcaagcgccgggatttcggcgatatggattcccccggcgagcaagggcatgggcggcgcctattcgatg 
ggctacgacccctacgacttctttgacctcggtgagtacgaccagaagggaacggtagagacgcgctttggctccaagcaggagctcgtgaa 
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catgataaacacggcccatgcctacggcataaaggtcatagcggacatcgtcataaaccaccgcgcaggcggagacctcgagtggaacccg 

ttcgttggggactacacctggacggacttctcaaaggtggtctcgggcaaatatactgccaactacctcgacttccacccgaacgagctccatgc 

gggcgattccggaacatttggaggctatcccgacatatgccacgacaagagctgggaccagtactggctctgggccagccaggagagctac 

gcggcatatctcaggagcatcggcatcgatgcctggcgcttcgactacgtcaagggctatgctccctgggtcgtcaaggactggctgaactggt 

ggggaggctgggcggttggagagtactgggacaccaacgtcgacgctgttctcaactgggcatactcgagcggtgccaaggtctttgacttcg 

ccctctactacaagatggatgaggcctttgacaacaaaaacattccagcgctcgtctctgcccttcagaacggccagactgttgtctcccgcgac 

ccgttcaaggccgtaacctttgtagcaaaccacgacaccgatataatctggaacaagtaccttgcttatgccttcatcctcacctacgaaggccag 

cccgtcatattctaccgcgactacgaggagtggctcaacaaggacaggttgaacaacctcatatggatacacgaccacctcgcagggggaag 

caccgacatagtctactacgataacgatgaactcatcttcgtcaggaacggctacggggacaagccggggcttataacctacatcaacctaggc 

tcgagcaaggccggaaggtgggtttatgtgccgaagttcgcgggcgcgtgcatccacgagtatactggtaacctcggaggctgggtagacaa 

gtacgtctactcaagcggctgggtctatctcgaagctccagcttacgaccctgccaacgggcagtatggctactccgtgtggagctactgcggt 
gttgggtga 

SEQ ID NO.: 30 

Met Ala Lys Tyr Leu Glu Leu Glu Glu Gly Gly Leu He Met Gin Ala Phe Tyr Trp Asp Val Pro Met 
Gly Gly He Trp Trp Asp Thr Val Ala Gin Lys He Pro Asp Trp Ala Ser Ala Gly He Ser Ala He Trp 
He Pro Pro Ala Ser Lys Gly Met Gly Gly Ala Tyr Ser Met Gly Tyr Asp Pro Tyr Asp Phe Phe Asp 
Leu Gly Glu Tyr Asp Gin Lys Gly Thr Val Glu Thr Arg Phe Gly Ser Lys Gin Glu Leu Val Asn 
Met He Asn Thr Ala His Ala Tyr Gly He Lys Val He Ala Asp He Val He Asn His Arg Ala Gly Gly 
Asp Leu Glu Trp Asn Pro Phe Val Gly Asp Tyr Thr Trp Thr Asp Phe Ser Lys Val Val Ser Gly Lys 
Tyr Thr Ala Asn Tyr Leu Asp Phe His Pro Asn Glu Leu His Ala Gly Asp Ser Gly Thr Phe Gly Gly 
Tyr Pro Asp He Cys His Asp Lys Ser Trp Asp Gin Tyr Trp Leu Trp Ala Ser Gin Glu Ser Tyr Ala 
Ala Tyr Leu Arg Ser He Gly He Asp Ala Trp Arg Phe Asp Tyr Val Lys Gly Tyr Ala Pro Trp Val 
Val Lys Asp Trp Leu Asn Trp Trp Gly Gly Trp Ala Val Gly Glu Tyr Trp Asp Thr Asn Val Asp Ala 
Val Leu Asn Trp Ala Tyr Ser Ser Gly Ala Lys Val Phe Asp Phe Ala Leu Tyr Tyr Lys Met Asp Glu 
Ala Phe Asp Asn Lys Asn He Pro Ala Leu Val Ser Ala Leu Gin Asn Gly Gin Thr Val Val Ser Arg 
Asp Pro Phe Lys Ala Val Thr Phe Val Ala Asn His Asp Thr Asp He He Trp Asn Lys Tyr Leu Ala 
Tyr Ala Phe He Leu Thr Tyr Glu Gly Gin Pro Val He Phe Tyr Arg Asp Tyr Glu Glu Trp Leu Asn 
Lys Asp Arg Leu Asn Asn Leu He Trp He His Asp His Leu Ala Gly Gly Ser Thr Asp He Val Tyr 
Tyr Asp Asn Asp Glu Leu He Phe Val Arg Asn Gly Tyr Gly Asp Lys Pro Gly Leu He Thr Tyr He 
Asn Leu Gly Ser Ser Lys Ala Gly Arg Trp Val Tyr Val Pro Lys Phe Ala Gly Ala Cys He His Glu 
Tyr Thr Gly Asn Leu Gly Gly Trp Val Asp Lys Tyr Val Tyr Ser Ser Gly Trp Val Tyr Leu Glu Ala 
Pro Ala Tyr Asp Pro Ala Asn Gly Gin Tyr Gly Tyr Ser Val Trp Ser Tyr Cys Gly Val Gly 

SEQ ID NO.: 31 

atggcaaagtactccgagctggaagagggcggcgttataatgcaggccttctactgggacgtcccaggtggaggaatctggtgggacaccat 

caggagcaggataccggagtggtacgaggcgggaatatccgccatttggattcccccggcgagcaagggcatgggcggcgcctattcgatg 

ggctacgacccctacgacttctttgacctcggtgagtacgaccagaagggaacggtagagacgcgctttggctccaagcaggagctcgtgaa 

catgataaacacggcccatgcctacggcataaaggtcatagcggacatcgtcataaaccaccgcgcaggcggagacctcgagtggaacccg 

ttcgttggggactacacctggacggacttctcaaaggtggcctcgggcaaatatactgccaactacctcgacttccacccgaacgagctccatg 

cgggcgattccggaacatttggaggctatcccgacatatgccacgacaagagctgggaccagtactggctctgggccagccaggagagctac 

gcggcatatctcaggagcatcggcatcgatgcctggcgctttgactacgtgaagggctacggagcgtgggtcgtcaaggactggctcaactgg 

tggggcggctgggccgttggcgagtactgggacaccaacgttgatgcactcctcaactgggcctactcgagcggcgccaaggtcttcgacttc 

ccgctctactacaagatggacgaggccttcgataacaacaacattcccgccctggtggacgccctcagatacggtcagacagtggtcagccgc 

gacccgttcaaggctgtgacgtttgtagccaaccacgataccgatataatctggaacaagtatccagcctacgcgttcatcctcacctacgaggg 

ccagccgacaatattctaccgcgactacgaggagtggctcaacaaggataagctcaagaacctcatctggatacatgacaacctggccggag 

gaagcacgagcatagtttactacgacagcgacgagatgatcttcgtgaggaccggctatggaagcaagcctggccttataacttacatcaacct 

cggctcgagcaaggttggaaggtgggtttatgtgccgaagttcgcgggcgcgtgcatccacgagtatactggtaacctcggaggctgggtaga 

caagtacgtctactcaagcggctgggtctatctcgaagctccagcttacgaccctgccaacgggcagtatggctactccgtgtggagctattgcg 
gtgttggctga 



Figure 16 (cont.) 



SEQ ID NO.: 32 

Met Ala Lys Tyr Ser Glu Leu Glu Glu Gly Gly Val He Met Gin Ala Phe Tyr Trp Asp Val Pro Gly 
Gly Gly He Trp Trp Asp Thr He Arg Ser Arg He Pro Glu Trp Tyr Glu Ala Gly lie Ser Ala He Trp 
He Pro Pro Ala Ser Lys Gly Met Gly Gly Ala Tyr Ser Met Gly Tyr Asp Pro Tyr Asp Phe Phe Asp 
Leu Gly Glu Tyr Asp Gin Lys Gly Thr Val Glu Thr Arg Phe Gly Ser Lys Gin Glu Leu Val Asn 
Met He Asn Thr Ala His Ala Tyr Gly He Lys Val He Ala Asp He Val He Asn His Arg Ala Gly Gly 
Asp Leu Glu Trp Asn Pro Phe Val Gly Asp Tyr Thr Trp Thr Asp Phe Ser Lys Val Ala Ser Gly Lys 
Tyr Thr Ala Asn Tyr Leu Asp Phe His Pro Asn Glu Leu His Ala Gly Asp Ser Gly Thr Phe Gly Gly 
Tyr Pro Asp He Cys His Asp Lys Ser Trp Asp Gin Tyr Trp Leu Trp Ala Ser Gin Glu Ser Tyr Ala 
Ala Tyr Leu Arg Ser He Gly He Asp Ala Trp Arg Phe Asp Tyr Val Lys Gly Tyr Gly Ala Trp Val 
Val Lys Asp Trp Leu Asn Trp Trp Gly Gly Trp Ala Val Gly Glu Tyr Trp Asp Thr Asn Val Asp Ala 
Leu Leu Asn Trp Ala Tyr Ser Ser Gly Ala Lys Val Phe Asp Phe Pro Leu Tyr Tyr Lys Met Asp Glu 
Ala Phe Asp Asn Asn Asn He Pro Ala Leu Val Asp Ala Leu Arg Tyr Gly Gin Thr Val Val Ser Arg 
Asp Pro Phe Lys Ala Val Thr Phe Val Ala Asn His Asp Thr Asp He He Trp Asn Lys Tyr Pro Ala 
Tyr Ala Phe He Leu Thr Tyr Glu Gly Gin Pro Thr He Phe Tyr Arg Asp Tyr Glu Glu Trp Leu Asn 
Lys Asp Lys Leu Lys Asn Leu He Trp He His Asp Asn Leu Ala Gly Gly Ser Thr Ser He Val Tyr 
Tyr Asp Ser Asp Glu Met He Phe Val Arg Thr Gly Tyr Gly Ser Lys Pro Gly Leu He Thr Tyr He 
Asn Leu Gly Ser Ser Lys Val Gly Arg Trp Val Tyr Val Pro Lys Phe Ala Gly Ala Cys He His Glu 
Tyr Thr Gly Asn Leu Gly Gly Trp Val Asp Lys Tyr Val Tyr Ser Ser Gly Trp Val Tyr Leu Glu Ala 
Pro Ala Tyr Asp Pro Ala Asn Gly Gin Tyr Gly Tyr Ser Val Trp Ser Tyr Cys Gly Val Gly 

SEQ ID NO.: 33 

atggccaagtactccgagctggaagagggcggggtcataatgcaggcgttctactgggacgtgccttcaggaggaatatggtgggacacaat 

acggcagaagataccggagtggtacgatgccggaatctccgcaatatggattcctcccgcgagcaagggtatgagcggcggctattcgatgg 

gctacgacccctacgattattttgacctcggtgagtactaccagaagggaacggtggaaacgaggttcggctcaaagcaggagctcataaacat 

gataaacacggcccatgcctacggcataaaggtcatagcggacatcgtcataaaccaccgcgcaggcggagacctcgagtggaacccgttc 

gttggggactacacctggacggacttctcaaaggtggcctcgggcaaatatactgccaactacctcgacttccacccgaacgagctccatgcg 

ggcgattccggaacatttggaggctatcccgacatatgccacgacaagagctgggaccagtactggctctgggccagccaggagagctacgc 

ggcatatctcaggagcatcggcatcgatgcctggcgctttgactacgtgaagggctacggagcgtgggtcgtcaaggactggctcaactggtg 

gggcggctgggccgttggcgagtactgggacaccaacgttgatgcactcctcaactgggcctactcgagcggcgccaaggtcttcgactttcc 

gctctactacaagatggacgcggcctttgacaacaagaacattcccgcactcgtcgaggccctcaagaacgggggcacagtcgtcagccgcg 

acccgtttaaggccgtaaccttcgttgcaaaccacgacaccgatataatctggaccaagtaccttgcttatgctttcatcctcacctacgaaggcca 

gcccgtcatattctaccgcgactacgaggagtggctcaacaaggacaggttgaacaacctcatatggatacacgaccacctcgcaggtggaag 

caccgacatagtctactacgataacgatgaactcatcttcgtcaggaacggctacggggacaagccggggcttataacctacatcaacctaggc 

tcgagcaaggccggaaggtgggtttacgttccgaagttcgcaggctcgtgcatacacgagtacaccggcaatctcggcggctgggtggacaa 

gtgggtggactcaagcggctgggtctacctcgaggctcctgcccacgacccggccaacggccagtacggctactccgtctggagctactgcg 
gtgttggctga 

SEQ ID NO.: 34 

Met Ala Lys Tyr Ser Glu Leu Glu Glu Gly Gly Val He Met Gin Ala Phe Tyr Trp Asp Val Pro Ser 
Gly Gly He Trp Trp Asp Thr He Arg Gin Lys He Pro Glu Trp Tyr Asp Ala Gly He Ser Ala He Trp 
He Pro Pro Ala Ser Lys Gly Met Ser Gly Gly Tyr Ser Met Gly Tyr Asp Pro Tyr Asp Tyr Phe Asp 
Leu Gly Glu Tyr Tyr Gin Lys Gly Thr Val Glu Thr Arg Phe Gly Ser Lys Gin Glu Leu He Asn Met 
He Asn Thr Ala His Ala Tyr Gly He Lys Val He Ala Asp He Val He Asn His Arg Ala Gly Gly Asp 
Leu Glu Trp Asn Pro Phe Val Gly Asp Tyr Thr Trp Thr Asp Phe Ser Lys Val Ala Ser Gly Lys Tyr 
Thr Ala Asn Tyr Leu Asp Phe His Pro Asn Glu Leu His Ala Gly Asp Ser Gly Thr Phe Gly Gly Tyr 
Pro Asp He Cys His Asp Lys Ser Trp Asp Gin Tyr Trp Leu Trp Ala Ser Gin Glu Ser Tyr Ala Ala 
Tyr Leu Arg Ser He Gly He Asp Ala Trp Arg Phe Asp Tyr Val Lys Gly Tyr Gly Ala Trp Val Val 
Lys Asp Trp Leu Asn Trp Trp Gly Gly Trp Ala Val Gly Glu Tyr Trp Asp Thr Asn Val Asp Ala 



Figure 16 (cont.) 

Leu Leu Asn Trp Ala Tyr Ser Ser Gly Ala Lys Val Phe Asp Phe Pro Leu Tyr Tyr Lys Met Asp Ala 
Ala Phe Asp Asn Lys Asn He Pro Ala Leu Val Glu Ala Leu Lys Asn Gly Gly Thr Val Val Ser Are 
Asp Pro Phe Lys Ala Val Thr Phe Val Ala Asn His Asp Thr Asp He He Trp thr Lys Tyr Leu Ala 
Tyr Ala Phe He Leu Thr Tyr Glu Gly Gin Pro Val He Phe Tyr Arg Asp Ty!- Glu Glu tJ Leu Asn 
Lys Asp Arg Leu Asn Asn Leu He Trp He His Asp His Leu Ala Gly Gly Ser Thr Asp He Val Tyr 
Tyr Asp Asn Asp Glu Leu He Phe Val Arg Asn Gly Tyr Gly Asp Lys Pro Gly Leu lie Thr Tyr He 

Tvr -J^V^ ^ ' f ^'f "i^^ ^y"" Lys Phe Ala Gly Ser Cys He His Glu 

Tyr Thr Gly Asn Leu Gly Gly Trp Val Asp Lys Trp Val Asp Ser Ser Gly Tip Val f yr Leu Glu Ala 
Pro Ala His Asp Pro Ala Asn Gly Gin Tyr Gly Tyr Ser Val Trp Ser Tyr Cys Gly Val Gly 

SEQ ID NO.: 35 

atggccaagtactccgagctggaagagggcggcgttataatgcaggccttctactgggacgtcccaggtggaggaatctggtgggacaccat 
caggagcaagataccggagtggtacgaggcgggaatatccgccatttggattcccccggcgagcaagggcatgggcggcgcctattcgatg 
ggctacgacccctacgacttcmgacctcggtgagtacgaccagaagggaacggtagagacgcgctttggctcS^^^^^^^ 

catgataaacaccgcccacgcctacggcatcaaggtcatcgcagacatagtaatcaaccaccgcgccggaggagaccttl^^^^^ 
tcJcaatgactacacctggacggacttctcgaaggtcgcttccggcaagtacacggccaactacctcgacttccaccccaacS^ 

ctgtgacgagpacamggaggcttcccagacatagcccacgagaagagctgggaccagcactggctctgggcgagcgatgTgagcfa? 

gccgcctacctaaggagcatcggcgttgatgcctggcgcttcgactacgtcaagggctatgctccctgggtc^^^^^ 

ggggaggctgggcggttggagagtactgggacaccaacgtcgacgctgttctcaactgggcatactcg^^^ 

ccctclactecaagatggacgcggccmgacaacaagaacattcccgcactcgtcgaggccctcaagaacgggggcacagtc^^^^^ 

gacccgmaaggccgtaaccttcgttgcaaaccacgacaccgatataatctggaacaagtatccagcctacgcgSte^^^^^ 

ccagccgacaatattctaccgcgactacgaggagtggctcaacaaggataagctcaagaacctcatctggatacatgacaacgtcgccLaf 

gaagcaccgacatagtctactacgataacgatgaactcatcttcgtcaggaacggctacggggacaagccgg^ 

aggctcgagcaaggccggaaggtgggtttacgttccgaagttcgcaggctcgtgcatacacgagtacaccggcaatctcggcggctgggtgfi 
SSSgg^gf^^^"^^"'^^^"'^""'''^^^^^ 

SEQ ID NO.: 36 

Met Ala Lys Tyr Ser Glu Leu Glu Glu Gly Gly Val He Met Gin Ala Phe Tyr Trp Asp Val Pro Gly 
Gly Gly He Trp Trp Asp Thr He Arg Ser Lys He Pro Glu Trp Tyr Glu Ala Gly He Ser Ala Ue Trp 

ll^A r . T 1 ^n?^^ "^"^^^'y ^y"" "Ty^ Tyr Asp Phe Phe A^ 

Leu Gly Glu Tyr Asp Gin Lys Gly Thr Val Glu Thr Arg Phe Gly Ser Lys Gin Glu Leu Val Asn 
Met He Asn T^ Ala His Ala Tyr Gly He Lys Val He Ala Asp lie Val He Asn His Arg Ala Gly Gly 

-J^r^T^A "^T '"r r*"" I'' ''^ "^^ Phe Ser Lys Val Ala Ser G^y Lys 

I? t ^'P ^'■^ Glu Val Lys Cys Cys Asp Glu Gly Thr Phe Glv 

Gly Phe Pro Asp He Ala His Glu Lys Ser Trp Asp Gin His Trpleu Tip Xla Ser A^sp Glu Ser Tyr 
V ^ ?^^' t'^ ^'P ^'^ Phe Asp Tyr Val Lys Gly Tyr Ala Pro Trp 

Val Va Lys Asp Trp Leu Asn Trp Trp Gly Gly Tip Ala Val Gly Glu Tyr Trp Asp Thr Asn Val Asp 
Ala Val Leu Asn Tip Ala Tyr Ser Ser Gly Ala Lys Val Phe Asp Phe Ala Le^Tyr Tyr Lys Met Asp 
Ala Ala Phe Asp Asn Lys Asn He Pro Ala Leu Val Glu Ala Leu Lys Asn Gly Gly Thr Val Val Ser 
Arg Asp Pro Phe Lys Ala Val Thr Phe Val Ala Asn His Asp Thr Asp He He Trp Asn Lys Tyr Pro 
Ala Tyr Ala Phe He Leu Thr Tyr Glu Gly Gin Pro Thr He Phe Tyr Arg Asp Tyr Glu Glu TrTLeu 
Asn Lys Asp Lys Leu Lys Asn Leu He Tip He His Asp Asn Val Ala Gly Gly Ser TTir Asp lie Val 
Tyr Tyr Asp Asn Asp Glu Leu lie Phe Val Arg Asn Gly Tyr Gly Asp Lys Pro Gly Leu He Thr Tyr 
?t. t" r ^a'' "^'y ^-^^ Lys Phe Ala Gly Ser Cys He His 

A a in I^' S^" A i-'^A?^."^'^ Lys Trp Val Asp Ser Ser Gly f rp Val Tyr Leu Glu 

Ala Pro Ala His Asp Pro Ala Asn Gly Gin Tyr Gly Tyr Ser Val Tip Ser Tyr Cys Gly Val Gly 

SEQ ID NO.: 71 



Figure 16 (cont.) 



acctcggtgagtacgaccagaagggaacggtagagacgcgctttggctccaagcaggagctcgtgaa 

nciegggga^c^^ 



gcggcatatctcaggagcatcggcatcgatgcctggcgcttcgactacgtcaagggctatgctccctgggtcgtcaaggactggctgaactget 
ggggaggctgggcggttggagagtactgggacaccaacgtcgacgctgttctcaactgggcatact^^^^^^^^^ 

ccctctactacaagatggatgaggccmgacaacaaaaacattccagcgctcgtctctgcccttcagaacgy^^^^ 

ccgttcaaggccgtaaccmgtagcaaaccacgacaccgatataatctggaacaagtatccagccLgcgttcafcct^^^^^^^^ 

agccgacaatattctaccgcgactacgaggagtggctcaacaaggataagctcaagaacctcatctggatacatgacaacctcgccggS^^ 

agcactgacatcgmactacgacaacgacgagctgatattcgtgagaaacggctacggaagcaagccgggacTgataacate^^^^^^^ 

gcctcaagcaaagccggaaggtgggmatgtgccgaagttcgcgggcgcgtgcatccaciagtrta^^^^^^ 

rgggSSr'"'"''''''''''''^^ 
SEQIDNO.: 72 

r Iv r h^t'^^x^"".^'"^^" Gin Ala Phe Tyr Trp Asp Val Pro Ser 

Gly Gly He Ttp Trp Asp Thr He Arg Gin Lys He Pro Glu Trp Tyr Asp Ala Gly lie Ser Ala III 
le Pro Pro Ala Ser Lys Gly Met Gly Gly Ala Tyr Ser Met Gly Tyr Asp P o T^ As/p^^^^^^^^^ 
Met u '^A S^'^r^^':^' "^'^ ^ ^'^^ Gly Ser Lys Gln^S lu L^eu Val Asn ' 

A,n e. r? A ^it "^'^ ^'^ Asn His Arg Ala Gly Gly 

?vr A^1"a ""t '"t ' r*"' I'' 2?^ Tyr Thr Trp Thr Asp Phe Ser Lys Val Ala Ser Gly Lys 
Tyr Thr Ala Asn Tyr Leu Asp Phe H,s Pro Asn Glu Leu His Ala Gly Asp Ser Gly Thr Phe Gly Gly 

aZ f i ""f ^^fP "-^^ Trp Leu T^, Ala Ser Gin Glu Ser Ty^ Ala 

V t T a'" f ^1" T'T' Lys Gly Tyr Ala Pro Tm VaT 

Va Leu A^n Z Ala" ^%'^^7^r?'^A?''r ^'^ ^yr Trp Lp^r Asn Val^A^p Ala 

A L A ^ r ^'^ Ala Leu Tyr Tyr Lys Met Asp Glu 

Ala Phe Asp Asn Lys Asn He Pro Ala Leu Val Ser Ala Leu Gin Asn Gly Gin T^r Val Val Ser Am 
Asp Pro Phe Lys Ala Val Thr Phe Val Ala Asn His Asp Thr Asp He He Trp Asn Lys Tyr Pro aI 
Lv aL7" ' r ""'^ ^-"^ Thr He Phe Tyr Arg Asp T^ Glu Glu Ti^ Leu A n 

Lys Asp Lys Leu Lys Asn Leu He Trp He His Asp Asn Leu Ala Gly Gly Ser Thr Asp lie Val T^ 
Tyr Asp Asn Asp Glu Leu He Phe Val Arg Asn Gly Tyr Gly Ser Lys Pro Gly Leu He Thr Tyr Re 

?w i.Trl A f " r',' ^'f ^""^ Lys Phe Ala Gly Ala Cys flfffif G lu 

Tyr T^r Gly Asn Leu Gly Gly Trp Val Asp Lys Tyr Val Tyr Ser Ser Gly Tip Val Tyr Leu Glu Ala 
Pro Ala Tyr Asp Pro Ala Asn Gly Gin Tyr Gly Tyr Ser Val Tip Ser Tyr Cys Gly Val Gly 

SEQ ID NO.: 49 
SEQIDNO.: 50 

Val Val Tyr Asp Asp Val Arg Tyr Asp Leu Tyr Ala Val Gly Met Gly Arg Val Tyr His Val His Glu 
vJrrvTv ^""^ Tyr Arg Ser Leu Leu Val Val Leu Thr gL Va Ly G u Val 

Val Gly Val Val Ala His Arg He Gly Ala Ala His Ala Leu Ala Arg Arg Gly Asn Pro Tyr Arg Arl 

0:rPro V f Glu r.v I " w'^'rVi''' f " P- P^ ^'p Ser H^i^^'yt'p 

Val Pro Val Glu Gly Leu His Tyr Glu Pro Ala Leu Phe Glu Pro Gly He Leu Cvs His Lvs Leu Pro 
Pro Thr Ser Arg Leu Lys Phe Cys Phe Leu Cys Glu He Val ^ ^ ° 



Figure 16 (cont.) 



SEQ ID NO.: 51 

ATGGCCAAGTACCTGGAGCTCGAAGAGGGCGGGGTCATAATGCAGGCGTTCTACTGGG 

ACGTGCCTTCAGGAGGAATATGGTGGGACACAATACGGCAGAAGATACCGGAGTGGT 

ACGATGCCGGAATCTCCGCAATATGGATTCCCCCGGCGAGCAAGGGCATGGGCGGCGC 

CTATTCGATGGGCTACGACCCCTACGACTTCTTTGACCTCGGTGAGTACGACCAGAAG 

GGAACGGTAGAGACGCGCTTTGGCTCCAAGCAGGAGCTCGTGAACATGATAAACACC 

GCCCACGCCTATGGCATGAAGGTAATAGCCGATATAGTCATCAACCACCGCGCCGGCG 

GTGACCTGGAGTGGAACCCCTTCGTGAACGACTATACCTGGACCGACTTCTCAAAGGT 

CGCGTCGGGTAAATACACGGCCAACTACCTCGACTTCCACCCCAACGAGGTCAAGTGC 

TGTGACGAGGGCACATTTGGAGGCTTCCCAGACATAGCCCACGAGAAGAGCTGGGAC 

CAGCACTGGCTCTGGGCGAGCGATGAGAGCTACGCCGCCTACCTAAGGAGCATCGGCG 

TTGATGCCTGGCGCTTTGACTACGTGAAGGGCTACGGAGCGTGGGTCGTCAAGGACTG 

GCTCAACTGGTGGGGCGGCTGGGCCGTTGGCGAGTACTGGGACACCAACGTTGATGCA 

CTCCTCAACTGGGCCTACTCGAGCGGCGCCAAGGTCTTCGACTTCCCGCTCTACTACAA 

GATGGATGAGGCCTTTGACAACAAAAACATTCCAGCGCTCGTCTCTGCCCTTCAGAAC 

GGCCAGACTGTTGTCTCCCGCGACCCGTTCAAGGCCGTAACCTTTGTAGCAAACCACG 

ACACCGATATAATCTGGAACAAGTATCCAGCCTACGCGTTCATCCTCACCTACGAGGG 

CCAGCCGACAATATTCTACCGCGACTACGAGGAGTGGCTCAACAAGGATAAGCTCAAG 

AACCTCATCTGGATACATGACAACCTCGCCGGAGGAAGCACTGACATCGTTTACTACG 

ACAACGACGAGCTGATATTCGTGAGAAACGGCTACGGAAGCAAGCCGGGACTGATAA 

CATACATCAACCTCGCCTCAAGCAAAGCCGGAAGGTGGGTTTACGTTCCGAAGTTCGC 

AGGCTCGTGCATACACGAGTACACCGGCAATCTCGGCGGCTGGGTGGACAAGTGGGTG 

GACTCAAGCGGCTGGGTCTACCTCGAGGCTCCTGCCCACGACCCGGCCAACGGCCAGT 

ACGGCTACTCCGTCTGGAGCTATTGCGGTGTTGGCTGA 

SEQ ID NO.: 52 

MAKYLELEEGGVIMQAFYWDVPSGGIWWDTIRQKIPEWYDAGISAIWIPPASKGMGGAYS 

MGYDPYDFFDLGEYDQKGTVETRFGSKQELVNMINTAHAYGMKVIADIVINHRAGGDLE 

WNPFVNDYTWTDFSKVASGKYTANYLDFHPNEVKCCDEGTFGGFPDIAHEKSWDQHWL 

WASDESYAAYLRSIGVDAWRFDYVKGYGAWWKDWLNWWGGWAVGEYWDTNVDAL 

LNWAYSSGAKVFDFPLYYKMDEAFDNKNIPALVSALQNGQTWSRDPFKAVTFVANHDT 

DirWNKYPAYAFILTYEGQPTIFYRDYEEWLNKDKLKNLIWIHDNLAGGSTDIVYYDNDELI 

FVRNGYGSKPGLITYINLASSKAGRWVYVPKFAGSCIHEYTGNLGGWVDKWVDSSGWVY 

LEAPAHDPANGQYGYSVWSYCGVG 

SEQ ID NO.: 37 

atggccaagtacctggagctcgaagagggcggggtcataatgcaggcgttctactgggacgtgccttcaggaggaatatggtgggacacaat 

acggcagaagataccggagtggtacgatgccggaatctccgcaatatggattcccccggcgagcaagggcatgggcggcgcctattcgatg 

ggctacgacccctacgacttctttgacctcggtgagtacgaccagaagggaacggtagagacgcgctttggctccaagcaggagctcgtgaa 

catgataaacaccgcccacgcctatggcatgaaggtaatagccgatatagtcatcaaccaccgcgccggcggtgacctggagtggaacccctt 

cgtgaacgactatacctggaccgacttctcaaaggtcgcgtcgggtaaatacacggccaactacctcgacttccacccgaacgagctccatgc 

gggcgattccggaacatttggaggctatcccgacatatgccacgacaagagctgggaccagtactggctctgggccagccaggagagctac 

gcggcatatctcaggagcatcggcatcgatgcctggcgctttgactacgtgaagggctacggagcgcgggtegtcaaggactggctcaactg 

gtggggcggctgggccgttggcgagtactgggacaccaacgttgatgcactcctcaactgggcctactcgagcggcgccaaggtcttcgactt 

cccgctctactacaagatggatgaggcctttgacaacaaaaacattccagcgctcgtctctgcccttcagaacggccagactgttgtctcccgcg 

acccgttcaaggccgtaacctttgtagcaaaccacgacaccgatataatctggaacaagtatccagcctacgcgttcatcctcacctacgaggg 

ccagccgacaatattctatcgcgactacgaggagtggctcaacaaggataagctcaagaacctcatctggatacatgacaacctcgccggagg 

aagcactgacatcgtttactacgacaacgacgagctgatattcgtgagaaacggctacggaagcaagccgggactgataacatacatcaacct 

cgcctcaagcaaagccggaaggtgggtttacgttccgaagttcgcaggctcgtgcatacacgagtacaccggcaatctcggcggctgggtgg 



Figure 1 6 (cont.) 

acaagtgggtggactcaagcggctgggtctacctcgaggctcctgcccacgacccggccaacggccagtacggctactccgtctggagctac 
tgcggggtggggtga 

SEQ ID NO.: 38 

Met Ala Lys Tyr Leu Glu Leu Glu Glu Gly Gly Val He Met Gin Ala Phe Tyr Trp Asp Val Pro Ser 
Gly Gly He Trp Trp Asp Thr He Arg Gin Lys He Pro Glu Trp Tyr Asp Ala Gly He Ser Ala He Trp 
He Pro Pro Ala Ser Lys Gly Met Gly Gly Ala Tyr Ser Met Gly Tyr Asp Pro Tyr Asp Phe Phe Asp 
Leu Gly Glu Tyr Asp Gin Lys Gly Thr Val Glu Thr Arg Phe Gly Ser Lys Gin Glu Leu Val Asn 
Met He Asn Thr Ala His Ala Tyr Gly Met Lys Val He Ala Asp He Val He Asn His Arg Ala Gly Gly 
Asp Leu Glu Trp Asn Pro Phe Val Asn Asp Tyr Thr Trp Thr Asp Phe Ser Lys Val Ala Ser Gly Lys 
Tyr Thr Ala Asn Tyr Leu Asp Phe His Pro Asn Glu Leu His Ala Gly Asp Ser Gly Thr Phe Gly Gly 
Tyr Pro Asp He Cys His Asp Lys Ser Trp Asp Gin Tyr Trp Leu Trp Ala Ser Gin Glu Ser Tyr Ala 
Ala Tyr Leu Arg Ser He Gly He Asp Ala Trp Arg Phe Asp Tyr Val Lys Gly Tyr Gly Ala Arg Val 
Val Lys Asp Trp Leu Asn Trp Trp Gly Gly Trp Ala Val Gly Glu Tyr Trp Asp Thr Asn Val Asp Ala 
Leu Leu Asn Trp Ala Tyr Ser Ser Gly Ala Lys Val Phe Asp Phe Pro Leu Tyr Tyr Lys Met Asp Glu 
Ala Phe Asp Asn Lys Asn He Pro Ala Leu Val Ser Ala Leu Gin Asn Gly Gin Thr Val Val Ser Arg 
Asp Pro Phe Lys Ala Val Thr Phe Val Ala Asn His Asp Thr Asp He He Trp Asn Lys Tyr Pro Ala 
Tyr Ala Phe He Leu Thr Tyr Glu Gly Gin Pro Thr He Phe Tyr Arg Asp Tyr Glu Glu Trp Leu Asn 
Lys Asp Lys Leu Lys Asn Leu He Trp He His Asp Asn Leu Ala Gly Gly Ser Thr Asp He Val Tyr 
Tyr Asp Asn Asp Glu Leu He Phe Val Arg Asn Gly Tyr Gly Ser Lys Pro Gly Leu He Thr Tyr He 
Asn Leu Ala Ser Ser Lys Ala Gly Arg Trp Val Tyr Val Pro Lys Phe Ala Gly Ser Cys He His Glu 
Tyr Thr Gly Asn Leu Gly Gly Trp Val Asp Lys Trp Val Asp Ser Ser Gly Trp Val Tyr Leu Glu Ala 
Pro Ala His Asp Pro Ala Asn Gly Gin Tyr Gly Tyr Ser Val Trp Ser Tyr Cys Gly Val Gly 

SEQ ID NO.: 39 

atggccaagtacctggagctcgaagagggcggggtcataatgcaggcgttctactgggacgtgccttcaggaggaatatggtgggacacaat 

acggcagaagataccggagtggtacgatgccggaatctccgcaatatggattcctcccgcgagcaggggtatgagcggcggctattcgatgg 

gctacgacccctacgattattttgacctcggtgagtactaccagaagggaacggtggaaacgaggttcggctcaaagcaggagctcataaacat 

gataaacaccgcccacgcctatggcatgaaggtaatagccgatatagtcatcaaccaccgcgccggcggtgacctggagtggaaccccttcgt 

gaacgactatacctggaccgacttctcaaaggtcgcgtcgggtaaatacacggccaactacctcgacttccacccgaacgagctccatgcggg 

cgattccggaacatttggaggctatcccgacatatgccacgacaagagctgggaccagtactggctctgggccagccaggagagctacgcgg 

catatctcaggagcatcggtatcgatgcctggcgctttgactacgtgaagggctacggagcgtgggtcgtcaaggactggctcaactggtggg 

gcggctgggccgttggcgagtactgggaccccaacgttgatgccctcctcccctgggcctactcgagcggcgccaaggtcttcgacttcccgc 

tctactacaagatggatgaggcctttgacaacaaaaacattccagcgctcgtctctgcccttcagaacggccagactgttgtctcccgcgacccg 

ttcaaggccgtaacctttgtagccaaccacgataccgatataatctggaacaagtatccagcctacgcgttcatcctcacctacgagggccagcc 

gacaatattctaccgcgactacgaggagtggctcaacaaggataagctcaagaacctcatctggatacatgacaacctcgccggaggaagca 

ccgacatagtctactacgataacgatgaactcatcttcgtcaggaacggctacggggacaagccggggcttataacctacatcaacctaggctc 

gagcaaggccggaaggtgggtctacgttccgaagttcgcgggagcgtgcatccacgagtacaccggcaacctcggcggctgggtggacaa 

gtgggtggactcaagcgggtgggtgtacctcgaggcccctgcccacgacccggccaacggctattacggctactccgtctggagctactgcg 
gggtgggctga 

SEQ ID NO.: 40 

Met Ala Lys Tyr Leu Glu Leu Glu Glu Gly Gly Val He Met Gin Ala Phe Tyr Trp Asp Val Pro Ser 
Gly Gly He Trp Trp Asp Thr He Arg Gin Lys He Pro Glu Trp Tyr Asp Ala Gly He Ser Ala He Trp 
He Pro Pro Ala Ser Arg Gly Met Ser Gly Gly Tyr Ser Met Gly Tyr Asp Pro Tyr Asp Tyr Phe Asp 
Leu Gly Glu Tyr Tyr Gin Lys Gly Thr Val Glu Thr Arg Phe Gly Ser Lys Gin Glu Leu He Asn Met 
He Asn Thr Ala His Ala Tyr Gly Met Lys Val He Ala Asp He Val He Asn His Arg Ala Gly Gly Asp 
Leu Glu Trp Asn Pro Phe Val Asn Asp Tyr Thr Trp Thr Asp Phe Ser Lys Val Ala Ser Gly Lys Tyr 
Thr Ala Asn Tyr Leu Asp Phe His Pro Asn Glu Leu His Ala Gly Asp Ser Gly Thr Phe Gly Gly Tyr 
Pro Asp He Cys His Asp Lys Ser Trp Asp Gin Tyr Trp Leu Trp Ala Ser Gin Glu Ser Tyr Ala Ala 



Figure 16 (cont.) 



Tyr Leu Arg Ser He Gly He Asp Ala Trp Arg Phe Asp Tyr Val Lys Gly Tyr Gly Ala Trp Val Val 
Lys Asp Trp Leu Asn Trp Trp Gly Gly Trp Ala Val Gly Glu Tyr Trp Asp Pro Asn Val Asp Ala Leu 
Leu Pro Trp Ala Tyr Ser Ser Gly Ala Lys Val Phe Asp Phe Pro Leu Tyr Tyr Lys Met Asp Glu Ala 
Phe Asp Asn Lys Asn He Pro Ala Leu Val Ser Ala Leu Gin Asn Gly Gin Thr Val Val Ser Arg Asp 
Pro Phe Lys Ala Val Thr Phe Val Ala Asn His Asp Thr Asp lie He Trp Asn Lys Tyr Pro Ala Tyr 
Ala Phe He Leu Thr Tyr Glu Gly Gin Pro Thr He Phe Tyr Arg Asp Tyr Glu Glu Trp Leu Asn Lys 
Asp Lys Leu Lys Asn Leu He Trp He His Asp Asn Leu Ala Gly Gly Ser Thr Asp He Val Tyr Tyr 
Asp Asn Asp Glu Leu He Phe Val Arg Asn Gly Tyr Gly Asp Lys Pro Gly Leu He Thr Tyr He Asn 
Leu Gly Ser Ser Lys Ala Gly Arg Trp Val Tyr Val Pro Lys Phe Ala Gly Ala Cys He His Glu Tyr 
Thr Gly Asn Leu Gly Gly Trp Val Asp Lys Trp Val Asp Ser Ser Gly Trp Val Tyr Leu Glu Ala Pro 
Ala His Asp Pro Ala Asn Gly Tyr Tyr Gly Tyr Ser Val Trp Ser Tyr Cys Gly Val Gly 

SEQ ID NO.: 41 

atggccaagtacctggagctcgaagagggcggggtcataatgcaggcgttctactgggacgtgccttcaggaggaatatggtgggacacaat 

acggcagaagataccggagtggtacgatgccggaatctccgcaatatggattcctcccgcgagcaagggtatgagcggcggctattcgatgg 

gctacgacccctacgattattttgacctcggtgagtactaccagaagggaacggtggaaacgaggttcggctcaaagcaggagctcataaacat 

gataaacacggcccatgcctacggcataaaggtcatagcggacatcgtcataaaccaccgcgcaggcggagacctcgagtggaacccgttc 

gttggggactacacctggacggacttctcaaaggtggcctcgggcaaatatactgccaactacctcgacttccacccgaacgagctccatgcg 

ggcgattccggaacatttggaggctatcccgacatatgccacgacaagagctgggaccagtactggctctgggccagccaggagagctacgc 

ggcatatctcaggagcatcggcatcgatgcctggcgctttgactacgtgaagggctacggagcgtgggtcgtcaaggactggctcaactggtg 

gggcggctgggccgttggcgagtactgggacaccaacgttgatgcactcctcaactgggcctactcgagcggcgccaaggtcttcgacttccc 

gctctactacaagatggacgcggcctttgacaacaagaacattcccgcactcgtcgaggccctcaagaacgggggcacagtcgtcagccgcg 

acccgtttaaggccgtaaccttcgttgcaaaccacgacaccgatataatctggaacaagtatccagcctacgcgttcatcctcacctacgagggc 

cagccgacaatattctaccgcgactacgaggagtggctcaacaaggataagctcaagaacctcatctggatacatgacaacctcgccggagg 

aagcacgagcatagtttactacgacagcgacgagatgatcttcgtgaggaacggctatggaagcaagcctggccttataacttacatcaacctc 

ggctcgagcaaggttggaaggtgggtttatgtgccgaagttcgcgggcgcgtgcatccacgagtatactggtaacctcggaggctgggtagac 

aagtacgtctactcaagcggctgggtctatctcgaagctccagcttacgaccctgccaacgggcagtatggctactccgtgtggagctactgcg 
gtgttgggtga 

SEQ ID NO.: 42 

Met Ala Lys Tyr Leu Glu Leu Glu Glu Gly Gly Val He Met Gin Ala Phe Tyr Trp Asp Val Pro Ser 
Gly Gly He Trp Trp Asp Thr He Arg Gin Lys He Pro Glu Trp Tyr Asp Ala Gly He Ser Ala He Trp 
He Pro Pro Ala Ser Lys Gly Met Ser Gly Gly Tyr Ser Met Gly Tyr Asp Pro Tyr Asp Tyr Phe Asp 
Leu Gly Glu Tyr Tyr Gin Lys Gly Thr Val Glu Thr Arg Phe Gly Ser Lys Gin Glu Leu He Asn Met 
He Asn Thr Ala His Ala Tyr Gly He Lys Val He Ala Asp He Val He Asn His Arg Ala Gly Gly Asp 
Leu Glu Trp Asn Pro Phe Val Gly Asp Tyr Thr Trp Thr Asp Phe Ser Lys Val Ala Ser Gly Lys Tyr 
Thr Ala Asn Tyr Leu Asp Phe His Pro Asn Glu Leu His Ala Gly Asp Ser Gly Thr Phe Gly Gly Tyr 
Pro Asp He Cys His Asp Lys Ser Trp Asp Gin Tyr Trp Leu Trp Ala Ser Gin Glu Ser Tyr Ala Ala 
Tyr Leu Arg Ser He Gly He Asp Ala Trp Arg Phe Asp Tyr Val Lys Gly Tyr Gly Ala Trp Val Val 
Lys Asp Trp Leu Asn Trp Trp Gly Gly Trp Ala Val Gly Glu Tyr Tip Asp Thr Asn Val Asp Ala 
Leu Leu Asn Trp Ala Tyr Ser Ser Gly Ala Lys Val Phe Asp Phe Pro Leu Tyr Tyr Lys Met Asp Ala 
Ala Phe Asp Asn Lys Asn He Pro Ala Leu Val Glu Ala Leu Lys Asn Gly Gly Thr Val Val Ser Arg 
Asp Pro Phe Lys Ala Val Thr Phe Val Ala Asn His Asp Thr Asp He lie Trp Asn Lys Tyr Pro Ala 
Tyr Ala Phe lie Leu Thr Tyr Glu Gly Gin Pro Thr He Phe Tyr Arg Asp Tyr Glu Glu Trp Leu Asn 
Lys Asp Lys Leu Lys Asn Leu He Trp He His Asp Asn Leu Ala Gly Gly Ser Thr Ser He Val Tyr 
Tyr Asp Ser Asp Glu Met He Phe Val Arg Asn Gly Tyr Gly Ser Lys Pro Gly Leu He Thr Tyr lie 
Asn Leu Gly Ser Ser Lys Val Gly Arg Trp Val Tyr Val Pro Lys Phe Ala Gly Ala Cys He His Glu 
Tyr Thr Gly Asn Leu Gly Gly Trp Val Asp Lys Tyr Val Tyr Ser Ser Gly Trp Val Tyr Leu Glu Ala 
Pro Ala Tyr Asp Pro Ala Asn Gly Gin Tyr Gly Tyr Ser Val Trp Ser Tyr Cys Gly Val Gly 
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SEQIDNO.:43 



cgccgcc«cc,aaggagca.cggcg«ga.gcc.ggc8cKcgac.acg.caagggc«cgigcp%gecXagi^^^^^^^ 



8Ccagccgacaa,a„c,accgC8acBcgaggag.8gc.caacaagga,aT8*aaiaacc,c«^,^^^^^^^ 

gaagcac8agcatagmacucgacagcgacEaga(gatcttcgtgaggaac88CUtigaagcaagc7tgBcerto^^^^^^ 
C^cttgagcaag8tt88a.g8tgg8tttacgttcc8aag«cgcag8ctc^^^^ 

SS%a"'''''°'''^°'""'°^^=''"*'^'=^^^^ 

SEQ ID NO.: 44 

r .^^r/' n^t"^^' ^'^ Met Gin Ala Phe Tyr Trp Asp Val Pro Glv 

Gly Gly He Trp Trp Asp Thr He Arg Ser Lys He Pro Glu Trp Tyr Glu Ala Gly lie Ser Ala I le Tm 
le Pro Pro Ala Ser Lys Gly Met Gly Gly Ala Tyr Ser Met Sly ¥yr Asp Pro Tj^ A^^pti Phe A^ 
M n ^^•"i^'' ^ Glu Thr Arg Phe Gly Ser Lys Gin Gl^^eu Val Asn 

Met le Asn Thr Ala His Ala Tyr Gly He Lys Val He Ala Asp He Val He Asn Hi AxrAia otv G^^ 
Asp Leu Glu Trp Asn Pro Phe Val Gly Asp Tyr Thr Trp Thr Asp Phe Ser ^ys Val^a si Glv^^^^ 
Tyr Thr Ala Asn Tyr Leu Asp Phe His Pro Asn Glu Val Lys Cys Cvs Asd G^u Glv Thr Ph. ^ 

V^l V I I a" X ^ f " Phe Asp Tyr vTl Lys Gly T^ Gly A a Tm 
Val Val Lys Asp Trp Leu Asp Tip Tip Gly Gly Trp Ala Val Gly Glu Tyr f ip Asp L Asn Va Asd 

r Ai" Ph'" f " y Asp Phe Pro Le^ Tyr T^j^ Lys Me A^^^ 

Glu Ala Phe Asp Asn Lys Asn He Pro Ala Leu Val Ser Ala Leu Gin Asn Gly Gin T^ Val str 
Arg Asp Pro Phe Lys Ala Val Thr Phe Val Ala Asn His Asp Thr Asp He He Tm A rL^Tw Pro 
A a Tyr Ala Phe He Leu Tl. Tyr Glu Gly Gin Pro Tl.r He Phe Tyr Arg A p T^gIu G^ T^I^u 
Asn Lys Asp Lys Leu Lys Asn Leu He Trp He His Asp Asn Leu Val Gly Gly Ser Thr Ser 11^ Val 
Tyr Tyr Asp Ser Asp Glu Met He Phe Val Arg Asn Gly Tyr Gly Ser Lys Pro Gly Le^ He ^^^^ 

G?u t" T^" a"" 't" "-^^'7'' Lys Phe Ala Gly'^strCys ll^ffif 

aL J"^ I^'S^ ."^'"n^"" Lys Tip Val Asp Ser Ser Gly f rp Val Tyr Leu Glu 

Ala Pro Ala H.s Asp Pro Ala Asn Gly Gin Tyr Gly Tyr Ser Val Trp Ser Tyr Cys Gly Vafciy 

SEQ ID NO.: 45 

atggccaagtactccgacctggaagagggcggcgttataatgcaggccttctactgggacgtcccaggtggaggaatctgfiteeeacaccat 
caggagcaagataccggagtggtacgaggcgggaatatccgccatttggattcccccggcgagcaai^^^^^ 
ggctacgacccctacgacttctttgacctcggtgagtacgaccagaagggaacggtag 
catgataaacacggcccatgcctacggcataaaggtcatagcggacatcgtcataaaccaccgcgcagli^^^^ 

ccagccgacaatattctaccgcgactacgaggagtggctcaacaaggataagctcaagaacc^^^^^^^^ 
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gaagcaccgacatagtctactacgataacgatgaactcatcttcgtcaggaacggctacggggacaagccggggcttataacctacatcaacct 

aggctcgagcaaggccggaaggtgggtttatgtgccgaagttcgcgggcgcgtgcatccacgagtatactggtaacctcggaggctgggtag 
^J^Jg^^^^gtctactcaagcggctgggto 

SEQ ID NO.: 46 

Met Ala Lys Tyr Ser Asp Leu Glu Glu Gly Gly Val lie Met Gin Ala Phe Tyr Trp Asp Val Pro Gly 
Gly Gly He Trp Trp Asp Thr He Arg Ser Lys He Pro Glu Trp Tyr Glu Ala Gly He Ser Ala He Trp 
He Pro Pro Ala Ser Lys Gly Met Gly Gly Ala Tyr Ser Met Gly Tyr Asp Pro Tyr Asp Phe Phe Asp 
Leu Gly Glu Tyr Asp Gin Lys Gly Thr Val Glu Thr Arg Phe Gly Ser Lys Gin Glu Leu Val Asn 
Met He Asn Thr Ala His Ala Tyr Gly He Lys Val He Ala Asp He Val He Asn His Arg Ala Gly Gly 
Asp Leu Glu Trp Asn Pro Phe Val Gly Asp Tyr Thr Trp Thr Asp Phe Ser Lys Val Ala Ser Gly Lys 
Tyr Thr Ala Asn Tyr Leu Asp Phe His Pro Asn Glu Val Lys Cys Cys Asp Glu Gly Thr Phe Gly 
Gly Phe Pro Asp He Ala His Glu Lys Ser Trp Asp Gin His Trp Leu Trp Ala Ser Asp Glu Ser Tyr 
Ala Ala Tyr Leu Arg Ser He Gly Val Asp Ala Trp Arg Phe Asp Tyr Val Lys Gly Tyr Gly Ala Trp 
Val Val Lys Asp Trp Leu Asn Trp Trp Gly Gly Trp Ala Val Gly Glu Tyr Tip Asp Thr Asn Val Asp 
Ala Leu Leu Asn Trp Ala Tyr Ser Ser Gly Ala Lys Val Phe Asp Phe Pro Leu Tyr Tyr Lys Met Asp 
Glu Ala Phe Asp Asn Lys Asn He Pro Ala Leu Val Ser Ala Leu Gin Asn Gly Gin Thr Val Val Ser 
Arg Asp Pro Phe Lys Ala Val Thr Phe Val Ala Asn His Asp Thr Asp He He Trp Asn Lys Tyr Pro 
Ala Tyr Ala Phe He Leu Thr Tyr Glu Gly Gin Pro Thr He Phe Tyr Arg Asp Tyr Glu Glu Trp Leu 
Asn Lys Asp Lys Leu Lys Asn Leu He Trp He His Asp Asn Leu Ala Gly Gly Ser Thr Asp He Val 
Tyr Tyr Asp Asn Asp Glu Leu He Phe Val Arg Asn Gly Tyr Gly Asp Lys Pro Gly Leu He Thr Tyr 
He Asn Leu Gly Ser Ser Lys Ala Gly Arg Trp Val Tyr Val Pro Lys Phe Ala Gly Ala Cys He His 
Glu Tyr Thr Gly Asn Leu Gly Gly Trp Val Asp Lys Tyr Val Tyr Ser Ser Gly Trp Val Tyr Leu Glu 
Ala Pro Ala Tyr Asp Pro Ala Asn Gly Gin Tyr Gly Tyr Ser Val Tip Ser Tyr Cys Gly Val Gly 

SEQ ID NO.: 47 

atggccaagtacaccgagctggaagagggcggcgttataatgcaggccttctactgggacgtcccaggtggaggaatctggtgggacaccat 

caggagcaagataccggagtggtacgaggcgggaatatccgccatttggattcccccggcgagcaagggcatgggcggcgcctattcgatg 

ggctacgacccctacgacttctttgacctcggtgagtacgaccagaagggaacggtagagacgcgctttggctccaagcaggagctcgtgaa 

catgataaacaccgcccacgcctatggcatgaaggtaatagccgatatagtcatcaaccaccgcgccggcggtgacctggagtggaacccctt 

cgtgaacgactatacctggaccgacttctcaaaggtcgcgtcgggtaaatacacggccaactacctcgacttccaccccaacgaggtcaagtg 

ctgtgacgagggcacatttggaggcttcccagacatagcccacgagaagagctgggaccagcactggctctgggcgagcgatgagagctac 

gccgcctacctaaggagcatcggcgttgatgcctggcgctttgactacgtgaagggctacggagcgtgggtcgtcaaggactggctcaactgg 

tggggcggttgggccgttggcgagtactgggacaccaacgttgatgcactcctcaactgggcctactcgagcggcgccaaggtcttcgacttc 

ccgctctactacaagatggatgaggcctttgacaacaaaaacattccagcgctcgtctctgcccttcagaacggccagactgttgtctcccgcga 

cccgttcaaggccgtaacctttgtagcaaaccacgacaccgatataatctggaacaagtaccttgcttatgctttcatcctcacctacgaaggcca 

gcccgtcatattctaccgcgactacgaggagtggctcaacaaggacaggttgaacaacctcatatggatacacgaccacctcgcaggtggaag 

cacgagcatagtttactacgacagcgacgagatgatcttcgtgaggaacggctatggaagcaagcctggccttataacttacatcaacctcggct 

cgagcaaggttggaaggtgggtttacgttccgaagttcgcaggcccgtgcatacacgagtacaccggcaatctcggcggctgggtggacaag 

tgggtggactcaagcggctgggtctacctcgaggctcctgcccacgacccggccaacggccagtacggctactccgtctggagctactgcgg 



SEQ ID NO.: 48 

Met Ala Lys Tyr Thr Glu Leu Glu Glu Gly Gly Val He Met Gin Ala Phe Tyr Trp Asp Val Pro Gly 
Gly Gly He Trp Trp Asp Thr He Arg Ser Lys He Pro Glu Trp Tyr Glu Ala Gly He Ser Ala He Trp 
He Pro Pro Ala Ser Lys Gly Met Gly Gly Ala Tyr Ser Met Gly Tyr Asp Pro Tyr Asp Phe Phe Asp 
Leu Gly Glu Tyr Asp Gin Lys Gly Thr Val Glu Thr Arg Phe Gly Ser Lys Gin Glu Leu Val Asn 
Met He Asn Thr Ala His Ala Tyr Gly Met Lys Val He Ala Asp He Val He Asn His Arg Ala Gly Gly 
Asp Leu Glu Trp Asn Pro Phe Val Asn Asp Tyr Thr Trp Thr Asp Phe Ser Lys Val Ala Ser Gly Lys 
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Tyr Thr Ala Asn Tyr Leu Asp Phe His Pro Asn Glu Val Lys Cys Cvs Aso GIu Glv Thr Ph« n^ 
Gly Phe Pro Asp He Ala His Glu Lys Ser Tip Asp Gin His Tm^e^^m Ak L^^^^^^^ 
Ala Ala Tyr Leu Arg Ser He Gly Val Asp ATa Trp' Arg Phe aTp Tyr vTl Lys G y^^^^^^^^^^^^ 
Val Val Lys Asp Trp Leu Asn Trp Trp Gly Gly Tip Ala Val Gly Glu Tyr Thr Asn Var?,, 

Ala Leu Leu Asn Trp Ala Tyr Ser Ser Gly Ala Lys Val Phe Asp Phe Pro Leu Tyr^^^^L^ Jet A^^^^ 
A ^ A ' P f .V'w ? Ser Ala Leu Gin Asn Gly G^n T^^ Va Val Ser"^ 

A f ^^^A ^P. T^^'f ^'ly^^"^^ P'^^ Asn His Asp Thr Asp He He Tip A n Lys Tyr Leu 

Ala Tyr Ala Phe He Leu Thr Tyr Glu Gly Gin Pro Val He Phe Tyr Arg Asp TjJ^Glu Glu Tm Leu 
Asn Lys Asp Arg Leu Asn Asn Leu He Trp He His Asp His Leu Ala Gly Gly Ser nir Ser l^ v7l 

rl T ?^ . r Tyr Val Pro Lys Phe Ala Gly Pro Cys He His 

a " ^ i"'" Lys Trp Val Asp Ser Ser Gly Trp Va^Tw Leu Glu 

Ala Pro Ala His Asp Pro Ala Asn Gly Gin Tyr Gly Tyr Ser Val Trp Ser Tyr Cys Gly N^foiy 

SEQ ID NO.: 53 

A^r^rrr^r^T^^^^S^^^^^^'^^^^^^*^^^^^ 



CCTATTCGATGGGCTACGACCCCTACGACTTCTTTGAOT^ 
GGCCCATGCCTACGGCATAAAGGTCATAGCGGACATCGTCATAAACCAf^^^^ 



I2?S5^^^5^?CAAATATACTGCCAACTACCTCGACTTCCACCCC 

TACG 

S^SI??^5:rGGTGGGGAGGCTGGGCCCTCGG"GjAG^^^ 



CGCCTACCTAAGGAGCATCGGC 



ACOGCCAGACTGTTGTCTCCCGCGACCCOTrcAAafcCO^^ 



GCGGGAGCGTGCATCCACGAGTACACCGGCAACCTCGGcScTGGG?^^^^ 

S^a^S^g^gS^^^^^ 

SEQ ID NO.: 54 



SEQ ID NO.: 55 




Figure 16 (cont.) 

ATGGCCAAGTACCTGGAGCTCGAGGAGGGCGGGGTCATAATGCAGGCGTTCTACTGGG 

ACGTGCCTTCAGGAGGAATATGGTGGGACACAATACGGCAGAAGATACCGGAGTGGT 

ACGATGCCGGAATCTCCGCAATATGGATTCCCCCGGCGAGCAAGGGCATGGGCGGCGC 

CTATTCGATGGGCTACGACCCCTACGACTTCTTTGACCTCGGTGAGTACGACCAGAAG 

GGAACGGTAGAGACGCGCTTTGGCTCCAAGCAGGAGCTCGTGAACATGATAAACACC 

GCCCACGCCTATGGCATGAAGGTAATAGCCGATATAGTCATCAACCACCGCGCCGGCG 

GTGACCTGGAGTGGAACCCCTTCGTGAACGACTATACCTGGACCGACTTCTCAAAGGT 

CGCGTCGGGTAAATACACGGCCAACTACCTCGACTTCCACCCGAACGAGCTCCATGCG 

GGCGATTCCGGAACATTTGGAGGCTATCCCGACATATGCCACGACAAGAGCTGGGACC 

AGTACTGGCTCTGGGCCAGCCAGGAGAGCTACGCGGCATATCTCAGGAGCATCGGCAT 

CGATGCCTGGCGCTTTGACTACGTGAAGGGCTACGGAGCGTGGGTCGTCAAGGACTGG 

CTCAACTGGTGGGGCGGCTGGGCCGTTGGCGAGTACTGGGACACCAACGTTGATGCAC 

TCCTCAACTGGGCCTACTCGAGCGGCGCCAAGGTCTTCGACTTCCCGCTCTACTACAAG 

ATGGATGAGGCCTTTGACAACAAAAACATTCCAGCGCTCGTCTCTGCCCTTCAGAACG 

GCCAGACTGTTGTCTCCCGCGACCCGTTCAAGGCCGTAACCTTTGTAGCAAACCACGA 

CACCGATATAATCTGGAACAAGTACCTTGCTTATGCTTTCATCCTCACCTACGAAGGCC 

AGCCCGTCATATTCTACCGCGACTACGAGGAGTGGCTCAACAAGGACAGGTTGAACAA 

CCTCATATGGATACACGACCACCTCGCAGGTGGAAGCACGAGCATAGTTTACTACGAC 

AGCGACGAGATGATCTTCGTGAGGAACGGCTATGGAAGCAAGCCTGGCCTTATAACTT 

ACATCAACCTCGGCTCGAGCAAGGTTGGAAGGTGGGTTTACGTTCCGAAGTTCGCAGG 

CTCGTGCATACACGAGTACACCGGCAATCTCGGCGGCTGGGTGGACAAGTGGGTGGAC 

TCAAGCGGCTGGGTCTACCTCGAGGCTCCTGCCCACGACCCGGCCAACGGCCAGTACG 

GCTACTCCGTCTGGAGCTATTGCGGTGTTGGCTGA 

SEQIDNO.:56 

MAKYLELEEGGVIMQAFYWDVPSGGIWWDTIRQKIPEWYDAGISAIWIPPASKGMGGAYS 

MGYDPYDFFDLGEYDQKGTVETRFGSKQELVNMINTAHAYGMKVIADIVINHRAGGDLE 

WNPFVNDYTWTDFSKVASGKYTANYLDFHPNELHAGDSGTFGGYPDICHDKSWDQYWL 

WASQESYAAYLRSIGIDAWRFDYVKGYGAWVVKDWLNWWGGWAVGEYWDTNVDALL 

NWAYSSGAKVFDFPLYYKMDEAFDNKNIPALVSALQNGQTVVSRDPFKAVTFVANHDTD 

IIWNKYLAYAFILTYEGQPVIFYRDYEEWLNKDRLNNLIWIHDHLAGGSTSIVYYDSDEMIF 

VRNGYGSKPGLITYINLGSSKVGRWVYVPKFAGSCIHEYTGNLGGWVDKWVDSSGWVYL 
EAPAHDPANGQYGYSVWSYCGVG 

SEQ ID NO.: 57 

ATGGCCAAGTACCTGGAGCTCGAAGAGAGCGGGGTCATAATGCAGGCGTTCTACTGGG 

ACGTGCCTTCAGGAGGAATATGGTGGGACACAATACGGCAGAAGATACCGGAGTGGT 

ACGATGCCGGAATCTCCGCAATATGGATTCCTCCCGCGAGCAAGGGTATGAGCGGCGG 

CTATTCGATGGGCTACGACCCCTACGATTATTTTGACCTCGGTGAGTACTACCAGAAGG 

GAACGGTGGAAACGAGGTTCGGCTCAAAGCAGGAGCTCATAAACATGATAAACACCG 

CCCACGCCTACGGCATCAAGGTCATCGCAGACATAGTAATCAACCACCGCGCCGGAGG 

AGACCTTGAGTGGAACCCCTTCGTCAATGACTACACCTGGACGGACTTCTCGAAGGTC 

GCTTCCGGCAAGTACACGGCCAACTACCTCGACTTCCACCCCAACGAGGTCAAGTGCT 

GTGACGAGGGCACATTTGGAGGCTTCCCAGACATAGCCCACGAGAAGAGCTGGGACC 

AGCACTGGCTCTGGGCGAGCGATGAGAGCTACGCCGCCTACCTAAGGAGCATCGGCGT 

TGATGCCTGGCGCTTTGACTACGTGAAGGGCTACGGAGCGTGGGTCGTCAAGGACTGG 

CTCAACTGGTGGGGTGGCTGGGCCGTCGGGGAGTACTGGGACACAAACGTTGATGCAC 

TGCTCAACTGGGCCTACTCGAGCGATGCAAAAGTCTTCGACTTCCCGCTCTACTACAAG 

ATGGACGAGGCCTTCGATAACAACAACATTCCCGCCCTGGTGGACGCCCTCAGATACG 

GTCAGACAGTGGTCAGCCGCGACCCGTTCAAGGCTGTGACGTTTGTAGCCAACCACGA 
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TACCGATATAATCTGGAACAAGTACCTTGCTTATGCTTTCATCCTCACCTACGAAGGCC 

AGCCCGTCATATTCTACCGCGACTACGAGGAGTGGCTCAACAAGGACAGGTTGAACAA 

CCTCATATGGATACACGACCACCTCGCAGGTGGAAGCACTGACATCGTTTACTACGAC 

AACGACGAGCTGATATTCGTGAGAAACGGCTACGGAAGCAAGCCGGGACTGATAACA 

TACATCAACCTCGCCTCAAGCAAAGCCGGAAGGTGGGTCTACGTTCCGAAGTTCGCGG 

GAGCGTGCATCCACGAGTACACCGGCAACCTCGGCGGCTGGGTGGACAAGTGGGTGG 

ACTCAAGCGGGTGGGTGTACCTCGAGGCCCCTGCCCACGACCCGGCCAACGGCTATTA 

CGGCTACTCCGTCTGGAGCTATTGCGGTGTTGGCTGA 

SEQ ID NO.: 58 

MAKYLELEESGVIMQAFYWDVPSGGIWWDTIRQKIPEWYDAGISAIWIPPASKGMSGGYS 

MGYDPYDYFDLGEYYQKGTVETRFGSKQELINMINTAHAYGIKVIADIVINHRAGGDLEW 

NPFVNDYTWTDFSKVASGKYTANYLDFHPNEVKCCDEGTFGGFPDIAHEKSWDQHWLW 

ASDESYAAYLRSIGVDAWRFDYVKGYGAWWKDWLNWWGGWAVGEYWDTNVDALL 

NWAYSSDAKVFDFPLYYKMDEAFDNNNIPALVDALRYGQTWSRDPFKAVTFVANHDTD 

IIWNKYLAYAFILTYEGQPVIFYRDYEEWLNKDRLNNLIWIHDHLAGGSTDIVYYDNDELIF 

VRNGYGSKPGLITYINLASSKAGRWVYVPKFAGACIHEYTGNLGGWVDKWVDSSGWVY 

LEAPAHDPANGYYGYSVWSYCGVG 

SEQ ID NO.: 59 

atggccaagtacctggagctcgaagagggcggggtcataatgcaggcgttctactgggacgtgccttcaggaggaatatggtgggacacaat 

acggcagaagataccggagtggtacgatgccggaatctccgcaatatggattcctcccgcgagcaagggtatgagcggcggctattcgatgg 

gctacgacccctacgattattttgacctcggtgagtactaccagaagggaacggtggaaacgaggttcggctcaaagcaggagctcataaacat 

gataaacaccgcccacgcctacggcatcaaggtcatcgcagacatagtaatcaaccaccgcgccggaggagaccttgagtggaaccccttcg 

tcaatgactacacctggacggacttctcgaaggtcgcttccggcaagtacacggccaactacctcgacttccacccgaacgagctccatgcgg 

gcgattccggaacatttggaggctatcccgacatatgccacgacaagagctgggaccagtactggctctgggccagccaggagagctacgcg 

gcatatctcaggagcatcggcatcgatgcctggcgcttcgactacgtcaagggctatgctccctgggtcgtcaaggactggctgaactggtggg 

gaggctgggcggttggagagtactgggacaccaacgtcgacgctgttctcaactgggcatactcgagcggtgccaaggtctttgacttcgccct 

ctactacaagatggacgaggccttcgataacaacaacattcccgccctggtggacgccctcagatacggtcagacagtggtcagccgcgacc 

cgttcaaggctgtgacgtttgtagccaaccacgataccgatataatttggaacaagtacccggcctacgccttcatcctcacctacgagggccag 

ccgacgatattctaccgcgactacgaggagtggctcaacaaggacaggctcaagaacctcatctggatacacgaccacctcgccggtggaag 

cactgacatcgtttactacgacaacgacgagctgatattcgtgagaaacggctacggaagcaagccgggactgataacatacatcaacctcgc 

gtcaagcaaagccggaaggtgggtttatgtgccgaagttcgcgggcgcgtgcatccacgagtatactggtaacctcggaggctgggtagaca 

agtacgtctactcaagcggctgggtctatctcgaagctccagcttacgaccctgccaacgggcagtatggctactccgtgtggagctattgcggt 
gttgggtga 

SEQ ID NO.: 60 

Met Ala Lys Tyr Leu Glu Leu Glu Glu Gly Gly Val He Met Gin Ala Phe Tyr Trp Asp Val Pro Ser 
Gly Gly He Trp Trp Asp Thr He Arg Gin Lys He Pro Glu Trp Tyr Asp Ala Gly He Ser Ala He Trp 
He Pro Pro Ala Ser Lys Gly Met Ser Gly Gly Tyr Ser Met Gly Tyr Asp Pro Tyr Asp Tyr Phe Asp 
Leu Gly Glu Tyr Tyr Gin Lys Gly Thr Val Glu Thr Arg Phe Gly Ser Lys Gin Glu Leu He Asn Met 
He Asn Thr Ala His Ala Tyr Gly He Lys Val He Ala Asp He Val He Asn His Arg Ala Gly Gly Asp 
Leu Glu Trp Asn Pro Phe Val Asn Asp Tyr Thr Trp Thr Asp Phe Ser Lys Val Ala Ser Gly Lys Tyr 
Thr Ala Asn Tyr Leu Asp Phe His Pro Asn Glu Leu His Ala Gly Asp Ser Gly Thr Phe Gly Gly Tyr 
Pro Asp He Cys His Asp Lys Ser Trp Asp Gin Tyr Trp Leu Trp Ala Ser Gin Glu Ser Tyr Ala Ala 
Tyr Leu Arg Ser He Gly He Asp Ala Trp Arg Phe Asp Tyr Val Lys Gly Tyr Ala Pro Trp Val Val 
Lys Asp Trp Leu Asn Trp Trp Gly Gly Trp Ala Val Gly Glu Tyr Trp Asp Thr Asn Val Asp Ala Val 
Leu Asn Trp Ala Tyr Ser Ser Gly Ala Lys Val Phe Asp Phe Ala Leu Tyr Tyr Lys Met Asp Glu Ala 
Phe Asp Asn Asn Asn He Pro Ala Leu Val Asp Ala Leu Arg Tyr Gly Gin Thr Val Val Ser Arg Asp 
Pro Phe Lys Ala Val Thr Phe Val Ala Asn His Asp Thr Asp He He Trp Asn Lys Tyr Pro Ala Tyr 
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Ala Phe He Leu Thr Tyr Glu Gly Gin Pro Thr He Phe Tyr Arg Asp Tyr Glu Glu Trp Leu Asn Lys 
Asp Arg Leu Lys Asn Leu He Trp He His Asp His Leu Ala Gly Gly Ser Thr Asp He Val Tyr Tyr 
Asp Asn Asp Glu Leu He Phe Val Arg Asn Gly Tyr Gly Ser Lys Pro Gly Leu He Thr Tyr He Asn 
Leu Ala Ser Ser Lys Ala Gly Arg Trp Val Tyr Val Pro Lys Phe Ala Gly Ala Cys He His Glu Tyr 
Thr Gly Asn Leu Gly Gly Trp Val Asp Lys Tyr Val Tyr Ser Ser Gly Trp Val Tyr Leu Glu Ala Pro 
Ala Tyr Asp Pro Ala Asn Gly Gin Tyr Gly Tyr Ser Val Trp Ser Tyr Cys Gly Val Gly 

SEQ ID NO.: 61 

atggccaagtactccgagctgaaaaagggcggggtcataatgcaggcgttctactgggacgtgccttcaggaggaatatggtgggacacaat 

acggcagaagataccggagtggtacgaggcgggaatatccgccatttggattcctcccgcgagcaagggtatgagcggcggctattcgatgg 

gctacgacccctacgattattttgacctcggtgagtactaccagaagggaacggtggaaacgaggttcggctcaaagcaggagctcataaacat 

gataaacaccgcccacgcctacggcatcaaggtcatcgcagacatagtaatcaaccaccgcgccggaggagaccttgagtggaaccccttcg 

tcaatgactacacctggacggacttctcgaaggtcgcttccggcaagtacacggccaactacctcaacttccacccgaacgagctccatgcgg 

gcgattccggaacatttggaggctatcccgacatatgccacgacaagagctgggaccagtactggctctgggccagccaggagagctacgcg 

gcatatctcaggagcatcggcatcgatgcctggcgcttcgactacgtcaagggctacggagcgtgggtcgtcaaggactggctggactggtg 

gggaggctgggccgtcggggagtactgggacacaaacgttgatgcactgctcaactgggcctactcgagcgatgcaaaagtcttcgacttccc 

gctctactacaagatggatgaggcctttgacaacaaaaacattccagcgctcgtctctgcccttcagaacggccagactgttgtctcccgcgacc 

cgttcaaggccgtaacctttgtagcaaaccatgacaccgatataatctggaacaagtatccagcctacgcgttcatcctcacctacgagggccag 

ccgacaatattctaccgcgactacgaggagtggctcaacaaggataagctcaagaacctcatctggatacatgacaacctcgccggaggaag 

caccgacatagtctactacgataacgatgaactcatcttcgtcaggaacggctacggggacaagccggggcttataacctacatcaacctaggc 

tcgagcaaggccggaaggtgggtctacgttccgaagttcgcgggagcgtgcatccacgagtacaccggcaacctcggcggctgggtggaca 

agtgggtggactcaagcgggtgggtgtacctcgaggcccctgcccacgacccggccaacggctattacggctactccgtctggagctactgc 

ggggtgggctga 

SEQ ID NO.: 62 

Met Ala Lys Tyr Ser Glu Leu Lys Lys Gly Gly Val He Met Gin Ala Phe Tyr Trp Asp Val Pro Ser 
Gly Gly He Trp Trp Asp Thr He Arg Gin Lys He Pro Glu Trp Tyr Glu Ala Gly He Ser Ala He Trp 
He Pro Pro Ala Ser Lys Gly Met Ser Gly Gly Tyr Ser Met Gly Tyr Asp Pro Tyr Asp Tyr Phe Asp 
Leu Gly Glu Tyr Tyr Gin Lys Gly Thr Val Glu Thr Arg Phe Gly Ser Lys Gin Glu Leu He Asn Met 
He Asn Thr Ala His Ala Tyr Gly He Lys Val He Ala Asp He Val He Asn His Arg Ala Gly Gly Asp 
Leu Glu Trp Asn Pro Phe Val Asn Asp Tyr Thr Trp Thr Asp Phe Ser Lys Val Ala Ser Gly Lys Tyr 
Thr Ala Asn Tyr Leu Asn Phe His Pro Asn Glu Leu His Ala Gly Asp Ser Gly Thr Phe Gly Gly Tyr 
Pro Asp He Cys His Asp Lys Ser Trp Asp Gin Tyr Trp Leu Trp Ala Ser Gin Glu Ser Tyr Ala Ala 
Tyr Leu Arg Ser He Gly He Asp Ala Trp Arg Phe Asp Tyr Val Lys Gly Tyr Gly Ala Trp Val Val 
Lys Asp Trp Leu Asp Trp Trp Gly Gly Trp Ala Val Gly Glu Tyr Trp Asp Thr Asn Val Asp Ala 
Leu Leu Asn Trp Ala Tyr Ser Ser Asp Ala Lys Val Phe Asp Phe Pro Leu Tyr Tyr Lys Met Asp Glu 
Ala Phe Asp Asn Lys Asn He Pro Ala Leu Val Ser Ala Leu Gin Asn Gly Gin Thr Val Val Ser Arg 
Asp Pro Phe Lys Ala Val Thr Phe Val Ala Asn His Asp Thr Asp He He Trp Asn Lys Tyr Pro Ala 
Tyr Ala Phe He Leu Thr Tyr Glu Gly Gin Pro Thr He Phe Tyr Arg Asp Tyr Glu Glu Trp Leu Asn 
Lys Asp Lys Leu Lys Asn Leu He Trp lie His Asp Asn Leu Ala Gly Gly Ser Thr Asp He Val Tyr 
Tyr Asp Asn Asp Glu Leu He Phe Val Arg Asn Gly Tyr Gly Asp Lys Pro Gly Leu lie Thr Tyr He 
Asn Leu Gly Ser Ser Lys Ala Gly Arg Trp Val Tyr Val Pro Lys Phe Ala Gly Ala Cys He His Glu 
Tyr Thr Gly Asn Leu Gly Gly Trp Val Asp Lys Trp Val Asp Ser Ser Gly Trp Val Tyr Leu Glu Ala 
Pro Ala His Asp Pro Ala Asn Gly Tyr Tyr Gly Tyr Ser Val Trp Ser Tyr Cys Gly Val Gly 

SEQ ID NO.: 63 

atggccaagtacctggagctcgaagagggcggggtcataatgcaggcgttctactgggacgtgccttcaggaggaatatggtgggacacaat 
acggcagaagataccggagtggtacgatgccggaatctccgcaatatggattcccccggcgagcaagggcatgggcggcgcctattcgatg 
ggctacgacccctacgacttctttgacctcggtgagtacgaccagaagggaacggtagagacgcgctttggctccaagcaggagctcgtgaa 
catgataaacacggcccatgcctacggcataaaggccatagcggacatcgtcataaaccaccgcgcaggcggagacctcgagtggaacccg 



Figure 16 (cont.) 



ttcgttggggactacacctggacggacttctcaaaggtggcctcgggcaaatatactgccaactacctcgacttccaccccaacgaggtcaagt 

gctgtgacgagggcacatttggaggcttcccagacatagcccacgagaagagctgggaccagcactggctctgggcgagcgatgagagcta 

cgccgcctacctaaggagcatcggcgttgatgcctggcgctttgactacgtgaagggctacggagcgtgggtcgtcaaggactggctcaactg 

gtggggcggctgggccgttggcgagtactgggacaccaacgttgatgcactcctcaactgggcctactcgagcggcgccaaggtcttcgactt 

cccgctctactacaagatggacgcggcctttgacaacaagaacattcccgcactcgtcgaggccctcaagaacgggggcacagtcgtcagcc 

gcgacccgtttaaggccgtaaccttcgttgcaaaccacgacaccgatataatctggaacaagtatccagcctacgcgttcatcctcacctacgag 

ggccagccgacaatattctaccgcgactacgaggagtggctcaacaaggataagctcaagaacctcatctggatacatgacaacctcgccgg 

aggaagcaccgacatagtctactacgataacgatgaactcatcttcgtcaggaacggctacggggacaagccggggcttataacctacatcaa 

cctaggctggagcaaggccggaaggtgggtttatgtgccgaagttcgcgggcgcgtgcatccacgagtatactggtaacctcggaggctggg 

tagacaagtacgtctactcaagcggctgggtctatctcgaagctccagcttacgaccctgccaacgggcagtatggctactccgtgtggagcta 
ctgcggggtggggtga 

SEQ ID NO.: 64 

Met Ala Lys Tyr Leu Glu Leu Glu Glu Gly Gly Val He Met Gin Ala Phe Tyr Trp Asp Val Pro Ser 
Gly Gly He Trp Trp Asp Thr He Arg Gin Lys He Pro Glu Trp Tyr Asp Ala Gly He Ser Ala He Trp 
He Pro Pro Ala Ser Lys Gly Met Gly Gly Ala Tyr Ser Met Gly Tyr Asp Pro Tyr Asp Phe Phe Asp 
Leu Gly Glu Tyr Asp Gin Lys Gly Thr Val Glu Thr Arg Phe Gly Ser Lys Gin Glu Leu Val Asn 
Met He Asn Thr Ala His Ala Tyr Gly He Lys Ala He Ala Asp He Val He Asn His Arg Ala Gly Gly 
Asp Leu Glu Trp Asn Pro Phe Val Gly Asp Tyr Thr Trp Thr Asp Phe Ser Lys Val Ala Ser Gly Lys 
Tyr Thr Ala Asn Tyr Leu Asp Phe His Pro Asn Glu Val Lys Cys Cys Asp Glu Gly Thr Phe Gly 
Gly Phe Pro Asp He Ala His Glu Lys Ser Trp Asp Gin His Trp Leu Trp Ala Ser Asp Glu Ser Tyr 
Ala Ala Tyr Leu Arg Ser He Gly Val Asp Ala Trp Arg Phe Asp Tyr Val Lys Gly Tyr Gly Ala Trp 
Val Val Lys Asp Trp Leu Asn Trp Trp Gly Gly Trp Ala Val Gly Glu Tyr Trp Asp Thr Asn Val Asp 
Ala Leu Leu Asn Trp Ala Tyr Ser Ser Gly Ala Lys Val Phe Asp Phe Pro Leu Tyr Tyr Lys Met Asp 
Ala Ala Phe Asp Asn Lys Asn He Pro Ala Leu Val Glu Ala Leu Lys Asn Gly Gly Thr Val Val Ser 
Arg Asp Pro Phe Lys Ala Val Thr Phe Val Ala Asn His Asp Thr Asp He He Trp Asn Lys Tyr Pro 
Ala Tyr Ala Phe He Leu Thr Tyr Glu Gly Gin Pro Thr lie Phe Tyr Arg Asp Tyr Glu Glu Trp Leu 
Asn Lys Asp Lys Leu Lys Asn Leu He Trp He His Asp Asn Leu Ala Gly Gly Ser Thr Asp He Val 
Tyr Tyr Asp Asn Asp Glu Leu He Phe Val Arg Asn Gly Tyr Gly Asp Lys Pro Gly Leu He Thr Tyr 
He Asn Leu Gly Trp Ser Lys Ala Gly Arg Trp Val Tyr Val Pro Lys Phe Ala Gly Ala Cys He His 
Glu Tyr Thr Gly Asn Leu Gly Gly Trp Val Asp Lys Tyr Val Tyr Ser Ser Gly Trp Val Tyr Leu Glu 
Ala Pro Ala Tyr Asp Pro Ala Asn Gly Gin Tyr Gly Tyr Ser Val Trp Ser Tyr Cys Gly Val Gly 

SEQ ID NO.: 65 

atggccaagtactccgagctggaagaaggcggcgttataatgcaggccttctactgggacgtcccaggtggaggaatctggtggggcaccat 

caggagcaagataccggagtggtacgaggcgggaatatccgccatttggattcctcccgcgagcaagggtatgagcggcggctattcgatgg 

gctacgacccctacgattattttgacctcggtgagtactaccagaagggaacggtggaaacgaggttcggctcaaagcaggagctcataaacat 

gataaacaccgcccacgcctatggcatgaaggtaatagccgatatagtcatcaaccaccgcgccggcggtgacctggagtggaaccccttcgt 

gaacgactatacctggaccgacttctcaaaggtcgcgtcgggtaaatacacggccaactacctcgacttccacccgaacgagctccatgcggg 

cgattccggaacatttggaggctatcccgacatatgccacgacaagagctgggaccagtactggctctgggccagccaggagagctacgcgg 

catatctcaggagcatcggcatcgatgcctggcgcttcgactacgtcaagggctatgctccctgggtcgtcaaggactggctgaactggtgggg 

aggctgggcggttggagagtactgggacaccaacgtcgacgctgttctcaactgggcatactcgagcggtgccaaggtctttgacttcgccctc 

tactacaagatggacgaggccttcgataacaacaacattcccgccctggtggacgccctcagatacggtcagacagtggtcagccgcgaccc 

gttcaaggctgtgacgtttgtagccaaccacgataccgatataatttggaacaagtacccggcctacgccttcatcctcacctacgagggccagc 

cgacgatattctaccgcgactacgaggagtggctcaacaaggacaggctcaagaacctcatctggatacacgaccacctcgccggtggaagc 

acgagcatagtttactacgacagcgacgagatgatcttcgtgaggaacggctatggaagcaagcctggccttataacttacatcaacctcggctc 

gagcaaggttggaaggtgggtttacgttccgaagttcgcaggctcgtgcatacacgagtacaccggcaatctcggcggctgggtggacaagt 

gggtggactcaagcggctgggtctacctcgaggctcctgcccacgacccggccaacggccagtacggctactccgtctggagctattgcggt 
gttggctga 



Figure 16(cont.) 
SEQ ID NO.: 66 

n ^'J^' '^^t Gin Ala Phe Tyr Trp Asp Val Pro Glv 

Gly Gly He Trp Trp Gly Thr He Arg Ser Lys He Pro Glu Trp Tyr Glu Ala Gly Z SeTAla He Tm Tie 
Pro Pro Ala Ser Lys Gly Met Ser Gly Gly Tyr Ser Met GlyTyr^Asp Pro Tyr Asp T^^l^e Asp ^eu 

An ?Lr If h'^ aI" t'^ 7^' ""'^ ^1" ^e" Met II 

Asn Thr Ala H.s Ala Tyr Gly Met Lys Val He Ala Asp He Val He Asn His Arg Ala Gly Gly Asp 

Thr ? " A lu Asp Phe Ser Lys Val\la Ser Gly lys Tyr 

Irn A ' ^ ^™ Leu His Ala Gly Asp Ser Gly Thr Phe Gly G^y Tyr 

Z f J a' f n'' ^^f^^'^' "^'^ Leu Tn, Ala Ser Gin Glu Ser Tyr Ila Ila 

W A t'^ t '^'^ Tyr Val Lys Gly Tyr Ala Pro T^ Val Val 

Leu A n tZ M ^ J V'^n?'^.?^^ ^lu Tyr Trp AspVhr Asn Val^Asp Ala Val 

Leu Asn Trp Ala Tyr Ser Ser Gly Ala Lys Val Phe Asp Phe Ala Leu Tyr Tyr Lys Met Asp Glu Ala 
Phe Asp Asn Asn Asn He Pro Ala Leu Val Asp Ala Leu Arg Tyr Gly Gin ^hr Val Val Ser Arg Asp 
Pro Phe Lys Ala Val Thr Phe Val Ala Asn His Asp Thr Asp He He Trp Asn Lys Tyr Pro Alfly^ 
A a Phe He Leu Thr Tyr Glu Gly Gin Pro Thr He Phe Tyr Arg Asp T^ Glu gJu T^, Leu Asn Lys 
A p Leu Lys Asn Leu He Trp He His Asp His Leu Ala Gly Gly Ser Thr Ser H^Val Tyr Tyr 
Asp Ser Asp Glu Met He Phe Val Arg Asn Gly Tyr Gly Ser Lys Pro Gly Leu He Thr Tyr He A^n 
Leu Gly Ser Ser Lys Val Gly Arg Trp Val Tyr Val Pro Lys Phe Ala Gly Ser Cys He Hif Glu T^ 

f "p '"a^^^°'^ Lys Trp Val Asp Ser Ser Gly Trp Val iyr Leu Glu Ala^ro 

Ala His Asp Pro Ala Asn Gly Gin Tyr Gly Tyr Ser Val Trp Ser Tyr Cys Gly Val Gly 

SEQ ID NO.: 67 

atggccaagtacctggagctcgaagagggcggggtcataatgcaggcgttctactgggacgtgccttcgggaggaatatggtgggacacaat 

acpcagaagataccggagtggtacgatgccggaatctccgcaatatggattcctcccgcgllcaagg^tga^^^ 
gctacgacccctacgattam^^^^^^ 

gataaacacggcccatgcctacggcataaaggtcatagcggacatcgtcataaaccaccgcgcaggcggagacctegS^^^ 
gttggggactacacctggacggacttctcaaaggtggcctcgggcaaatatactgccaaclaLS^^^^^ 

gtgacgagggcacatttggaggcttcccagacatagcccacgagaagagctgggaccagcactggctctgggcgagcgatg^^^^ 

ggggaggctgggccgtcggggagtactgggacacaaacgttgatgcactgctcaactgggcctactcgagc^^^^^ 

ccgctctactacaagatggacgaggccttcgataacaacaacattcccgccctggtggacgccctcagatacgltcfgacagS^^^^^^ 
gacccgttcaaggctgtgacgtttgtagccaaccacgataccgatat^^^^^^^ 

ccagccgacaatattctaccgcgactacgaggagtggctcaacaaggataagctcaagaacctcatctggata^^^^^ 
gaagcacgagcatagtttactacgacagcgacgagatgatcttcgtgaggaacggctatggaagcaag5:tggccLtaac^^^^^^^ 

ctgcgtl^^^^^^ 
SEQ ID NO.: 68 

Met Ala Lys Tyr Leu Glu Leu Glu Glu Gly Gly Val He Met Gin Ala Phe Tyr Trp Asp Val Pro Ser 
Gly Gly He Trp Trp Asp Thr He Arg Gin Lys He Pro Glu Trp Tyr Asp Ala Gly He Ser Ala He Tm 
A 'A^S '^y^ Ser Met Gly tyr Asp Pro T^ Asp ^yr Phe aJ 

Leu Gly Glu Tyr Tyr Gin Lys Gly TTrr Val Glu Thr Arg Phe 6ly Ser Lys GlnSlu iu He Asn Met 
He Asn T^r Ala H.s A^a Tyr Gly He Lys Val He Ala Asp He Vallle Asn His Arg Ah oiy Gly Asp 
Leu Glu Trp Asn Pro Phe Val Gly Asp Tyr Thr Trp Thr Asp Phe Ser Lys Val A^a Ser Gly Lys Tyr 

Prl A T?'i;'"J^'^f Lys Cys Cys Asp Glu Gly Thr Phe Gly Gly 
Phe Pro Asp He Ala H,s Glu Lys Ser Trp Asp Gin His Trp Leu Trp Ala Ser Asp Glu Ser Tvr Ala 
A a Tyr Leu Arg Ser He Gly Val Asp Ala Trp Arg Phe A^p Tyr V^l Lys Gly T^OrA a 
Val Lys Asp Trp Leu Asp Trp Trp Gly Gly Trp Ala Val Gly Glu Tyr trp Asp ^ Asn Val Asp Ala 
Leu Leu Asn Trp Ala Tyr Ser Ser Asp Ala Lys Val Phe Asp Phe Pro Le^ Tyr^yr Me Asp 



Figure 16 (cont.) 

Ala Phe Asp Asn Asn Asn He Pro Ala Leu Val Asp Ala Leu Arg Tyr Gly Gin Thr Val Val Ser Arg 
AsD Pro Phe Lys Ala Val Thr Phe Val Ala Asn His Asp Thr Asp He He Trp Asn Lys Tyr Pro Ala 
Tvr Ala Phe He Leu Thr Tyr Glu Gly Gin Pro Thr He Phe Tyr Arg Asp Tyr Glu Glu Trp Leu Asn 
lys Asp Lys Leu LysAsn^ eu He Trp He His Asp Asn Leu Ala Gly Gly Ser Thr Ser He Val Tyr 
Ty A p Ser Asp G^u Met He Phe Val Arg Asn Gly Tyr Gly Ser Lys Pro Gly Leu He Thr Tyr 
Asn Leu Gly Ser Ser Lys Val Gly Arg Trp Val Tyr Val Pro Lys Phe Ala Gly A a Cys He His Glu 
T^r Thr Gly Asn Leu Gly Gly Trp Val Asp Lys Trp Val Asp Ser Ser Gly Trp Val Ty^ Leu Glu Ala 
Pro Ala His Asp Pro Ala Asn Gly Tyr Tyr Gly Tyr Ser Val Tip Ser Tyr Cys Val Val Gly 

SclL^^agJLcgggcttataatgcaggccttctactgggacgtcccaggtggaggaatctggtggg^ 
rcccgacfgggcga&TgccgggaW 

rcf^SacatgafggtL^ 

ctggLcgatttctcgaaggtcgcgtcgggcaagtacacggccaactacctcgacttccacccgaacgagcttcacgcgggcgatt^^^^^^^^ 
caWggaggctatcccgacatatgccacgacaagagctgggaccagcactggctctgggccagcaacgaaagctacgccgcctaccto^ 

agcatcgjcatcgacgcctggcgcttcgactacgtcaagggctacgctccctgggtcgtt^^^^ 

SttggSagtaftgggacScaacgtcgatgcactcctgagctgggccte^^^^ 

SgacgaggcctfigLacaacaacatccccgccctcgtggacgccctcaagaacggaggcacgg^ 

ccgtga^cttWcaaccacgataccaacataatctggaacaagtatccggcctacgccttcatcctcacctat^^ 

attctaccgcgactacgaggagtggctcaacaaggacaggctcaggaacctcatctggatacacgaccacctcgcgggaggaagcacagac 

alcStacgacayfcialc^^^^ 

aaggccggaaggtgggtctacgttccgaagttcgcaggctcgtgcatacacgagtacaccggcaacctcggcggctggattgacaaggggt 

?gactcaagcgiSctaccttgaggcccccgcccacga 

ggtga 

Me?Ab L^u Gh. Glu Gly Gly Leu He Met Gin Ala Phe Tyr Trp Asp Val Pro Gly Gly Gly He Trp 
T^ Asp Thr He Ala Gin Lys He Pro Asp Trp Ala Ser Ala Gly He Ser Ala He Trp He ^ro Fro AU 
Ser Lys Gly Met Ser Gly Gly Tyr Ser Met Gly Tyr Asp Pro Tyr Asp Phe Phe Asp Leu Gly Glu Tyr 
Tyr Gin Lys Gly Ser Val Glu Thr Arg Phe Gly Ser Lys Glu Glu Leu Val Asn Met He Asn Thr Ala 
H^ Ala His Asn Met Lys Val He Ala Asp He Val He Asn His Arg Ala Gly Gly Asp Leu Glu Trp 
Asn Pro Phe Thr Asn Ser Tyr Thr Trp Thr Asp Phe Ser Lys Val Ala Ser Gly Lys Tyr Thr Ala Asn 
t" Leu Asp Phe His Pro Asn Glu Leu His Ala Gly Asp Ser Gly Thr Phe Gly Gly Tyr Pro Asp He 
Cvs His Asp Lys Ser Trp Asp Gin His Trp Leu Trp Ala Ser Asn Glu Ser Tyr Ala Ala Tyr Leu Arg 
2r He Gty He Asp Ala Trp Arg Phe Asp Tyr Val Lys Gly Tyr Ala T^. ^al Val Lys Asn Trp 
Leu Asn Arg Trp Gly Gly Trp Ala Val Gly Glu Tyr Trp Asp Thr Asn Val Asp Ala Leu Leu Ser Trp 
A a T "asp Se^Gly Ala'^LyTval Phe Asp Phe Pro Leu Tyr Tyr Lys Met Asp Glu Ala Phe Asp 
A n Asn Asn He Pro Ala Leu Val Asp Ala Leu Lys Asn Gly Gly Thr Val Val Ser Arg Asp Pro Phe 
Lys Ala Val Thr Phe Val Ala Asn His Asp Thr Asn He He Trp Asn Lys Tyr Pro A a Tyr Ala Phe He 
Leu Thr Tyr Glu Gly Gin Pro Ala He Phe Tyr Arg Asp Tyr Glu Glu Trp Leu Asn Lys Asp Arg Leu 
Arg Asn L^u He Trp He His Asp His Leu Ala Gly Gly Ser Thr Asp He He Tyr Tyr Asp Ser Asp Glu 
Leu He Phe Val Arg Asn Gly Tyr Gly Asp Lys Pro Gly Leu He Thr Tyr He Asn Leu Gly Ser Ser 
Lvs Ala Glv Arc Trp Val Tyr Val Pro Lys Phe Ala Gly Ser Cys He His Glu Tyr Thr Gly Asn Leu 
gT; Gly Tr^ He Asp Lys Tr^ Val Asp Ser Ser Gly Arg Val Tyr Leu Glu Ala Pro Ala H.s Asp Pro 
Ala Asn Gly Gin Tyr Gly Tyr Ser Val Trp Ser Tyr Cys Gly Val Gly 

atgS^totggigJgggcgggcttataatgcaggcattcta^ 

acccgacfigcaagcgccgggatttcggcgatatggattccccccgcgagcaagggtatgagcggcggctattcgatgggc^^^ 



Figure 1 6 (cont.) 



acgattattttgacctcggtgagtactaccagaagggaacggtggaaacaagattcggctcaaagcaggagctcataaacatgataaacaccg 

cccacgcctatggcatgaaggtaatagccgatatagtcatcaaccaccgcgccggcggcgatctggagtggaaccccttcgtgaacgactata 

cctggaccgacttctcgaaggtcgcgtcgggtaaatacacggccaactacctcgacttccacccgaacgagctccacgcgggcgattccgga 

acatttggaggctatcccgacatatgccacgacaagagctgggaccagtactggctctgggccagccaggagagctacgcggcctatctcag 

gagcatcggcatcgacgcctggcgcttcgactacgtcaagggctatgctccctgggtcgtcagggactggctgaactggtggggaggctggg 

cagttggagagtactgggacaccaacgtcgacgctgttctcaactgggcatactcgagcggtgccaaggtctttgacttcgccctctactacaag 

atggacgaggccttcgataacaacaacattcccgccctggtggacgccctcagatacggccagacagtggtcagccgcgacccgttcaaggc 

tgtgacgtttgtagccaaccacgataccgacataatctggaacaagtatccagcctacgcgttcatcctcacctacgagggccagccgacaatat 

tctaccgcgactacgaggagtggctcaacaaggacaagctcaagaacctcatctggatacatgacaacctcgccggagggagcactgacatc 

gtttactacgacaacgacgagctgatattcgtgagaaacggctacggaagcaagccgggactgataacatacatcaacctcggctcaagcaaa 

gccggaaggtgggtttacgttccgaagttcgcaggctcgtgcatacacgagtacaccggcaacctcggcggctgggtggacaagtgggtgga 

ctcaagcggctgggtttacctcgaggctcctgcccacgacccggccaacggccagtacggctactccgtttggagctattgcggtgttgggtga 



Met Ala Leu Glu Glu Gly Gly Leu He Met Gin Ala Phe Tyr Trp Asp Val Pro Met Gly Gly lie Trp 
Trp Asp Thr He Ala Gin Lys He Pro Asp Trp Ala Ser Ala Gly He Ser Ala He Trp He Pro Pro Ala 
Ser Lys Gly Met Ser Gly Gly Tyr Ser Met Gly Tyr Asp Pro Tyr Asp Tyr Phe Asp Leu Gly Glu Tyr 
Tyr Gin Lys Gly Thr Val Glu Thr Arg Phe Gly Ser Lys Gin Glu Leu He Asn Met He Asn Thr Ala 
His Ala Tyr Gly Met Lys Val He Ala Asp He Val He Asn His Arg Ala Gly Gly Asp Leu Glu Trp 
Asn Pro Phe Val Asn Asp Tyr Thr Trp Thr Asp Phe Ser Lys Val Ala Ser Gly Lys Tyr Thr Ala Asn 
Tyr Leu Asp Phe His Pro Asn Glu Leu His Ala Gly Asp Ser Gly Thr Phe Gly Gly Tyr Pro Asp He 
Cys His Asp Lys Ser Trp Asp Gin Tyr Trp Leu Trp Ala Ser Gin Glu Ser Tyr Ala Ala Tyr Leu Arg 
Ser He Gly He Asp Ala Trp Arg Phe Asp Tyr Val Lys Gly Tyr Ala Pro Trp Val Val Arg Asp Trp 
Leu Asn Trp Trp Gly Gly Trp Ala Val Gly Glu Tyr Trp Asp Thr Asn Val Asp Ala Val Leu Asn Trp 
Ala Tyr Ser Ser Gly Ala Lys Val Phe Asp Phe Ala Leu Tyr Tyr Lys Met Asp Glu Ala Phe Asp Asn 
Asn Asn He Pro Ala Leu Val Asp Ala Leu Arg Tyr Gly Gin Thr Val Val Ser Arg Asp Pro Phe Lys 
Ala Val Thr Phe Val Ala Asn His Asp Thr Asp He He Trp Asn Lys Tyr Pro Ala Tyr Ala Phe He 
Leu Thr Tyr Glu Gly Gin Pro Thr He Phe Tyr Arg Asp Tyr Glu Glu Trp Leu Asn Lys Asp Lys Leu 
Lys Asn Leu He Trp He His Asp Asn Leu Ala Gly Gly Ser Thr Asp He Val Tyr Tyr Asp Asn Asp 
Glu Leu He Phe Val Arg Asn Gly Tyr Gly Ser Lys Pro Gly Leu He Thr Tyr He Asn Leu Gly Ser Ser 
Lys Ala Gly Arg Trp Val Tyr Val Pro Lys Phe Ala Gly Ser Cys He His Glu Tyr Thr Gly Asn Leu 
Gly Gly Trp Val Asp Lys Trp Val Asp Ser Ser Gly Trp Val Tyr Leu Glu Ala Pro Ala His Asp Pro 
Ala Asn Gly Gin Tyr Gly Tyr Ser Val Trp Ser Tyr Cys Gly Val Gly 

SEQIDNO.: 77 

atggctctggaagagggcgggctcataatgcaggccttctactgggacgtccccatgggaggaatctggtgggacacgatagcccagaagat 

acccgactgggcaagcgccgggatttcggcgatatggatccctcccgcgagcaagggtatgagcggcggctattcgatgggctacgacccct 

acgattattttgacctcggtgagtactaccagaagggaacggtggaaacgaggttcggctcaaagcaggagctcataaacatgataaacaccg 

cccacgcctatggcatgaaggtaatagccgatatagtcatcaaccaccgcgccggcggtgacctggagtggaaccccttcgtgaacgactata 

cctggaccgacttctcaaaggtcgcgtcgggtaaatacacggccaactacctcgacttccacccgaacgagctccatgcgggcgattccggaa 

catttggaggctatcccgacatatgccacgacaagagctgggaccagtactggctctgggccagccaggagagctacgcggcatatctcagg 

agcatcggcatcgatgcctggcgcttcgactacgtcaagggctatgctccctgggtcgtcaaggactggctgaactggtggggaggctgggc 

ggttggagagtactgggacaccaacgtcgacgctgttctcaactgggcatactcgagcggtgccaaggtctttgacttcgccctctactacaaga 

tggacgaggccttcgataacaacaacattcccgccctggtggacgccctcagatacggtcagacagtggtcagccgcgacccgttcaaggct 

gtgacgtttgtagccaaccacgataccgacataatctggaacaagtatccagcctacgcgttcatcctcacctacgagggccagccgacaatatt 

ctaccgcgactacgaggagtggctcaacaaggataagctcaagaacctcatctggatacatgacaacctcgccggagggagcactgacatcg 

tttactacgacaacgacgagctgatattcgtgagaaacggctacggaagcaagccgggactgataacatacatcaacctcgcctcaagcaaag 

ccggaaggtgggtttacgttccgaagttcgcaggctcgtgcatacacgagtacaccggcaatctcggcggctgggtggacaagtgggtggac 

tcaagcggctgggtctacctcgaggctcctgcccacgacccggccaacggccagtacggctactccgtctggagctactgcggtgttgggtga 
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SEQ ID NO.: 78 

Met Ala Leu Glu Glu Gly Gly Leu He Met Gin Ala Phe Tyr Trp Asp Val Pro Met Gly Gly He Trp 
Tip Asp Thr He Ala Gin Lys He Pro Asp Trp Ala Ser Ala Gly He Ser Ala He Trp He Pro Pro Ala 
Ser Lys Gly Met Ser Gly Gly Tyr Ser Met Gly Tyr Asp Pro Tyr Asp Tyr Phe Asp Leu Gly Glu Tyr 
Tyr Gin Lys Gly Thr Val Glu Thr Arg Phe Gly Ser Lys Gin Glu Leu He Asn Met He Asn Thr Ala 
His Ala Tyr Gly Met Lys Val He Ala Asp He Val He Asn His Arg Ala Gly Gly Asp Leu Glu Trp 
Asn Pro Phe Val Asn Asp Tyr Thr Trp Thr Asp Phe Ser Lys Val Ala Ser Gly Lys Tyr Thr Ala Asn 
Tyr Leu Asp Phe His Pro Asn Glu Leu His Ala Gly Asp Ser Gly Thr Phe Gly Gly Tyr Pro Asp He 
Cys His Asp Lys Ser Trp Asp Gin Tyr Trp Leu Trp Ala Ser Gin Glu Ser Tyr Ala Ala Tyr Leu Arg 
Ser He Gly He Asp Ala Trp Arg Phe Asp Tyr Val Lys Gly Tyr Ala Pro Trp Val Val Lys Asp Trp 
Leu Asn Trp Trp Gly Gly Trp Ala Val Gly Glu Tyr Trp Asp Thr Asn Val Asp Ala Val Leu Asn Trp 
Ala Tyr Ser Ser Gly Ala Lys Val Phe Asp Phe Ala Leu Tyr Tyr Lys Met Asp Glu Ala Phe Asp Asn 
Asn Asn He Pro Ala Leu Val Asp Ala Leu Arg Tyr Gly Gin Thr Val Val Ser Arg Asp Pro Phe Lys 
Ala Val Thr Phe Val Ala Asn His Asp Thr Asp He He Trp Asn Lys Tyr Pro Ala Tyr Ala Phe He 
Leu Thr Tyr Glu Gly Gin Pro Thr He Phe Tyr Arg Asp Tyr Glu Glu Trp Leu Asn Lys Asp Lys Leu 
Lys Asn Leu He Trp He His Asp Asn Leu Ala Gly Gly Ser Thr Asp He Val Tyr Tyr Asp Asn Asp 
Glu Leu He Phe Val Arg Asn Gly Tyr Gly Ser Lys Pro Gly Leu He Thr Tyr He Asn Leu Ala Ser Ser 
Lys Ala Gly Arg Trp Val Tyr Val Pro Lys Phe Ala Gly Ser Cys He His Glu Tyr Thr Gly Asn Leu 
Gly Gly Trp Val Asp Lys Trp Val Asp Ser Ser Gly Trp Val Tyr Leu Glu Ala Pro Ala His Asp Pro 
Ala Asn Gly Gin Tyr Gly Tyr Ser Val Trp Ser Tyr Cys Gly Val Gly 

SEQ ID NO.: 79 

atgaagcctgcgaaactcctcgtctttgtgctcgtagtctctatcctcgcggggctctacgcccagcccgcgggggcggccaagtacctggagc 

tcgaagagggcggcgtcataatgcaggcgttctactgggacgtgccttcaggaggaatatggtgggacacaatacggcagaagataccgga 

gtggtacgatgccggaatctccgcaatatggattcccccggcgagcaagggcatgggcggcgcctattcgatgggctacgacccctacgactt 

ctttgacctcggtgagtacgaccagaagggaacggtagagacgcgctttggctccaagcaggagctcgtgaacatgataaacaccgcccacg 

cctacggcatcaaggtcatcgcagacatagtaatcaaccaccgcgccggaggagaccttgagtggaaccccttcgtcaatgactacacctgga 

cggacttctcgaaggtcgcttccggcaagtacacggccaactacctcgacttccaccccaacgaggtcaagtgctgcgacgagggcacctttg 

gagggttcccggacatagcccacgagaagagctgggaccagtactggctctgggcgagcaacgagagctacgccgcctacctcaggagca 

tcggcgttgacgcatggcgcttcgactacgtcaagggctacggagcgtgggtcgtcaaggactggctggactggtggggaggctgggccgt 

cggggagtactgggacacaaacgttgatgcactgctcaactgggcctactcgagcgatgcaaaagtcttcgacttcccgctctactacaagatg 

gacgcggcctttgacaacaagaacattcccgcactcgtcgaggccctcaagaacgggggcacagtcgtcagccgcgacccgtttaaggccgt 

aaccttcgttgcaaaccacgacacggacataatttggaacaagtacccggcctacgccttcatcctcacctacgagggccagccgacgatattc 

taccgcgactacgaggagtggctcaacaaggacaggctcaagaacctcatctggatacacgaccacctcgccggtggaagcaccgacatag 

tctactacgataacgatgaactcatcttcgtcaggaacggctacggggacaagccggggcttataacctacatcaacctaggctcgagcaagg 

ccgggaggtgggtctacgttccgaagttcgcgggagcgtgcatccacgagtacaccggcaacctcggcggctgggtggacaagtgggtgga 

ctcaagcgggtgggtgtacctcgaggcccctgcccacgacccggccaacggctattacggctactccgtctggagctactgcggggtgggct 

ga 

SEQ ID NO.: 80 

Met Lys Pro Ala Lys Leu Leu Val Phe Val Leu Val Val Ser He Leu Ala Gly Leu Tyr Ala Gin Pro 
Ala Gly Ala Ala Lys Tyr Leu Glu Leu Glu Glu Gly Gly Val He Met Gin Ala Phe Tyr Trp Asp Val 
Pro Ser Gly Gly He Trp Trp Asp Thr He Arg Gin Lys He Pro Glu Trp Tyr Asp Ala Gly He Ser Ala 
He Trp He Pro Pro Ala Ser Lys Gly Met Gly Gly Ala Tyr Ser Met Gly Tyr Asp Pro Tyr Asp Phe 
Phe Asp Leu Gly Glu Tyr Asp Gin Lys Gly Thr Val Glu Thr Arg Phe Gly Ser Lys Gin Glu Leu Val 
Asn Met He Asn Thr Ala His Ala Tyr Gly He Lys Val He Ala Asp He Val He Asn His Arg Ala Gly 
Gly Asp Leu Glu Trp Asn Pro Phe Val Asn Asp Tyr Thr Trp Thr Asp Phe Ser Lys Val Ala Ser Gly 
Lys Tyr Thr Ala Asn Tyr Leu Asp Phe His Pro Asn Glu Val Lys Cys Cys Asp Glu Gly Thr Phe 
Gly Gly Phe Pro Asp He Ala His Glu Lys Ser Trp Asp Gin Tyr Trp Leu Trp Ala Ser Asn Glu Ser 
Tyr Ala Ala Tyr Leu Arg Ser lie Gly Val Asp Ala Trp Arg Phe Asp Tyr Val Lys Gly Tyr Gly Ala 



Figure 1 6 (cont.) 



Trp Val Val Lys Asp Trp Leu Asp Trp Trp Gly Gly Trp Ala Val Gly Glu Tyr Trp Asp Thr Asn Val 
Asp Ala Leu Leu Asn Trp Ala Tyr Ser Ser Asp Ala Lys Val Phe Asp Phe Pro Leu Tyr Tyr Lys Met 
Asp Ala Ala Phe Asp Asn Lys Asn He Pro Ala Leu Val Glu Ala Leu Lys Asn Gly Gly Thr Val Val 
Ser Arg Asp Pro Phe Lys Ala Val Thr Phe Val Ala Asn His Asp Thr Asp lie He Trp Asn Lys Tyr 
Pro Ala Tyr Ala Phe He Leu Thr Tyr Glu Gly Gin Pro Thr He Phe Tyr Arg Asp Tyr Glu Glu Trp 
Leu Asn Lys Asp Arg Leu Lys Asn Leu He Trp lie His Asp His Leu Ala Gly Gly Ser Thr Asp He 
Val Tyr Tyr Asp Asn Asp Glu Leu He Phe Val Arg Asn Gly Tyr Gly Asp Lys Pro Gly Leu He Thr 
Tyr lie Asn Leu Gly Ser Ser Lys Ala Gly Arg Trp Val Tyr Val Pro Lys Phe Ala Gly Ala Cys He 
His Glu Tyr Thr Gly Asn Leu Gly Gly Trp Val Asp Lys Trp Val Asp Ser Ser Gly Trp Val Tyr Leu 
Glu Ala Pro Ala His Asp Pro Ala Asn Gly Tyr Tyr Gly Tyr Ser Val Trp Ser Tyr Cys Gly Val Gly 

SEQ ID NO.: 81 

atgaagaagtttgtcgccctgttcataaccatgtttttcgtagtgagcatggcagtcgttgcacagccagctagcgccgcaaagtattccgagctc 

gaagaaggcggcgttataatgcaggccttctactgggacgtcccaggtggaggaatctggtgggacaccatcaggagcaagataccggagt 

ggtacgaggcgggaatatccgccatttggattccgccagccagcaaggggatgagcggcggttactcgatgggctacgatccctacgatttctt 

tgacctcggcgagtacaaccagaagggaaccatcgaaacgcgctttggctctaaacaggagctcatcaatatgataaacacggcccatgccta 

cggcataaaggtcatagcggacatcgtcataaaccaccgcgcaggcggagacctcgagtggaacccgttcgttggggactacacctggacg 

gacttctcaaaggtggcctcgggcaaatatactgccaactacctcgacttccaccccaacgaggtcaagtgctgtgacgagggcacatttggag 

gcttcccagacatagcccacgagaagagctgggaccagcactggctctgggcgagcgatgagagctacgccgcctacctaaggagcatcg 

gcgttgatgcctggcgctttgactacgtgaagggctacggagcgtgggtcgtcaaggactggctcaactggtggggcggctgggccgttggc 

gagtactgggacaccaacgttgatgcactcctcaactgggcctactcgagcggcgccaaggtcttcgacttcccgctctactacaagatggatg 

aggcctttgacaacaaaaacattccagcgctcgtctctgcccttcagaacggccagactgttgtctcccgcgacccgttcaaggccgtaaccttt 

gtagcaaaccacgacaccgatataatctggaacaagtaccttgcttatgctttcatcctcacctacgaaggccagcccgtcatattctaccgcgac 

tacgaggagtggctcaacaaggacaggttgaacaacctcatatggatacacgaccacctcgcaggtggaagcacgagcatagtctactacga 

cagcgacgagatgatcttcgtgaggaacggctatggaagcaagcctggccttataacttacatcaacctcggctcgagcaaggttggaaggtg 

ggtttatgtgccgaagttcgcgggcgcgtgcatccacgagtatactggtaacctcggaggctgggtagacaagtacgtctactcaagcggctg 

ggtctatctcgaagctccagcttacgaccctgccaacgggcagtatggctactccgtgtggagctattgcggtgttgggtga 

SEQ ID NO.: 82 

Met Lys Lys Phe Val Ala Leu Phe He Thr Met Phe Phe Val Val Ser Met Ala Val Val Ala Gin Pro 
Ala Ser Ala Ala Lys Tyr Ser Glu Leu Glu Glu Gly Gly Val He Met Gin Ala Phe Tyr Trp Asp Val 
Pro Gly Gly Gly He Trp Trp Asp Thr He Arg Ser Lys He Pro Glu Trp Tyr Glu Ala Gly He Ser Ala 
He Trp He Pro Pro Ala Ser Lys Gly Met Ser Gly Gly Tyr Ser Met Gly Tyr Asp Pro Tyr Asp Phe 
Phe Asp Leu Gly Glu Tyr Asn Gin Lys Gly Thr He Glu Thr Arg Phe Gly Ser Lys Gin Glu Leu He 
Asn Met He Asn Thr Ala His Ala Tyr Gly He Lys Val He Ala Asp He Val He Asn His Arg Ala Gly 
Gly Asp Leu Glu Trp Asn Pro Phe Val Gly Asp Tyr Thr Trp Thr Asp Phe Ser Lys Val Ala Ser Gly 
Lys Tyr Thr Ala Asn Tyr Leu Asp Phe His Pro Asn Glu Val Lys Cys Cys Asp Glu Gly Thr Phe 
Gly Gly Phe Pro Asp He Ala His Glu Lys Ser Trp Asp Gin His Trp Leu Trp Ala Ser Asp Glu Ser 
Tyr Ala Ala Tyr Leu Arg Ser He Gly Val Asp Ala Trp Arg Phe Asp Tyr Val Lys Gly Tyr Gly Ala 
Trp Val Val Lys Asp Trp Leu Asn Trp Trp Gly Gly Trp Ala Val Gly Glu Tyr Trp Asp Thr Asn Val 
Asp Ala Leu Leu Asn Trp Ala Tyr Ser Ser Gly Ala Lys Val Phe Asp Phe Pro Leu Tyr Tyr Lys Met 
Asp Glu Ala Phe Asp Asn Lys Asn He Pro Ala Leu Val Ser Ala Leu Gin Asn Gly Gin Thr Val Val 
Ser Arg Asp Pro Phe Lys Ala Val Thr Phe Val Ala Asn His Asp Thr Asp He He Trp Asn Lys Tyr 
Leu Ala Tyr Ala Phe He Leu Thr Tyr Glu Gly Gin Pro Val He Phe Tyr Arg Asp Tyr Glu Glu Trp 
Leu Asn Lys Asp Arg Leu Asn Asn Leu He Trp He His Asp His Leu Ala Gly Gly Ser Thr Ser He 
Val Tyr Tyr Asp Ser Asp Glu Met He Phe Val Arg Asn Gly Tyr Gly Ser Lys Pro Gly Leu He Thr 
Tyr He Asn Leu Gly Ser Ser Lys Val Gly Arg Trp Val Tyr Val Pro Lys Phe Ala Gly Ala Cys He 
His Glu Tyr Thr Gly Asn Leu Gly Gly Trp Val Asp Lys Tyr Val Tyr Ser Ser Gly Trp Val Tyr Leu 
Glu Ala Pro Ala Tyr Asp Pro Ala Asn Gly Gin Tyr Gly Tyr Ser Val Trp Ser Tyr Cys Gly Val Gly 




Figure 16 (cont.) 
SEQ ID NO.: 83 

atggctctggaagacggcgggctcataatgcaggccttctactgggatgttcctggaggaggaatctggtgggacacaatagctcaaaagata 

cccgaatgggcaagtgcaggaatctcagcgatatggattccaccagcgagtaagggcatgagcggtggttattccatgggctacgatccctac 

gatttctttgacctcggcgagtactatcagaaggggacagttgagacgcgcttcggctcaaaggaagaactggtgaacatgataaacaccgca 

cactcctacggcataaaggtgatagcagacatagtcataaaccaccgcgccggtggagaccttgagtggaaccccttcgtgaacgactatacct 

ggacagacttctcaaaagtcgcctccggtaaatatacggccaactaccttgacttccacccaaacgagcttcactgttgtgatgaaggtacctttg 

gaggataccctgatatatgtcacgacaaaagctgggaccagtactggctctgggcgagcagcgaaagctacgctgcctacctcaggagcata 

ggggttgacgcctggcgtttcgactacgtcaagggctacggagcatgggttgttaacgactggctcagctggtggggaggctgggccgttgga 

gagtactgggacacgaacgttgatgcactcctcaactgggcatacagcagcggcgccaaggtctttgacttcccgctctactacaagatggacg 

aagccttcgacaacaccaacatcccggcattagtggatgcactcagatacggccagacagtggtcagccgcgatcccttcaaggcggtaacttt 

cgttgccaaccacgatacagatataatctggaacaagtatccggcttatgcattcatccttacctatgagggacagcctgttatattctaccgcgac 

tacgaggagtggctcaacaaggataagcttaacaacctcatctggatacacgatcaccttgctggagggagtactgacattgtttactacgacag 

cgacgagcttatctttgtgagaaacggctatggcaccaaaccaggactgataacctatatcaacctcggctcaagcaaagttggaaggtgggtc 

tacgttccaaagttcgccggttcatgcatccacgagtacaccggcaacctcggcggttggatagacaagtacgtctcctccagcggctgggtct 

atcttgaggccccagcccacgacccggcgaacggctactacggctactccgtatggagctactgcggggttgggtga 

SEQ ID NO.: 84 

Met Ala Leu Glu Asp Gly Gly Leu He Met Gin Ala Phe Tyr Trp Asp Val Pro Gly Gly Gly He Trp 
Trp Asp Thr He Ala Gin Lys He Pro Glu Trp Ala Ser Ala Gly He Ser Ala He Trp He Pro Pro Ala 
Ser Lys Gly Met Ser Gly Gly Tyr Ser Met Gly Tyr Asp Pro Tyr Asp Phe Phe Asp Leu Gly Glu Tyr 
Tyr Gin Lys Gly Thr Val Glu Thr Arg Phe Gly Ser Lys Glu Glu Leu Val Asn Met He Asn Thr Ala 
His Ser Tyr Gly He Lys Val He Ala Asp He Val He Asn His Arg Ala Gly Gly Asp Leu Glu Trp Asn 
Pro Phe Val Asn Asp Tyr Thr Trp Thr Asp Phe Ser Lys Val Ala Ser Gly Lys Tyr Thr Ala Asn Tyr 
Leu Asp Phe His Pro Asn Glu Leu His Cys Cys Asp Glu Gly Thr Phe Gly Gly Tyr Pro Asp He Cys 
His Asp Lys Ser Trp Asp Gin Tyr Trp Leu Trp Ala Ser Ser Glu Ser Tyr Ala Ala Tyr Leu Arg Ser 
He Gly Val Asp Ala Trp Arg Phe Asp Tyr Val Lys Gly Tyr Gly Ala Trp Val Val Asn Asp Trp Leu 
Ser Trp Trp Gly Gly Trp Ala Val Gly Glu Tyr Trp Asp Thr Asn Val Asp Ala Leu Leu Asn Trp Ala 
Tyr Ser Ser Gly Ala Lys Val Phe Asp Phe Pro Leu Tyr Tyr Lys Met Asp Glu Ala Phe Asp Asn Thr 
Asn He Pro Ala Leu Val Asp Ala Leu Arg Tyr Gly Gin Thr Val Val Ser Arg Asp Pro Phe Lys Ala 
Val Thr Phe Val Ala Asn His Asp Thr Asp He He Trp Asn Lys Tyr Pro Ala Tyr Ala Phe He Leu 
Thr Tyr Glu Gly Gin Pro Val He Phe Tyr Arg Asp Tyr Glu Glu Trp Leu Asn Lys Asp Lys Leu Asn 
Asn Leu He Trp He His Asp His Leu Ala Gly Gly Ser Thr Asp He Val Tyr Tyr Asp Ser Asp Glu 
Leu He Phe Val Arg Asn Gly Tyr Gly Thr Lys Pro Gly Leu He Thr Tyr He Asn Leu Gly Ser Ser 
Lys Val Gly Arg Trp Val Tyr Val Pro Lys Phe Ala Gly Ser Cys He His Glu Tyr Thr Gly Asn Leu 
Gly Gly Trp He Asp Lys Tyr Val Ser Ser Ser Gly Trp Val Tyr Leu Glu Ala Pro Ala His Asp Pro 
Ala Asn Gly Tyr Tyr Gly Tyr Ser Val Trp Ser Tyr Cys Gly Val Gly 

SEQ ID NO.: 85 

atggctctggaagagggcgggcttataatgcaggcattctattgggacgtcccaggtggaggaatctggtgggacaccatagcccagaagata 

cccgaatgggcaagtgcaggaatctcagcgatatggattccaccagcgagtaagggaatgagcggtggttattccatgggctacgatccctac 

gatttctttgacctcggcgagtactatcagaaggggacagttgagacgcgcttcggctcaaaggaagaactggtgaacatgataaacaccgca 

cactcctacggcataaaggtgatagcggacatagtcataaaccaccgcgccggtggaggcctcgagtggaaccccttcgtgaacgactatacc 

tggacagacttctcaaaagtcgcctccggtaaatatacagccaactaccttgacttccacccaaacgagcttcactgttgtgatgaaggtacctttg 

gaggataccctgatatatgtcacgacaaaagctgggaccagtactggctctgggcgagcagcgaaagctacgctgcctacctcaggagcata 

ggggttgacgcctggtgtttcgactacgtcaagggctacggagcctgggttgttaacgactggctcagctggtggggaggctgggccgttgga 

gagtactgggacactaacgttgatgcactcctcaactgggcatacaacagcggcgccaaggtctttgacttcccgctctactacaagatggacg 

aagccttcgacaataccaacatccccgctttggtttacgccctcaagaatggcgggacagtggtcagccgcgacccattcaaggcggtaacttt 

cgttgccaaccacgatacagatataatctggaacaagtatccggcttatgcattcatccttacctatgagggacagcctgttatattctaccgcgac 

tacgaggagtggctcaacaaggataagcttaacaacctcatctggatacacgatcaccttgctggagggagtactgacattgtttactacgacag 

cgacgagcttatctttgtgagaaacggctatggcaccaaaccaggactgataacctatatcaacctcggctcaagcaaagctggaaggtgggtc 




Figure 1 6 (cont.) 

tacgttccaaagttcgccggttcatgcatccacgagtacaccggcagcctcggcggttggatagacaagtacgtctcctccagcggctgggtct 
accttgaggccccggcccacgacccggccaatggccagtatggctactccgtctggagctattgcggggttgggtga 

SEQ ID NO.: 86 

Met Ala Leu Glu Glu Gly Gly Leu He Met Gin Ala Phe Tyr Trp Asp Val Pro Gly Gly Gly He Trp 
Trp Asp Thr He Ala Gin Lys He Pro Glu Trp Ala Ser Ala Gly He Ser Ala He Trp He Pro Pro Ala 
Ser Lys Gly Met Ser Gly Gly Tyr Ser Met Gly Tyr Asp Pro Tyr Asp Phe Phe Asp Leu Gly Glu Tyr 
Tyr Gin Lys Gly Thr Val Glu Thr Arg Phe Gly Ser Lys Glu Glu Leu Val Asn Met He Asn Thr Ala 
His Ser Tyr Gly He Lys Val He Ala Asp He Val He Asn His Arg Ala Gly Gly Gly Leu Glu Trp Asn 
Pro Phe Val Asn Asp Tyr Thr Trp Thr Asp Phe Ser Lys Val Ala Ser Gly Lys Tyr Thr Ala Asn Tyr 
Leu Asp Phe His Pro Asn Glu Leu His Cys Cys Asp Glu Gly Thr Phe Gly Gly Tyr Pro Asp He Cys 
His Asp Lys Ser Trp Asp Gin Tyr Trp Leu Trp Ala Ser Ser Glu Ser Tyr Ala Ala Tyr Leu Arg Ser 
He Gly Val Asp Ala Trp Cys Phe Asp Tyr Val Lys Gly Tyr Gly Ala Trp Val Val Asn Asp Trp Leu 
Ser Trp Trp Gly Gly Trp Ala Val Gly Glu Tyr Trp Asp Thr Asn Val Asp Ala Leu Leu Asn Trp Ala 
Tyr Asn Ser Gly Ala Lys Val Phe Asp Phe Pro Leu Tyr Tyr Lys Met Asp Glu Ala Phe Asp Asn 
Thr Asn He Pro Ala Leu Val Tyr Ala Leu Lys Asn Gly Gly Thr Val Val Ser Arg Asp Pro Phe Lys 
Ala Val Thr Phe Val Ala Asn His Asp Thr Asp He He Trp Asn Lys Tyr Pro Ala Tyr Ala Phe He 
Leu Thr Tyr Glu Gly Gin Pro Val He Phe Tyr Arg Asp Tyr Glu Glu Trp Leu Asn Lys Asp Lys Leu 
Asn Asn Leu He Trp He His Asp His Leu Ala Gly Gly Ser Thr Asp He Val Tyr Tyr Asp Ser Asp 
Glu Leu He Phe Val Arg Asn Gly Tyr Gly Thr Lys Pro Gly Leu He Thr Tyr He Asn Leu Gly Ser 
Ser Lys Ala Gly Arg Trp Val Tyr Val Pro Lys Phe Ala Gly Ser Cys He His Glu Tyr Thr Gly Ser 
Leu Gly Gly Trp He Asp Lys Tyr Val Ser Ser Ser Gly Trp Val Tyr Leu Glu Ala Pro Ala His Asp 
Pro Ala Asn Gly Gin Tyr Gly Tyr Ser Val Trp Ser Tyr Cys Gly Val Gly 

SEQ ID NO: 87 

atgttcctgctcgcgtttttgctcactgcctcgctgttctgcccaacaggacagcccgccaaggctgccgcaccgtttaacggcaccatgatgca 

gtattttgaatggtacttgccggatgatggcacgttatggaccaaagtggccaatgaagccaacaacttatccagccttggcatcaccgctctttg 

gctgccgcccgcttacaaaggaacaagccgcagcgacgtagggtacggagtatacgacttgtatgacctcggcgaattcaatcaaaaaggga 

ccgtccgcacaaaatacggaacaaaagctcaatatcttcaagccattcaagccgcccacgccgctggaatgcaagtgtacgccgatgtcgtgtt 

cgaccataaaggcggcgctgacggcacggaatgggtggacgccgtcgaagtcaatccgtccgaccgcaaccaagaaatctcgggcacctat 

caaatccaagcatggacgaaatttgattttcccgggcggggcaacacctactccagctttaagtggcgctggtaccattttgacggcgttgattgg 

gacgaaagccgaaaattgagccgcatttacaaattccgcggcatcggcaaagcgtgggattgggaagtagacacggaaaacggaaactatg 

actacttaatgtatgccgaccttgatatggatcatcccgaagtcgtgaccgagctgaaaaactgggggaaatggtatgtcaacacaacgaacatt 

gatgggttccggcttgatgccgtcaagcatattaagttcagtttttttcctgattggttgtcgtatgtgcgttctcagactggcaagccgctatttaccg 

tcggggaatattggagctatgacatcaacaagttgcacaattacattacgaaaacagacggaacgatgtctttgtttgatgccccgttacacaaca 

aattttataccgcttccaaatcagggggcgcatttgatatgcgcacgttaatgaccaatactctcatgaaagatcaaccgacattggccgtcacctt 

cgttgataatcatgacaccgaacccggccaagcgctgcagtcatgggtcgacccatggttcaaaccgttggcttacgcctttattctaactcggc 

aggaaggatacccgtgcgtcttttatggtgactattatggcattccacaatataacattccttcgctgaaaagcaaaatcgatccgctcctcatcgc 

gcgcagggattatgcttacggaacgcaacatgattatcttgatcactccgacatcatcgggtggacaagggaaggggtcactgaaaaaccagg 

atccgggctggccgcactgatcaccgatgggccgggaggaagcaaatggatgtactgttggcaaacaacacgctggaaaagtgttctatga 

SEQ ID NO: 88 

Met Phe Leu Leu Ala Phe Leu Leu Thr Ala Ser Leu Phe Cys Pro Thr Gly Gin Pro Ala Lys Ala Ala 
Ala Pro Phe Asn Gly Thr Met Met Gin Tyr Phe Glu Trp Tyr Leu Pro Asp Asp Gly Thr Leu Trp Thr 
Lys Val Ala Asn Glu Ala Asn Asn Leu Ser Ser Leu Gly He Thr Ala Leu Trp Leu Pro Pro Ala Tyr 
Lys Gly Thr Ser Arg Ser Asp Val Gly Tyr Gly Val Tyr Asp Leu Tyr Asp Leu Gly Glu Phe Asn Gin 
Lys Gly Thr Val Arg Thr Lys Tyr Gly Thr Lys Ala Gin Tyr Leu Gin Ala He Gin Ala Ala His Ala 
Ala Gly Met Gin Val Tyr Ala Asp Val Val Phe Asp His Lys Gly Gly Ala Asp Gly Thr Glu Trp Val 
Asp Ala Val Glu Val Asn Pro Ser Asp Arg Asn Gin Glu He Ser Gly Thr Tyr Gin He Gin Ala Trp 
Thr Lys Phe Asp Phe Pro Gly Arg Gly Asn Thr Tyr Ser Ser Phe Lys Trp Arg Trp Tyr His Phe Asp 




Figure 1 6 (cont.) 

Gly Val Asp Trp Asp Glu Ser Arg Lys Leu Ser Arg He Tyr Lys Phe Arg Gly He Gly Lys Ala Trp 
Asp Trp Glu Val Asp Thr Glu Asn Gly Asn Tyr Asp Tyr Leu Met Tyr Ala Asp Leu Asp Met Asp 
His Pro Glu Val Val Thr Glu Leu Lys Asn Trp Gly Lys Trp Tyr Val Asn Thr Thr Asn He Asp Gly 
Phe Arg Leu Asp Ala Val Lys His He Lys Phe Ser Phe Phe Pro Asp Trp Leu Ser Tyr Val Arg Ser 
Gin Thr Gly Lys Pro Leu Phe Thr Val Gly Glu Tyr Trp Ser Tyr Asp He Asn Lys Leu His Asn Tyr 
He Thr Lys Thr Asp Gly Thr Met Ser Leu Phe Asp Ala Pro Leu His Asn Lys Phe Tyr Thr Ala Ser 
Lys Ser Gly Gly Ala Phe Asp Met Arg Thr Leu Met Thr Asn Thr Leu Met Lys Asp Gin Pro Thr 
Leu Ala Val Thr Phe Val Asp Asn His Asp Thr Glu Pro Gly Gin Ala Leu Gin Ser Trp Val Asp Pro 
Trp Phe Lys Pro Leu Ala Tyr Ala Phe He Leu Thr Arg Gin Glu Gly Tyr Pro Cys Val Phe Tyr Gly 
Asp Tyr Tyr Gly He Pro Gin Tyr Asn He Pro Ser Leu Lys Ser Lys He Asp Pro Leu Leu He Ala Arg 
Arg Asp Tyr Ala Tyr Gly Thr Gin His Asp Tyr Leu Asp His Ser Asp He He Gly Trp Thr Arg Glu 
Gly Val Thr Glu Lys Pro Gly Ser Gly Leu Ala Ala Leu He Thr Asp Gly Pro Gly Gly Ser Lys Trp 
Met Tyr Cys Trp Gin Thr Thr Arg Trp Lys Ser Val Leu 

SEQ ID NO: 89 

atgaaagaagcggttgtgtatcaaattttcccggatcggttctttaatggcaacccttcaaatgataacagcaagcagcaggcacgcggggcgc 

agccgattgagcatcgcgattggtcggatttgcccgataatccgcgcctgaaagggacgagcggctacgatggcgacggtgaatggtcgaat 

gactttttcggcggagacatcgccggaattgaacaaaagttggattatttgcagtcgcttggagtgaacacgatttacttaaatccgatcgccaatg 

cgccatcgaaccataaatatgatgcgagcaattacaaagaattggatccgatgttcggttccccggaagaattccaatcgtttgtgcaggcgcttg 

cgaaccgggggatgcatctcatcttagacggggtgttcaaccacgtatccgacgattcgatttactttgaccgctaccaccgctatccgaccgtc 

ggtgcgtatgaatattgggaagcggtttacgatttgatgaatgaaaaaggattgagcgaggaagaagcgcggaaacaagtggaagagaagttc 

aaacaagagggacagacgttcagcccgtatgggtttcatctttggttcaatattgaaaacaaaaaagtcaatggccattatcaataccaatcatggt 

ggggctatgacagtctgccggagtttaagtcggtgacgggggaaaaagtgccgcatccgagtgaattgaacaacgatgcgctcgcgaattac 

attttccgtgaatcggattcggtggcgaaaagctggattgccctcggcgcctccggctggcggttggatgtggccaatgaggtggatccggcgt 

tttggcgcgagtttcgccaagaattgcttcaagggtcgtacggccgcggtccgacgttaaaagagggggagcagccgctcattttaggggaaa 

tttgggatgacgcatcgaaatattttctaggcgaccagtacgattccgtgatgaactaccggttccgcggggcggtgcttgactttttgaaaaacg 

gaaatgcagaagaggcggacaagcggctgacggccataagggaagactacccaagtgaagcgttttatgcgctgatgaacttaatcggttcg 

catgacacggcgcgggcggtctttctgcttgggaacggaacggattcatccgagcgggcggagcttgatccgaattataatgaggaacttggg 

aaaaagcggctcaagctggcggtgattttgcagatgggatacccgggagcgccgacgatttattacggcgatgaagcgggagtaacaggctc 

aaaagacccagacaaccgccgcacgtatccgtggggcaaagaagatcaaaatctgttgtcccattatcagaaagtggggcacattcgccagc 

accatcaatcgttgttggcccatggcgacatcaagacggtgtatgcgcaaggggatgtatacgtatttgcccgccaatacgggcgtgaagcgg 

cgctcattgccatcaaccgcggcaatgaggacaagacggtggcgcttgacgtcgcttcgttgcttccgaacggcaccgtgcttacggatgagtt 

gcatgatggcggggaagctacggtcgctggcggaacgttgacggtcacgattccggccctggatggacggatgatgtttgggacggtgacg 

gcggaaatgccggcagcagtcagcaatttgcaggcgagcgcttcggatggctgcgtgacgttaacgtgggaaggaaatgcatcgagatacc 

gaatttacgagtccacgttaaaaggtgccggttatacgatggtgcaagagacggaaacaacttcggccacgatcggttcgttgacgaacggaa 

cagcctattactttgccgttgcggcggtcgatgaaaacgggaatgaatcaccgaaggtcgaaacgaatcgcgtcgttcctcattacccgctgac 

gagcgacaatgtccagttcgtgacaacgttaagcgatgccacactggatttgtcaaagccgcagcaagtggatgtccatgtcaacatcgacaat 

gtgacaagcaaaggagcagctgatgggttgcaagcggtgttgcaagtgaaaggcccgcatgacgaaacatggaaagaatacagagcggctt 

accaaggacaagacggcgacgccaacgtgttccgagctgccttcactccgctcgccgcagggacgtatacgtatcgttatgcgctgacgacc 

aaccttggcgaggagtggatgtatacagaagagaagcaagtgacgtttgcggcagacaacagcgaccaaatagcgccagcagacgccatcg 

agctgcggcagcctgcggttgaatcgggacaagtgaatttatcatggacgtttgttgggaaaaaagatggggatgcttatttgttagccatcgag 

cgcaacggtgatatcgtgcatacaaccacttcgatcggcgattcatttacagactacgatgtcgaaaacggcaccgagtacacgtatgttgtcaa 

gttgtatgaccgcgccggcaatgttgtggcgtcaaacacggtcaaggtgacgccggacattgtgatggtgaaagtgatttttaaagtgagagcg 

ccggattacacaccgttggatgcccgaattacgattccgaacagcttgaacggctggaacacaggggcctgggagatgtcgcgcaacggtgc 

ggtgacgcccgattggcaatttaccgtcgaggtgcaggaaggggaaacgatcacctataagtatgtgaaaggcggatcgtgggatcaagagg 

ggttggccgaccatacgcgtgaggacgacaacgatgatgacgtgagctactacggctatgggacgattggcaccgacttgaaagtgacggtc 

cacaatgaaggaaacaatacgatgattgtgcaagaccgcattttgcgctggatcgatatgccggtcgtcatcgaagaggtgcaaaaacaagga 

agtcaagtgacgatcaagggcaatgccattaaaaacggtgttttgacgatcaatggcgagcgggtgccgattgatggccggatggcattctcgt 

acacgtttgcgccggccagccatcaaaaagaagtgttgatccatatcgaaccatcggccgaaagcaaaacagccattttcaacaacgacggcg 



Figure 16 (cont.) 

gagcgattgcgaaaaacacaaaagattacgtgctgaatttagaaacgaagcaattcaaaaagcttctcgagagtacttctagagcggccgcgg 
gcccatcgattttccacccgggtggggtaccaggta 

SEQ ID NO: 90 

Met Lys Glu Ala Val Val Tyr Gin He Phe Pro Asp Arg Phe Phe Asn Gly Asn Pro Ser Asn Asp Asn 
Ser Lys Gin Gin Ala Arg Gly Ala Gin Pro He Glu His Arg Asp Trp Ser Asp Leu Pro Asp Asn Pro 
Arg Leu Lys Gly Thr Ser Gly Tyr Asp Gly Asp Gly Glu Trp Ser Asn Asp Phe Phe Gly Gly Asp He 
Ala Gly He Glu Gin Lys Leu Asp Tyr Leu Gin Ser Leu Gly Val Asn Thr He Tyr Leu Asn Pro He 
Ala Asn Ala Pro Ser Asn His Lys Tyr Asp Ala Ser Asn Tyr Lys Glu Leu Asp Pro Met Phe Gly Ser 
Pro Glu Glu Phe Gin Ser Phe Val Gin Ala Leu Ala Asn Arg Gly Met His Leu He Leu Asp Gly Val 
Phe Asn His Val Ser Asp Asp Ser He Tyr Phe Asp Arg Tyr His Arg Tyr Pro Thr Val Gly Ala Tyr 
Glu Tyr Trp Glu Ala Val Tyr Asp Leu Met Asn Glu Lys Gly Leu Ser Glu Glu Glu Ala Arg Lys Gin 
Val Glu Glu Lys Phe Lys Gin Glu Gly Gin Thr Phe Ser Pro Tyr Gly Phe His Leu Trp Phe Asn He 
Glu Asn Lys Lys Val Asn Gly His Tyr Gin Tyr Gin Ser Trp Trp Gly Tyr Asp Ser Leu Pro Glu Phe 
Lys Ser Val Thr Gly Glu Lys Val Pro His Pro Ser Glu Leu Asn Asn Asp Ala Leu Ala Asn Tyr He 
Phe Arg Glu Ser Asp Ser Val Ala Lys Ser Trp He Ala Leu Gly Ala Ser Gly Trp Arg Leu Asp Val 
Ala Asn Glu Val Asp Pro Ala Phe Trp Arg Glu Phe Arg Gin Glu Leu Leu Gin Gly Ser Tyr Gly Arg 
Gly Pro Thr Leu Lys Glu Gly Glu Gin Pro Leu He Leu Gly Glu He Trp Asp Asp Ala Ser Lys Tyr 
Phe Leu Gly Asp Gin Tyr Asp Ser Val Met Asn Tyr Arg Phe Arg Gly Ala Val Leu Asp Phe Leu 
Lys Asn Gly Asn Ala Glu Glu Ala Asp Lys Arg Leu Thr Ala He Arg Glu Asp Tyr Pro Ser Glu Ala 
Phe Tyr Ala Leu Met Asn Leu He Gly Ser His Asp Thr Ala Arg Ala Val Phe Leu Leu Gly Asn Gly 
Thr Asp Ser Ser Glu Arg Ala Glu Leu Asp Pro Asn Tyr Asn Glu Glu Leu Gly Lys Lys Arg Leu 
Lys Leu Ala Val He Leu Gin Met Gly Tyr Pro Gly Ala Pro Thr He Tyr Tyr Gly Asp Glu Ala Gly 
Val Thr Gly Ser Lys Asp Pro Asp Asn Arg Arg Thr Tyr Pro Trp Gly Lys Glu Asp Gin Asn Leu 
Leu Ser His Tyr Gin Lys Val Gly His He Arg Gin His His Gin Ser Leu Leu Ala His Gly Asp He 
Lys Thr Val Tyr Ala Gin Gly Asp Val Tyr Val Phe Ala Arg Gin Tyr Gly Arg Glu Ala Ala Leu He 
Ala He Asn Arg Gly Asn Glu Asp Lys Thr Val Ala Leu Asp Val Ala Ser Leu Leu Pro Asn Gly Thr 
Val Leu Thr Asp Glu Leu His Asp Gly Gly Glu Ala Thr Val Ala Gly Gly Thr Leu Thr Val Thr He 
Pro Ala Leu Asp Gly Arg Met Met Phe Gly Thr Val Thr Ala Glu Met Pro Ala Ala Val Ser Asn Leu 
Gin Ala Ser Ala Ser Asp Gly Cys Val Thr Leu Thr Trp Glu Gly Asn Ala Ser Arg Tyr Arg He Tyr 
Glu Ser Thr Leu Lys Gly Ala Gly Tyr Thr Met Val Gin Glu Thr Glu Thr Thr Ser Ala Thr He Gly 
Ser Leu Thr Asn Gly Thr Ala Tyr Tyr Phe Ala Val Ala Ala Val Asp Glu Asn Gly Asn Glu Ser Pro 
Lys Val Glu Thr Asn Arg Val Val Pro His Tyr Pro Leu Thr Ser Asp Asn Val Gin Phe Val Thr Thr 
Leu Ser Asp Ala Thr Leu Asp Leu Ser Lys Pro Gin Gin Val Asp Val His Val Asn He Asp Asn Val 
Thr Ser Lys Gly Ala Ala Asp Gly Leu Gin Ala Val Leu Gin Val Lys Gly Pro His Asp Glu Thr Trp 
Lys Glu Tyr Arg Ala Ala Tyr Gin Gly Gin Asp Gly Asp Ala Asn Val Phe Arg Ala Ala Phe Thr Pro 
Leu Ala Ala Gly Thr Tyr Thr Tyr Arg Tyr Ala Leu Thr Thr Asn Leu Gly Glu Glu Trp Met Tyr Thr 
Glu Glu Lys Gin Val Thr Phe Ala Ala Asp Asn Ser Asp Gin He Ala Pro Ala Asp Ala lie Glu Leu 
Arg Gin Pro Ala Val Glu Ser Gly Gin Val Asn Leu Ser Trp Thr Phe Val Gly Lys Lys Asp Gly Asp 
Ala Tyr Leu Leu Ala He Glu Arg Asn Gly Asp He Val His Thr Thr Thr Ser lie Gly Asp Ser Phe Thr 
Asp Tyr Asp Val Glu Asn Gly Thr Glu Tyr Thr Tyr Val Val Lys Leu Tyr Asp Arg Ala Gly Asn 
Val Val Ala Ser Asn Thr Val Lys Val Thr Pro Asp He Val Met Val Lys Val He Phe Lys Val Arg 
Ala Pro Asp Tyr Thr Pro Leu Asp Ala Arg He Thr He Pro Asn Ser Leu Asn Gly Trp Asn Thr Gly 
Ala Trp Glu Met Ser Arg Asn Gly Ala Val Thr Pro Asp Trp Gin Phe Thr Val Glu Val Gin Glu Gly 
Glu Thr He Thr Tyr Lys Tyr Val Lys Gly Gly Ser Trp Asp Gin Glu Gly Leu Ala Asp His Thr Arg 
Glu Asp Asp Asn Asp Asp Asp Val Ser Tyr Tyr Gly Tyr Gly Thr He Gly Thr Asp Leu Lys Val Thr 
Val His Asn Glu Gly Asn Asn Thr Met He Val Gin Asp Arg He Leu Arg Trp He Asp Met Pro Val 
Val He Glu Glu Val Gin Lys Gin Gly Ser Gin Val Thr He Lys Gly Asn Ala He Lys Asn Gly Val 
Leu Thr He Asn Gly Glu Arg Val Pro lie Asp Gly Arg Met Ala Phe Ser Tyr Thr Phe Ala Pro Ala 
Ser His Gin Lys Glu Val Leu He His He Glu Pro Ser Ala Glu Ser Lys Thr Ala He Phe Asn Asn Asp 




Figure 16 (cont.) 



Gly Gly Ala He Ala Lys Asn Thr Lys Asp Tyr Val Leu Asn Leu Glu Thr Lys Gin Phe Lys Lys Leu 
Leu Glu Ser Thr Ser Arg Ala Ala Ala Gly Pro Ser He Phe His Pro Gly Gly Val Pro Gly 

SEQ ID NO: 91 

gtgctaacgtttcaccgcatcattcgaaaaggatggatgttcctgctcgcgtttttgctcactgcctcgctgttctgcccaacaggacagcccgcca 

aggctgccgcaccgtttaacggcaccatgatgcagtattttgaatggtacttgccggatgatggcacgttatggaccaaagtggccaatgaagc 

caacaacttatccagccttggcatcaccgctctttggctgccgcccgcttataaaggaacaagccgcagcgacgtagggtacggagtatacga 

cttgtatgacctcggcgaattcaatcaaaaagggaccgtccgcacaaaatacggaacaaaagctcaatatcttcaagccattcaagccgcccac 

gccgctggaatgcaagtgtacgccgatgtcgtgttcgaccataaaggcggcgccgacggcacggaatgggtggacgccgtcgaagtcaatc 

cgtccgaccgcaaccaagaaatctcgggcacctatcaaatccaagcatggacgaaatttgattttcccgggcggggcaacacctactccagctt 

taagtggcgctggtaccattttgacggcgttgattgggacgaaagccgaaaattgagccgcatttacaaattccgcggcatcggcaaagcgtgg 

gattgggaagtagacacggaaaacggaaactatgactacttaatgtatgccgacttggacatggaccatcctgaagtggttacggaactgaaaa 

actggggcaaatggtatgtcaacacaacgaacattgatgggttccggcttgatgccgtcaagcatattaagttcagtttttttcct 

atgtgcgttctcagactggcaagccgctatttaccgtcggggaatattggagctatgacatcaacaagttgcacaattacattacgaaaacaaacg 

gaacgatgtctttgtttgatgccccgttacacaacaaattttataccgcttccaaatcagggggcgcatttgatatgcgcacgttaatgaccaatact 

ctcatgaaagatcaaccgacattggccgtcaccttcgttgataatcatgacaccgaacccggccaagcgctgcagtcatgggtcgacccatggt 

tcaaaccgttggcttacgcctttattctaactcggcaggaaggatacccgtgcgtcttttatggtgactattatggcatcccacaatataacattcctt 

cgctgaaaagcaaaatcgatccgctcctcatcgcgcgcagggattatgcttacggaacgcaacatgattatcttgatcactccgacatcatcggg 

tggacaagggaaggcgtcactgaaaaaccaggatccggactggccgcactgatcaccgatgggccgggaggaagcaaatggatgtacgtt 

ggcaaacaacacgccggaaaagtgttctatgaccttaccggcaaccggagtgacaccgtcaccatcaacagtgatggatggggagaattcaa 

agtcaatggcggttcggtttcggtttgggttcctagaaaaacgaccgtctctaccatcgcttggccgatcacaacccgaccgtggactggtgaatt 

cgtccgttggaccgaaccacggttggtggcatggccttga 

SEQ ID NO: 92 

Val Leu Thr Phe His Arg He He Arg Lys Gly Trp Met Phe Leu Leu Ala Phe Leu Leu Thr Ala Ser 
Leu Phe Cys Pro Thr Gly Gin Pro Ala Lys Ala Ala Ala Pro Phe Asn Gly Thr Met Met Gin Tyr Phe 
Glu Trp Tyr Leu Pro Asp Asp Gly Thr Leu Trp Thr Lys Val Ala Asn Glu Ala Asn Asn Leu Ser Ser 
Leu Gly He Thr Ala Leu Trp Leu Pro Pro Ala Tyr Lys Gly Thr Ser Arg Ser Asp Val Gly Tyr Gly 
Val Tyr Asp Leu Tyr Asp Leu Gly Glu Phe Asn Gin Lys Gly Thr Val Arg Thr Lys Tyr Gly Thr 
Lys Ala Gin Tyr Leu Gin Ala He Gin Ala Ala His Ala Ala Gly Met Gin Val Tyr Ala Asp Val Val 
Phe Asp His Lys Gly Gly Ala Asp Gly Thr Glu Trp Val Asp Ala Val Glu Val Asn Pro Ser Asp Arg 
Asn Gin Glu He Ser Gly Thr Tyr Gin He Gin Ala Trp Thr Lys Phe Asp Phe Pro Gly Arg Gly Asn 
Thr Tyr Ser Ser Phe Lys Trp Arg Trp Tyr His Phe Asp Gly Val Asp Trp Asp Glu Ser Arg Lys Leu 
Ser Arg He Tyr Lys Phe Arg Gly He Gly Lys Ala Trp Asp Trp Glu Val Asp Thr Glu Asn Gly Asn 
Tyr Asp Tyr Leu Met Tyr Ala Asp Leu Asp Met Asp His Pro Glu Val Val Thr Glu Leu Lys Asn 
Trp Gly Lys Trp Tyr Val Asn Thr Thr Asn He Asp Gly Phe Arg Leu Asp Ala Val Lys His He Lys 
Phe Ser Phe Phe Pro Asp Trp Leu Ser Tyr Val Arg Ser Gin Thr Gly Lys Pro Leu Phe Thr Val Gly 
Glu Tyr Trp Ser Tyr Asp He Asn Lys Leu His Asn Tyr He Thr Lys Thr Asn Gly Thr Met Ser Leu 
Phe Asp Ala Pro Leu His Asn Lys Phe Tyr Thr Ala Ser Lys Ser Gly Gly Ala Phe Asp Met Arg Thr 
Leu Met Thr Asn Thr Leu Met Lys Asp Gin Pro Thr Leu Ala Val Thr Phe Val Asp Asn His Asp 
Thr Glu Pro Gly Gin Ala Leu Gin Ser Trp Val Asp Pro Trp Phe Lys Pro Leu Ala Tyr Ala Phe He 
Leu Thr Arg Gin Glu Gly Tyr Pro Cys Val Phe Tyr Gly Asp Tyr Tyr Gly He Pro Gin Tyr Asn He 
Pro Ser Leu Lys Ser Lys He Asp Pro Leu Leu He Ala Arg Arg Asp Tyr Ala Tyr Gly Thr Gin His 
Asp Tyr Leu Asp His Ser Asp He He Gly Trp Thr Arg Glu Gly Val Thr Glu Lys Pro Gly Ser Gly 
Leu Ala Ala Leu He Thr Asp Gly Pro Gly Gly Ser Lys Trp Met Tyr Val Gly Lys Gin His Ala Gly 
Lys Val Phe Tyr Asp Leu Thr Gly Asn Arg Ser Asp Thr Val Thr He Asn Ser Asp Gly Trp Gly Glu 
Phe Lys Val Asn Gly Gly Ser Val Ser Val Trp Val Pro Arg Lys Thr Thr Val Ser Thr He Ala Trp 
Pro He Thr Thr Arg Pro Trp Thr Gly Glu Phe Val Arg Trp Thr Glu Pro Arg Leu Val Ala Trp Pro 



Figure 16 (cont.) 



SEQ ID NO: 93 

atgaaatcgtttgcattcatgcctatccttttttatgcaaacgatttcatcagtgaaagggaaggaggaggaaaaatggggaagaatatgagaaga 

agattcacgtatttttcaatcttcttattgttcgttcagctgttttcatttagtgcaaccgctagcgccaatggaacggtgaacagtagtcctgtggttaa 

tggaaacgaagtcacgtttctatatggaggaacaggaaacgagcagtctgtgttactggcaggctcctttaatgattggcagaaagatggtgaca 

agaagattgcactaacaaaaggcgacaataacgtctggtctgtcacgcaaacacttcaagatgggacatatacgtataagtttgttgtagatggtc 

aatgggtggcggatccgcttaacccgaatcaagtagacgacggttacggcggccgtaatagtgtcgttgttgtcgggacaccggtgcaacaag 

aacggacagtgacgcttgttggtaacttacaagacgaattaggtcatacgagcgaatgggatccgaaagcgacagctacagtgatgaaaaagg 

aagggaacgggttatatacgtttacaggtacacttccagccggaacgtacgagtataaaattgcgattaatggcagctgggacgaaaactatggt 

gtcggcggccgcgatggcgggaatattaagctgctattaaatgaacaaacaacggttacattttattacaacgacagaacgcatgcgattgcgg 

attcgacttggtatgcaccaattctaaaagaaaagcagccgcggctcgttggaacgattttaccagctattggttatgaaacagacgtgaacggtt 

ggacgccgcaaacatcaacggcgttgttgtcagatgatgattttgattccatttatacgtttaaggcgcgtgtgccaaaagggacatatgaatataa 

agtagttcttgggaatgattggacatatgaaaattatccacaagataatgccaaattaaatgtgcttgaagaaacgacaattacctttttctttaacgc 

gaaaacgaaagtagtgtataccgattacaatccaagcggttcggatggtatcgtccaaaaagaccgtttgaagcataatacgtgggattcgttgta 

tcgccaaccgtttggtgcggtgaaagctgggacagaagtgacccttcgtttatcagcgaaaaaaggtgatttgacaaaagcggatgtatatgtaa 

aaaatacgacaaccggcacagcgaaactatattcgatgaaaaaagccggtgttcttggcgaagaagaatattgggaagcgacattcacaccgg 

atgtgaaaggagtatacggttataaatttattgcggtagatgctggaacgaaagcagaatacggggaagatacacaagaagggcagtgggga 

aaagcagtagataaaaatgcagagctgttccaattaacggtgtacgacccatcctaccaaacaccggattggatgaaagaagcagttgtatatca 

aattttccctgatccaaag 

SEQ ID NO: 94 

Met Lys Ser Phe Ala Phe Met Pro He Leu Phe Tyr Ala Asn Asp Phe He Ser Glu Arg Glu Gly Gly 
Gly Lys Met Gly Lys Asn Met Arg Arg Arg Phe Thr Tyr Phe Ser He Phe Leu Leu Phe Val Gin Leu 
Phe Ser Phe Ser Ala Thr Ala Ser Ala Asn Gly Thr Val Asn Ser Ser Pro Val Val Asn Gly Asn Glu 
Val Thr Phe Leu Tyr Gly Gly Thr Gly Asn Glu Gin Ser Val Leu Leu Ala Gly Ser Phe Asn Asp Trp 
Gin Lys Asp Gly Asp Lys Lys He Ala Leu Thr Lys Gly Asp Asn Asn Val Trp Ser Val Thr Gin Thr 
Leu Gin Asp Gly Thr Tyr Thr Tyr Lys Phe Val Val Asp Gly Gin Trp Val Ala Asp Pro Leu Asn Pro 
Asn Gin Val Asp Asp Gly Tyr Gly Gly Arg Asn Ser Val Val Val Val Gly Thr Pro Val Gin Gin Glu 
Arg Thr Val Thr Leu Val Gly Asn Leu Gin Asp Glu Leu Gly His Thr Ser Glu Trp Asp Pro Lys Ala 
Thr Ala Thr Val Met Lys Lys Glu Gly Asn Gly Leu Tyr Thr Phe Thr Gly Thr Leu Pro Ala Gly Thr 
Tyr Glu Tyr Lys He Ala He Asn Gly Ser Trp Asp Glu Asn Tyr Gly Val Gly Gly Arg Asp Gly Gly 
Asn He Lys Leu Leu Leu Asn Glu Gin Thr Thr Val Thr Phe Tyr Tyr Asn Asp Arg Thr His Ala He 
Ala Asp Ser Thr Trp Tyr Ala Pro He Leu Lys Glu Lys Gin Pro Arg Leu Val Gly Thr He Leu Pro 
Ala He Gly Tyr Glu Thr Asp Val Asn Gly Trp Thr Pro Gin Thr Ser Thr Ala Leu Leu Ser Asp Asp 
Asp Phe Asp Ser He Tyr Thr Phe Lys Ala Arg Val Pro Lys Gly Thr Tyr Glu Tyr Lys Val Val Leu 
Gly Asn Asp Trp Thr Tyr Glu Asn Tyr Pro Gin Asp Asn Ala Lys Leu Asn Val Leu Glu Glu Thr 
Thr He Thr Phe Phe Phe Asn Ala Lys Thr Lys Val Val Tyr Thr Asp Tyr Asn Pro Ser Gly Ser Asp 
Gly He Val Gin Lys Asp Arg Leu Lys His Asn Thr Trp Asp Ser Leu Tyr Arg Gin Pro Phe Gly Ala 
Val Lys Ala Gly Thr Glu Val Thr Leu Arg Leu Ser Ala Lys Lys Gly Asp Leu Thr Lys Ala Asp Val 
Tyr Val Lys Asn Thr Thr Thr Gly Thr Ala Lys Leu Tyr Ser Met Lys Lys Ala Gly Val Leu Gly Glu 
Glu Glu Tyr Trp Glu Ala Thr Phe Thr Pro Asp Val Lys Gly Val Tyr Gly Tyr Lys Phe He Ala Val 
Asp Ala Gly Thr Lys Ala Glu Tyr Gly Glu Asp Thr Gin Glu Gly Gin Trp Gly Lys Ala Val Asp Lys 
Asn Ala Glu Leu Phe Gin Leu Thr Val Tyr Asp Pro Ser Tyr Gin Thr Pro Asp Trp Met Lys Glu Ala 
Val Val Tyr Gin He Phe Pro Asp Pro Lys 

SEQ ID NO: 95 

atgtatacactattcatccgttcatattttgatactgatggtgatggtgtaggagactttagtggagttgctgaaaaggtagattatctaaaatctcttg 

gagtagatacagtctggtttttaccatttaataaaagtaaatcttatcatggatatgatgttgaagattactatgatgtagaaccagattatggaacact 

acaagatcttgataatatgataaaagttctaaatgaaaatggaataaaggtagtaatggatcttgttgttaatcatacgtcggatacacatccatggtt 

tcttgatgcagttgaaaatactactaattctccatattggaactattacattatgagcttggatgagcctcaaaataagaatcattggcattataaggtt 

aattcaaaaggacaaactgtgtggtattttggattgtttgattcatcaatgccggaccttaattacgacaaccctaaagtaatggatgaagtgaaaaa 




Figure 1 6 (cont.) 

aataatagatttttgggcagatatgggagtagatggatttagattagatgcagcaaaacattattatggatttgactggagcgatggaattgaacag 

tcagcaagcgttgcaaaagagatagaagactatataaaagataaactaggggaaaatgcaatagttgtgagtgaggtttacgatggagattcaa 

atgttcttttaaaamgctccaatgcctgtgmaattttagttttatgtacaatttgagaggaaattttgaagggagagataacttaatttcagactctatt 

agttgggttgattcctcgttgtataatttaaatgtttttcattttccatttattgatagtcatgatcttgacagatttatttctgagcttgtagatagtaaatatc 

agggagatgtaatatctgccacaaaacaatatttgctagttaatgctttactactctcattaacaggcatgccaactatttactatggtgatgaaatag 

gacttaggggatggaagtggcattcagaaccatgggatatacctgtgcgtgagccaatgcaatggtataaggatcaaaaagggaacggtcaaa 

cttattggacaaaagagttttacgaaggtattactgaaggaagtgctaatgaagatggagcaatatacgatgatccagatgatggagtatctgtag 

aagaacaagaaaatggatattctattttaaacttttttaaagaatttatcaacttacgaaaagattatccggcacttgcttttggaagtactacgattga 

gagagattggaaaaacttgtatgttttgaaaaagtcgtataacttccaggatgttcttgtattaattaaccttgatccaacgtattcaaatacatacgaa 

gttccagaagggtataaatgggtgtggtatgcattttttgatggtgacaactatgaatttggagcaaaagatgaaatgattttacagaatacaagttg 

gacgataaatccaaggcaaatttatatatttgtaaagtaa 
SEQ ID NO: 96 

Met Tyr Thr Leu Phe He Arg Ser Tyr Phe Asp Thr Asp Gly Asp Gly Val Gly Asp Phe Ser Gly Val 
Ala Glu Lys Val Asp Tyr Leu Lys Ser Leu Gly Val Asp Thr Val Trp Phe Leu Pro Phe Asn Lys Ser 
Lys Ser Tyr His Gly Tyr Asp Val Glu Asp Tyr Tyr Asp Val Glu Pro Asp Tyr Gly Thr Leu Gin Asp 
Leu Asp Asn Met He Lys Val Leu Asn Glu Asn Gly He Lys Val Val Met Asp Leu Val Val Asn His 
Thr Ser Asp Thr His Pro Trp Phe Leu Asp Ala Val Glu Asn Thr Thr Asn Ser Pro Tyr Trp Asn Tyr 
Tyr He Met Ser Leu Asp Glu Pro Gin Asn Lys Asn His Trp His Tyr Lys Val Asn Ser Lys Gly Gin 
Thr Val Trp Tyr Phe Gly Leu Phe Asp Ser Ser Met Pro Asp Leu Asn Tyr Asp Asn Pro Lys Val Met 
Asp Glu Val Lys Lys He He Asp Phe Trp Ala Asp Met Gly Val Asp Gly Phe Arg Leu Asp Ala Ala 
Lys His Tyr Tyr Gly Phe Asp Trp Ser Asp Gly He Glu Gin Ser Ala Ser Val Ala Lys Glu He Glu 
Asp Tyr He Lys Asp Lys Leu Gly Glu Asn Ala He Val Val Ser Glu Val Tyr Asp Gly Asp Ser Asn 
Val Leu Leu Lys Phe Ala Pro Met Pro Val Phe Asn Phe Ser Phe Met Tyr Asn Leu Arg Gly Asn 
Phe Glu Gly Arg Asp Asn Leu He Ser Asp Ser He Ser Trp Val Asp Ser Ser Leu Tyr Asn Leu Asn 
Val Phe His Phe Pro Phe He Asp Ser His Asp Leu Asp Arg Phe He Ser Glu Leu Val Asp Ser Lys 
Tyr Gin Gly Asp Val He Ser Ala Thr Lys Gin Tyr Leu Leu Val Asn Ala Leu Leu Leu Ser Leu Thr 
Gly Met Pro Thr He Tyr Tyr Gly Asp Glu He Gly Leu Arg Gly Trp Lys Trp His Ser Glu Pro Trp 
Asp He Pro Val Arg Glu Pro Met Gin Trp Tyr Lys Asp Gin Lys Gly Asn Gly Gin Thr Tyr Trp Thr 
Lys Glu Phe Tyr Glu Gly He Thr Glu Gly Ser Ala Asn Glu Asp Gly Ala He Tyr Asp Asp Pro Asp 
Asp Gly Val Ser Val Glu Glu Gin Glu Asn Gly Tyr Ser He Leu Asn Phe Phe Lys Glu Phe He Asn 
Leu Arg Lys Asp Tyr Pro Ala Leu Ala Phe Gly Ser Thr Thr He Glu Arg Asp Trp Lys Asn Leu Tyr 
Val Leu Lys Lys Ser Tyr Asn Phe Gin Asp Val Leu Val Leu He Asn Leu Asp Pro Thr Tyr Ser Asn 
Thr Tyr Glu Val Pro Glu Gly Tyr Lys Trp Val Trp Tyr Ala Phe Phe Asp Gly Asp Asn Tyr Glu Phe 
Gly Ala Lys Asp Glu Met He Leu Gin Asn Thr Ser Trp Thr He Asn Pro Arg Gin He Tyr He Phe Val 
Lys 

SEQ ID NO: 97 

atgaggaagaagatgtcgcattcaagatttacttttcttttgatcttagcactttttattttcttctccggttgtatttcagaagttaaaagcgaaagccag 

ctactaaattcaaagcaaaaggtccttgtaaaagtaaatgttaatacgccatttattgagaatgctactactaatacgtggagtgtttcaaaagaatct 

tttattgattatcttagtaaagtgattattactgttaaggatgtaaatgatcagattgtatttactaaggaaacaacgaacaaaacaaatatttattttgaa 

attgaacttcttcctggaacttatacatttgaggtaaaaggatatgaggaagatttagttatattttcaggggaaaaagttaatcagatcatagatgag 

aaaaataatattgttaatgtcgaaactttttttgttaatggaatagttaggacaataattgaagttgacgatattatttataaaaattatgatattacatcgg 

caacgttgatcttcaaaaaagatacagcacaagaagattatgaagaggtacctgtaacacttacaggtacttccactttaattaataaagaattatat 

cctggtatgtggactgtaaaatttgaagttgatcttaaatcaaaggatgcaagtatgttaccagaaaaagttcatcttgaaaatgaatttagcataga 

agtgcttccagcaaagacaaaaagtttaacatttaatgtagtctttgatacagaggttaatgaaccgaaattagtagttgtatttccgcaaattgagtt 

gccttttgtggatcctgtaacaaatttaagtggagagataaatgaattagaagggaatctttcaatgaattgggactattcagatccaaatgcagaat 

tttatgtgtataaagaattagaggaacaaggagaatatttgtatgaatttgttggaaaaacacgcgagaaaagttatacaatagaaaattttaccaag 

caagaattcgataaatttagtggaatcgctattaatgtttatgccaacggtaaagagagtggattagttgttctaaaaaaagaaaatattaaacttata 

gatttagaaagtgttgacagtataagtgctacttataacgttgatacgaatgagcttaagttggattggaattataccaattcaagtgttacttttgaag 




Figure 16 (cont.) 

ttttgaaaaaaggtataaatagcaatgaatacgaaataatttctcaactaacacaaaattctttttcaacagaattcacaggcaggcaattttgggatc 

ttgagaaaattgcgattagagtagttgctaatggatttgaaagtaagattaatgagatttcaagagatgatataactataacatcattgaatcttcctct 

tacatcgtctactatgtatacactattcatccgttcatattttgatactgatggtgatggtgtaggagactttagtggagttgctgaaaaggtagattatc 

taaaatctcttggagtagatacagtctggtttttaccatttaataaaagtaaatcttatcatggatatgatgttgaagattactatgatgtagaaccagat 

tatggaacactacaagatcttgataatatgataaaagttctaaatgaaaatggaataaaggtagtaatggatcttgttgttaatcatacgtcggatac 

acatccatggtttcttgatgcagttgaaaatactactaattctccatattggaactattacattatgagcttggatgagcctcaaaataagaatcattgg 

cattataaggttaattcaaaaggacaaactgtgtggtattttggattgtttgattcatcaatgccggaccttaattacgacaaccctaaagtaatggat 

gaagtgaaaaaaataatagatttttgggcagatatgggagtagatggatttagattagatgcagcaaaacattattatggatttgactggagcgatg 

gaattgaacagtcagcaagcgttgcaaaagagatagaagactatataaaagataaactaggggaaaatgcaatagttgtgagtgaggtttacga 

tggagattcaaatgttcttttaaaamgctccaatgcctgtgmaatmagttttatgtacaamgagaggaaatmgaagggagagataa 

tcagactctattagttgggttgattcctcgttgtataamaaatgttmcattttccamattgatagtcatgatcttgacagamatttctgagcttgtag 

atagtaaatatcagggagatgtaatatctgccacaaaacaatatttgctagttaatgctttactactctcattaacaggcatgccaactetto 

tgatgaaataggacttaggggatggaagtggcattcagaaccatgggatatacctgtgcgtgagccaatgcaatggtataaggatcaaaaagg 

gaacggtcaaacttattggacaaaagagttttacgaaggtattactgaaggaagtgctaatgaagatggagcaatatacgatgatccagatgatg 

gagtatctgtagaagaacaagaaaatggatattctatmaaacttmtaaagaatttatcaacttacgaaaagattatccggcacttgct^ 

actacgattgagagagattggaaaaacttgtatgtmgaaaaagtcgtataacttccaggatgttcttgtattaattaaccttgatccaacgtattcaa 

atacatacgaagttccagaagggtataaatgggtgtggtatgcattttttgatggtgacaactatgaatttggagcaaaagatgaaatgattttacag 

aatacaagttggacgataaatccaaggcaaatttatatatttgtaaagtaa 

SEQ ID NO: 98 

Met Arg Lys Lys Met Ser His Ser Arg Phe Thr Phe Leu Leu He Leu Ala Leu Phe He Phe Phe Ser 
Gly Cys He Ser Glu Val Lys Ser Glu Ser Gin Leu Leu Asn Ser Lys Gin Lys Val Leu Val Lys Val 
Asn Val Asn Thr Pro Phe He Glu Asn Ala Thr Thr Asn Thr Trp Ser Val Ser Lys Glu Ser Phe He 
Asp Tyr Leu Ser Lys Val He He Thr Val Lys Asp Val Asn Asp Gin He Val Phe Thr Lys Glu Thr 
Thr Asn Lys Thr Asn He Tyr Phe Glu He Glu Leu Leu Pro Gly Thr Tyr Thr Phe Glu Val Lys Gly 
Tyr Glu Glu Asp Leu Val He Phe Ser Gly Glu Lys Val Asn Gin He He Asp Glu Lys Asn Asn He 
Val Asn Val Glu Thr Phe Phe Val Asn Gly He Val Arg Thr He He Glu Val Asp Asp He He Tyr Lys 
Asn Tyr Asp He Thr Ser Ala Thr Leu He Phe Lys Lys Asp Thr Ala Gin Glu Asp Tyr Glu Glu Val 
Pro Val Thr Leu Thr Gly Thr Ser Thr Leu He Asn Lys Glu Leu Tyr Pro Gly Met Trp Thr Val Lys 
Phe Glu Val Asp Leu Lys Ser Lys Asp Ala Ser Met Leu Pro Glu Lys Val His Leu Glu Asn Glu Phe 
Ser He Glu Val Leu Pro Ala Lys Thr Lys Ser Leu Thr Phe Asn Val Val Phe Asp Thr Glu Val Asn 
Glu Pro Lys Leu Val Val Val Phe Pro Gin He Glu Leu Pro Phe Val Asp Pro Val Thr Asn Leu Ser 
Gly Glu He Asn Glu Leu Glu Gly Asn Leu Ser Met Asn Trp Asp Tyr Ser Asp Pro Asn Ala Glu Phe 
Tyr Val Tyr Lys Glu Leu Glu Glu Gin Gly Glu Tyr Leu Tyr Glu Phe Val Gly Lys Thr Arg Glu Lys 
Ser Tyr Thr He Glu Asn Phe Thr Lys Gin Glu Phe Asp Lys Phe Ser Gly He Ala He Asn Val Tyr 
Ala Asn Gly Lys Glu Ser Gly Leu Val Val Leu Lys Lys Glu Asn He Lys Leu He Asp Leu Glu Ser 
Val Asp Ser He Ser Ala Thr Tyr Asn Val Asp Thr Asn Glu Leu Lys Leu Asp Trp Asn Tyr Thr Asn 
Ser Ser Val Thr Phe Glu Val Leu Lys Lys Gly He Asn Ser Asn Glu Tyr Glu He He Ser Gin Leu Thr 
Gin Asn Ser Phe Ser Thr Glu Phe Thr Gly Arg Gin Phe Trp Asp Leu Glu Lys He Ala He Arg Val 
Val Ala Asn Gly Phe Glu Ser Lys He Asn Glu He Ser Arg Asp Asp He Thr He Thr Ser Leu Asn Leu 
Pro Leu Thr Ser Ser Thr Met Tyr Thr Leu Phe He Arg Ser Tyr Phe Asp Thr Asp Gly Asp Gly Val 
Gly Asp Phe Ser Gly Val Ala Glu Lys Val Asp Tyr Leu Lys Ser Leu Gly Val Asp Thr Val Trp Phe 
Leu Pro Phe Asn Lys Ser Lys Ser Tyr His Gly Tyr Asp Val Glu Asp Tyr Tyr Asp Val Glu Pro Asp 
Tyr Gly Thr Leu Gin Asp Leu Asp Asn Met He Lys Val Leu Asn Glu Asn Gly He Lys Val Val Met 
Asp Leu Val Val Asn His Thr Ser Asp Thr His Pro Trp Phe Leu Asp Ala Val Glu Asn Thr Thr Asn 
Ser Pro Tyr Trp Asn Tyr Tyr He Met Ser Leu Asp Glu Pro Gin Asn Lys Asn His Trp His Tyr Lys 
Val Asn Ser Lys Gly Gin Thr Val Trp Tyr Phe Gly Leu Phe Asp Ser Ser Met Pro Asp Leu Asn Tyr 
Asp Asn Pro Lys Val Met Asp Glu Val Lys Lys He He Asp Phe Trp Ala Asp Met Gly Val Asp Gly 
Phe Arg Leu Asp Ala Ala Lys His Tyr Tyr Gly Phe Asp Trp Ser Asp Gly He Glu Gin Ser Ala Ser 
Val Ala Lys Glu He Glu Asp Tyr He Lys Asp Lys Leu Gly Glu Asn Ala He Val Val Ser Glu Val 



Figure 16 (cont.) 



Tyr Asp Gly Asp Ser Asn Val Leu Leu Lys Phe Ala Pro Met Pro Val Phe Asn Phe Ser Phe Met Tyr 
Asn Leu Arg Gly Asn Phe Glu Gly Arg Asp Asn Leu He Ser Asp Ser He Ser Trp Val Asp Ser Ser 
Leu Tyr Asn Leu Asn Val Phe His Phe Pro Phe He Asp Ser His Asp Leu Asp Arg Phe He Ser Glu 
Leu Val Asp Ser Lys Tyr Gin Gly Asp Val He Ser Ala Thr Lys Gin Tyr Leu Leu Val Asn Ala Leu 
Leu Leu Ser Leu Thr Gly Met Pro Thr He Tyr Tyr Gly Asp Glu He Gly Leu Arg Gly Trp Lys Trp 
His Ser Glu Pro Trp Asp He Pro Val Arg Glu Pro Met Gin Trp Tyr Lys Asp Gin Lys Gly Asn Gly 
Gin Thr Tyr Trp Thr Lys Glu Phe Tyr Glu Gly He Thr Glu Gly Ser Ala Asn Glu Asp Gly Ala He 
Tyr Asp Asp Pro Asp Asp Gly Val Ser Val Glu Glu Gin Glu Asn Gly Tyr Ser He Leu Asn Phe Phe 
Lys Glu Phe He Asn Leu Arg Lys Asp Tyr Pro Ala Leu Ala Phe Gly Ser Thr Thr He Glu Arg Asp 
Trp Lys Asn Leu Tyr Val Leu Lys Lys Ser Tyr Asn Phe Gin Asp Val Leu Val Leu He Asn Leu Asp 
Pro Thr Tyr Ser Asn Thr Tyr Glu Val Pro Glu Gly Tyr Lys Trp Val Trp Tyr Ala Phe Phe Asp Gly 
Asp Asn Tyr Glu Phe Gly Ala Lys Asp Glu Met He Leu Gin Asn Thr Ser Trp Thr He Asn Pro Arg 
Gin He Tyr He Phe Val Lys 

SEQ ID NO: 99 

atgtacacactcttcatccgctctttttacgatacaaacaacgacggtgtaggtgactacaacggtgttgcccaaaaagtagactatctcaaaacg 

cttggagtggatacagtttggttcttgccgttcaacaaagcaaaatcgtaccacggttacgatgttgaagactactacgatgtagaacctgactatg 

gaacatacgcacaacttgaaaatatgataaagacactcaatcagaacggaattcgtgttgttatggacttggttgtgaaccacacttccgatacac 

actcgtggtttctggatgccgttgagaacacaacgaattcgaaatattggagctactacataatgacacttgaaaatagagacggttggaatcact 

ggcattggaagataaactcaaaagggcaaaaagtttactacttcggactgtttgactcatcaatgcccgatttgaatttcgacaatccacaagtgat 

gaacgaaatcaagagaataatcgatttctggataacagttggtgtggatggtttcagacttgatgcaccaaagcactacaaaggctgggattggg 

acgacggcatttcaggttcagcagcaatcgcgagggaaatagaaagttacatcaggagcaagttaggaaacgatgcgatagttgtcggggaa 

gtgtacgatggaaatccatcggttctttcacaatttgcaccgatgccggcgttcaacttcacattcatgtatggaataacaggcaaccatgagggg 

aaagataacctgctgggagaaacaatttcatgggttaatggagcgagttattatctcaacgtaaaacatttcccgttcatagacaatcacgatttga 

acagatggatatcgatacttatcgaccaaaagtatagtggaaacacacaagttggtacgaagcagtatattttaacaaatgcgctcttgctttcctta 

aacggtatgcctgttatttattatgggaatgaaataggcttgagaggatggaaatggggacaagacccgtgggatttgccggtgagagagccga 

tgcagtggtacgcaagtcaaagtggagctgggcagacatggtggacaaagcctgtctaccagcaaaaaggaatcacatttggaaatgcaaac 

gtcgatggtgcgatgtacgatgatccaaatgatggggtttcagtagaagagcagatgaatggttacacgataaataacttctttaaacaattcataa 

ccctgaggaagacatatccggctctatcgaaaggttcgataacgatagaacgcgactggaagaacctgtacgttatcaaacgagtctacggaa 

atcaggaagtgcttgtattgataaacttagacccaacttggccgaacaattacacgttaccaggtggatacaggtgggtctggtatgcgttctttaa 

tgggagtttgtttgaatttggcaataaaaacgaatcaccactgagccaagataccaactggacagtcaatccaaggcaagtgtatgtgtttgtgaa 

ggactaa 

SEQ ID NO: 100 

Met Tyr Thr Leu Phe He Arg Ser Phe Tyr Asp Thr Asn Asn Asp Gly Val Gly Asp Tyr Asn Gly Val 
Ala Gin Lys Val Asp Tyr Leu Lys Thr Leu Gly Val Asp Thr Val Trp Phe Leu Pro Phe Asn Lys Ala 
Lys Ser Tyr His Gly Tyr Asp Val Glu Asp Tyr Tyr Asp Val Glu Pro Asp Tyr Gly Thr Tyr Ala Gin 
Leu Glu Asn Met He Lys Thr Leu Asn Gin Asn Gly He Arg Val Val Met Asp Leu Val Val Asn His 
Thr Ser Asp Thr His Ser Trp Phe Leu Asp Ala Val Glu Asn Thr Thr Asn Ser Lys Tyr Trp Ser Tyr 
Tyr He Met Thr Leu Glu Asn Arg Asp Gly Trp Asn His Trp His Trp Lys He Asn Ser Lys Gly Gin 
Lys Val Tyr Tyr Phe Gly Leu Phe Asp Ser Ser Met Pro Asp Leu Asn Phe Asp Asn Pro Gin Val 
Met Asn Glu He Lys Arg He He Asp Phe Trp He Thr Val Gly Val Asp Gly Phe Arg Leu Asp Ala 
Pro Lys His Tyr Lys Gly Trp Asp Trp Asp Asp Gly He Ser Gly Ser Ala Ala He Ala Arg Glu He Glu 
Ser Tyr He Arg Ser Lys Leu Gly Asn Asp Ala He Val Val Gly Glu Val Tyr Asp Gly Asn Pro Ser 
Val Leu Ser Gin Phe Ala Pro Met Pro Ala Phe Asn Phe Thr Phe Met Tyr Gly He Thr Gly Asn His 
Glu Gly Lys Asp Asn Leu Leu Gly Glu Thr He Ser Trp Val Asn Gly Ala Ser Tyr Tyr Leu Asn Val 
Lys His Phe Pro Phe lie Asp Asn His Asp Leu Asn Arg Trp He Ser He Leu He Asp Gin Lys Tyr Ser 
Gly Asn Thr Gin Val Gly Thr Lys Gin Tyr He Leu Thr Asn Ala Leu Leu Leu Ser Leu Asn Gly Met 
Pro Val He Tyr Tyr Gly Asn Glu He Gly Leu Arg Gly Trp Lys Trp Gly Gin Asp Pro Trp Asp Leu 
Pro Val Arg Glu Pro Met Gin Trp Tyr Ala Ser Gin Ser Gly Ala Gly Gin Thr Trp Trp Thr Lys Pro 



Figure 16 (cont.) 



Val Tyr Gin Gin Lys Gly He Thr Phe Gly Asn Ala Asn Val Asp Gly Ala Met Tyr Asp Asp Pro Asn 
Asp Gly Val Ser Val Glu Glu Gin Met Asn Gly Tyr Thr He Asn Asn Phe Phe Lys Gin Phe He Thr 
Leu Arg Lys Thr Tyr Pro Ala Leu Ser Lys Gly Ser He Thr He Glu Arg Asp Trp Lys Asn Leu Tyr 
Val He Lys Arg Val Tyr Gly Asn Gin Glu Val Leu Val Leu He Asn Leu Asp Pro Thr Trp Pro Asn 
Asn Tyr Thr Leu Pro Gly Gly Tyr Arg Trp Val Trp Tyr Ala Phe Phe Asn Gly Ser Leu Phe Glu Phe 
Gly Asn Lys Asn Glu Ser Pro Leu Ser Gin Asp Thr Asn Trp Thr Val Asn Pro Arg Gin Val Tyr Val 
Phe Val Lys Asp 

SEQ ID NO: 101 

ttgcgattctttccaaagttaatatccccttttccgcaaaacaccagagagtggcagcgaagcgcagtatcaagagacactgaacaattacaaag 

gaaagtaataatgatcaatttgaaaaaaaacaccattagcgccctggtcgcaggtatggtattaggctttgcatccaacgcaatggcggttcctag 

aaccgcttttgtacacctctttgaatggaaatgggaagatgttgcacaggagtgtgaaacatttctcggacctaaaggctttgccgcagtgcaagt 

ctctccgccaactaaatctcacaacacggatgcatggtggggccgttatcaacccgttagttatgcttttgaaggacgcagcggtaatcgcagcc 

aatttaaaaatatggtgcaacgttgtaaagctgtaggcgtcgatatatacgtagatgcagtgattaaccacatggcagcctacgacagaaatttcc 

ctgatgtaccctatagcagtaatgactttaactcctgtacaggagatattgactataataaccgttggcaaacacagcattgtgatttagtcggtctta 

atgatctaaaaacaggatctgactacgtccgccaaaaaatagcggattatatgaacgacgcaatcagtatgggtgtagctggtttccgtattgatg 

cagccaaacatataccagcaggtgatatagctgccattaaaggtaaattaaatggtaatccatacatcttccaagaggtaattggtgcatccggcg 

aacctgttcgaccgactgaatacacctttatcggtggtgtcacggaatttcaatttgctcgaaaattgggtccagccttccgcaatagtaatattgctt 

ggttaaaagacattggcagtcaaatggaattatccagtgctgatgccgtaacatttgtaacgaatcatgatgaagagcgtcataacccgaatggtc 

ctatttggcacggcgttcaaggtaatggttatgcattagcaaatattttcaccttagcttacccttacggctatccaaaaatcatgtcaggatacttctt 

ccacggtgactttaacgcagctccaccaagcagtggtatacacacaggaaatgcgtgtggttttgatggcggagactgggtatgcgaacacaa 

atggcgcggtattgctaacatggttgccttccgcaactatacagcaagcgaatggcgtatcagtaattggtggcaaaacagtaacgaccaaattg 

cttttggtcgcggtggtttaggttttgttgttattaataaacgtgctaatggtagcattaatcaaagttttgatacgggaatgcctgatggccaatactgt 

aacataatagaagctaactttgatgaaagcaccggccaatgtagtgcagctacagattccaacggtcaagccgttattaccgtcagtggtgggca 

agctaactttaatgtagcaggcgatcatgctgctgcaattcatgttggcgcaaaaattggtgatcaatgtagtggtgatgattgcccatgtacagga 

tccgattgtaataatgatcctaaacctgattttgcagtaccagcaacatcaatttgtacatcagaaaatttacctacgctatattactggggagcaca 

gcctacagatagcttagcgaatgcagcttggccaggtgtcgcaatgcaaacaaatggcgactttaagtgtcatgatttaggtgtcgaactaacca 

aaattaacgccatctttagtgacaatggtgcaaataaaacagctgatctaactgttactggtgcaggttgttataaagacgggacttggagcacctt 

acaaaattgtggctttgaaattaccggtgcacaaaccaatccagtcggtggcgacgaagtctggtacttccgaggtactgctaatgactggggta 

aagcacaattagattatgacgcaactagcggtttgtattacacaatacaaagctttaatggtgaagaagcacctgcgcgttttaaaattgataatggt 

agttggactgaagcttatccaacagctgattaccaagttacagataacaattcataccgcattaactttaatagcgatagcaaagcgattacagtaa 

acgcacaataa 

SEQ ID NO: 102 

Met Arg Phe Phe Pro Lys Leu He Ser Pro Phe Pro Gin Asn Thr Arg Glu Trp Gin Arg Ser Ala Val 
Ser Arg Asp Thr Glu Gin Leu Gin Arg Lys Val He Met He Asn Leu Lys Lys Asn Thr He Ser Ala 
Leu Val Ala Gly Met Val Leu Gly Phe Ala Ser Asn Ala Met Ala Val Pro Arg Thr Ala Phe Val His 
Leu Phe Glu Trp Lys Trp Glu Asp Val Ala Gin Glu Cys Glu Thr Phe Leu Gly Pro Lys Gly Phe Ala 
Ala Val Gin Val Ser Pro Pro Thr Lys Ser His Asn Thr Asp Ala Trp Trp Gly Arg Tyr Gin Pro Val 
Ser Tyr Ala Phe Glu Gly Arg Ser Gly Asn Arg Ser Gin Phe Lys Asn Met Val Gin Arg Cys Lys Ala 
Val Gly Val Asp He Tyr Val Asp Ala Val He Asn His Met Ala Ala Tyr Asp Arg Asn Phe Pro Asp 
Val Pro Tyr Ser Ser Asn Asp Phe Asn Ser Cys Thr Gly Asp He Asp Tyr Asn Asn Arg Trp Gin Thr 
Gin His Cys Asp Leu Val Gly Leu Asn Asp Leu Lys Thr Gly Ser Asp Tyr Val Arg Gin Lys He Ala 
Asp Tyr Met Asn Asp Ala He Ser Met Gly Val Ala Gly Phe Arg He Asp Ala Ala Lys His He Pro 
Ala Gly Asp He Ala Ala He Lys Gly Lys Leu Asn Gly Asn Pro Tyr He Phe Gin Glu Val He Gly Ala 
Ser Gly Glu Pro Val Arg Pro Thr Glu Tyr Thr Phe He Gly Gly Val Thr Glu Phe Gin Phe Ala Arg 
Lys Leu Gly Pro Ala Phe Arg Asn Ser Asn He Ala Trp Leu Lys Asp He Gly Ser Gin Met Glu Leu 
Ser Ser Ala Asp Ala Val Thr Phe Val Thr Asn His Asp Glu Glu Arg His Asn Pro Asn Gly Pro He 
Trp His Gly Val Gin Gly Asn Gly Tyr Ala Leu Ala Asn He Phe Thr Leu Ala Tyr Pro Tyr Gly Tyr 
Pro Lys He Met Ser Gly Tyr Phe Phe His Gly Asp Phe Asn Ala Ala Pro Pro Ser Ser Gly He His Thr 



Figure 1 6 (cont.) 



Gly Asn Ala Cys Gly Phe Asp Gly Gly Asp Trp Val Cys Glu His Lys Trp Arg Gly He Ala Asn Met 
Val Ala Phe Arg Asn Tyr Thr Ala Ser Glu Trp Arg He Ser Asn Trp Trp Gin Asn Ser Asn Asp Gin 
He Ala Phe Gly Arg Gly Gly Leu Gly Phe Val Val He Asn Lys Arg Ala Asn Gly Ser He Asn Gin 
Ser Phe Asp Thr Gly Met Pro Asp Gly Gin Tyr Cys Asn He He Glu Ala Asn Phe Asp Glu Ser Thr 
Gly Gin Cys Ser Ala Ala Thr Asp Ser Asn Gly Gin Ala Val He Thr Val Ser Gly Gly Gin Ala Asn 
Phe Asn Val Ala Gly Asp His Ala Ala Ala He His Val Gly Ala Lys He Gly Asp Gin Cys Ser Gly 
Asp Asp Cys Pro Cys Thr Gly Ser Asp Cys Asn Asn Asp Pro Lys Pro Asp Phe Ala Val Pro Ala 
Thr Ser He Cys Thr Ser Glu Asn Leu Pro Thr Leu Tyr Tyr Trp Gly Ala Gin Pro Thr Asp Ser Leu 
Ala Asn Ala Ala Trp Pro Gly Val Ala Met Gin Thr Asn Gly Asp Phe Lys Cys His Asp Leu Gly Val 
Glu Leu Thr Lys He Asn Ala He Phe Ser Asp Asn Gly Ala Asn Lys Thr Ala Asp Leu Thr Val Thr 
Gly Ala Gly Cys Tyr Lys Asp Gly Thr Trp Ser Thr Leu Gin Asn Cys Gly Phe Glu He Thr Gly Ala 
Gin Thr Asn Pro Val Gly Gly Asp Glu Val Trp Tyr Phe Arg Gly Thr Ala Asn Asp Trp Gly Lys Ala 
Gin Leu Asp Tyr Asp Ala Thr Ser Gly Leu Tyr Tyr Thr He Gin Ser Phe Asn Gly Glu Glu Ala Pro 
Ala Arg Phe Lys He Asp Asn Gly Ser Trp Thr Glu Ala Tyr Pro Thr Ala Asp Tyr Gin Val Thr Asp 
Asn Asn Ser Tyr Arg He Asn Phe Asn Ser Asp Ser Lys Ala He Thr Val Asn Ala Gin 

SEQ ID NO: 103 

gtgctaacgtttcaccgcatcattcgaaaaggatggatgttcctgctcgcgtttttgctcactgcctcgctgttctgcccaacaggacagcccgcca 

aggctgccgcaccgtttaacggcaccatgatgcagtattttgaatggtacttgccggatgatggcacgttatggaccaaagtggccaatgaagc 

caacaacttatccagccttggcatcaccgctctttggctgccgcccgcttacaaaggaacaagccgcagcgacgtagggtacggagtatacga 

cttgtatgacctcggcgaattcaatcaaaaagggaccgtccgcacaaaatacggaacaaaagctcaatatcttcaagccattcaagccgcccac 

gccgctggaatgcaagtgtacgccgatgtcgtgttcgaccataaaggcggcgccgacggcacggaatgggtggacgccgtcgaagtcaatc 

cgtccgaccgcaaccaagaaatctcgggcacctatcaaatccaagcatggacgaaatttgattttcccgggcggggcaacacctactccagctt 

taagtggcgctggtaccattttgacggcgttgattgggacgaaagccgaaaattgagccgcatttacaaattccgcggcatcggcaaagcgtgg 

gattgggaagtagacacggaaaacggaaactatgactacttaatgtatgccgaccttgatatggatcatcccgaagtcgtgaccgagctgaaaa 

actggggggaatggtatgtcaacacaacgaacattgatgggttccggcttgatgccgtcaagcatattaagttcagtttttttcctgattggttgtcgt 

atgtgcgttctcagactggcaagccgctatttaccgtcggggaatattggagctatgacatcaacaagttgcacaattacattacgaaaacaaacg 

gaacgatgtctttgtttgatgccccgttacacaacaaattttataccgcttccaaatcagggggcgcatttgatatgcgcacgttaatgaccaatact 

ctcatgaaagatcaaccgacattggccgtcaccttcgttgataatcatgacaccgaacccggccaagcgctgcagtcatgggtcgacccatggt 

tcaaaccgttggcttacgcctttattctaactcggcaggaaggatacccgtgcgtcttttatggtgactattatggcattccacaatataacattccttc 

gctgaaaagcaaaatcgatccgctcctcatcgcgcgcagggattatgcttacggaacgcaacatgattatcttgatcactccgacatcatcgggt 

ggacaagggaaggggtcactgaaaaaccaggatccgggctggccgcactgatcaccgatgggccgggaggaagcaaatggatgtacgttg 

gcaaacaacacgctggaaaagtgttctatgaccttaccggcaaccggagtgacaccgtcaccatcaacagtgatggatggggggaattcaaa 

gtcaatggcggttcggtttcggtttgggttcctagaaaaacgaccgtttctaccatcgctcggccgatcacaacccgaccgtggactggtgaattc 

gtccgttggaccgaaccacggttggtggcatggccttga 

SEQ ID NO: 104 

Val Leu Thr Phe His Arg lie He Arg Lys Gly Trp Met Phe Leu Leu Ala Phe Leu Leu Thr Ala Ser 
Leu Phe Cys Pro Thr Gly Gin Pro Ala Lys Ala Ala Ala Pro Phe Asn Gly Thr Met Met Gin Tyr Phe 
Glu Trp Tyr Leu Pro Asp Asp Gly Thr Leu Trp Thr Lys Val Ala Asn Glu Ala Asn Asn Leu Ser Ser 
Leu Gly He Thr Ala Leu Trp Leu Pro Pro Ala Tyr Lys Gly Thr Ser Arg Ser Asp Val Gly Tyr Gly 
Val Tyr Asp Leu Tyr Asp Leu Gly Glu Phe Asn Gin Lys Gly Thr Val Arg Thr Lys Tyr Gly Thr 
Lys Ala Gin Tyr Leu Gin Ala He Gin Ala Ala His Ala Ala Gly Met Gin Val Tyr Ala Asp Val Val 
Phe Asp His Lys Gly Gly Ala Asp Gly Thr Glu Trp Val Asp Ala Val Glu Val Asn Pro Ser Asp Arg 
Asn Gin Glu He Ser Gly Thr Tyr Gin He Gin Ala Trp Thr Lys Phe Asp Phe Pro Gly Arg Gly Asn 
Thr Tyr Ser Ser Phe Lys Trp Arg Trp Tyr His Phe Asp Gly Val Asp Trp Asp Glu Ser Arg Lys Leu 
Ser Arg He Tyr Lys Phe Arg Gly lie Gly Lys Ala Trp Asp Trp Glu Val Asp Thr Glu Asn Gly Asn 
Tyr Asp Tyr Leu Met Tyr Ala Asp Leu Asp Met Asp His Pro Glu Val Val Thr Glu Leu Lys Asn 
Trp Gly Glu Trp Tyr Val Asn Thr Thr Asn He Asp Gly Phe Arg Leu Asp Ala Val Lys His He Lys 
Phe Ser Phe Phe Pro Asp Trp Leu Ser Tyr Val Arg Ser Gin Thr Gly Lys Pro Leu Phe Thr Val Gly 




Figure 16 (cont.) 

Glu Tyr Trp Ser Tyr Asp He Asn Lys Leu His Asn Tyr He Thr Lys Thr Asn Gly Thr Met Set Leu 
Phe Asp Ala Pro Leu His Asn Lys Phe Tyr Thr Ala Ser Lys Ser Gly Gly Ala Phe Asp Met Arg Thr 
Leu Met Thr Asn Thr Leu Met Lys Asp Gin Pro Thr Leu Ala Val Thr Phe Val Asp Asn His Asp 
Thr Glu Pro Gly Gin Ala Leu Gin Ser Trp Val Asp Pro Trp Phe Lys Pro Leu Ala Tyr Ala Phe He 
Leu Thr Arg Gin Glu Gly Tyr Pro Cys Val Phe Tyr Gly Asp Tyr Tyr Gly He Pro Gin Tyr Asn He 
Pro Ser Leu Lys Ser Lys He Asp Pro Leu Leu He Ala Arg Arg Asp Tyr Ala Tyr Gly Thr Gin His 
Asp Tyr Leu Asp His Ser Asp He He Gly Trp Thr Arg Glu Gly Val Thr Glu Lys Pro Gly Ser Gly 
Leu Ala Ala Leu He Thr Asp Gly Pro Gly Gly Ser Lys Trp Met Tyr Val Gly Lys Gin His Ala Gly 
Lys Val Phe Tyr Asp Leu Thr Gly Asn Arg Ser Asp Thr Val Thr He Asn Ser Asp Gly Trp Gly Glu 
Phe Lys Val Asn Gly Gly Ser Val Ser Val Trp Val Pro Arg Lys Thr Thr Val Ser Thr He Ala Arg 
Pro He Thr Thr Arg Pro Trp Thr Gly Glu Phe Val Arg Trp Thr Glu Pro Arg Leu Val Ala Trp Pro 



SEQ ID NO: 105 

atgtccctattcaaaaaaatctttccgtggattgtatctctacttcttttgttttcgtttattgctcctttttccattcaaacagaaaaagtccgcgctggaa 

gtgttccagtgaatggaacgatgatgcaatatttcgaatggtaccttccagacgatggaacactatggacgaaagtagcaaataacgcccaatct 

ttagcgaatcttggcattactgccctttggcttccccctgcctataaaggaacaagcagcagtgacgttggatatggcgtttatgatttatatgacct 

aggagagtttaatcaaaaaggaactgtccgaacaaaatacggaacaaaaacacaatatatccaagcaatccaagcggcgcatacagcaggaa 

tgcaagtatatgcagatgtcgtctttaaccataaagccggtgcagatgggacagaactagtggatgcagtagaagtaaacccttctgaccgcaat 

caagaaatatcaggaacatatcaaatccaagcgtggacaaaatttgattttcctggtcgtggaaacacctattctagttttaaatggcgttggtatca 

tttcgatggaacggactgggatgagagtagaaaactaaatcgtatttacaaattccgcggcacgggaaaagcatgggattgggaagtagataca 

gaaaatgggaattatgactatctcatgtatgcagatttggatatggatcatccagaggttgtatctgaactaaaaaattggggaaagtggtatgtaa 

ccacaaccaatatcgacggattccgtctggatgcagtgaagcatattaaatatagctttttcccagactggctatcgtatgtacgaacccaaacac 

aaaagcctctttttgccgttggcgaattttggagctatgacattaacaagctacacaactatattacaaagacgaacggctctatgtccctattcgat 

gccccgctgcataacaatttttatatagcatcgaaatcaggtggctattttgatatgcgcacattactcaacaacacattgatgaaagatcaaccaa 

cactatcggtcacattagtagacaatcacgatactgagccagggcaatctttgcagtcgtgggtcgagccgtggtttaaaccgttagcttacgcat 

ttatcttgacccgccaagaaggttatccgtgcatcttttatggagattactatggtattccaaaatacaacattcctgcgctgaaaagcaaacttgatc 

cgctgttaattgctcgaagagattatgcctacggaacacagcacgactatattgacaatgcagatattatcggctggacgcgggaaggagtagct 

gaaaaagcaaattcgggacttgctgcactcattaccgacggacctggcggaagcaaatggatgtatgttggcaaacaacacgctggcaaaac 

gttttatgatctaaccggcaatcgaagtgatacagtgacaatcaacgctgatggatggggagaatttaaagtcaatggagggtctgtatccatatg 

ggttccaaaaacatcaaccacttcccaaatcacatttactgtaaataatgccacaaccgtttggggacaaaatgtatacgttgtcgggaatatttcg 
cagctgggcaac 

SEQ ID NO: 106 

Met Ser Leu Phe Lys Lys He Phe Pro Trp lie Val Ser Leu Leu Leu Leu Phe Ser Phe He Ala Pro Phe 
Ser He Gin Thr Glu Lys Val Arg Ala Gly Ser Val Pro Val Asn Gly Thr Met Met Gin Tyr Phe Glu 
Trp Tyr Leu Pro Asp Asp Gly Thr Leu Trp Thr Lys Val Ala Asn Asn Ala Gin Ser Leu Ala Asn Leu 
Gly He Thr Ala Leu Trp Leu Pro Pro Ala Tyr Lys Gly Thr Ser Ser Ser Asp Val Gly Tyr Gly Val 
Tyr Asp Leu Tyr Asp Leu Gly Glu Phe Asn Gin Lys Gly Thr Val Arg Thr Lys Tyr Gly Thr Lys 
Thr Gin Tyr He Gin Ala He Gin Ala Ala His Thr Ala Gly Met Gin Val Tyr Ala Asp Val Val Phe 
Asn His Lys Ala Gly Ala Asp Gly Thr Glu Leu Val Asp Ala Val Glu Val Asn Pro Ser Asp Arg Asn 
Gin Glu He Ser Gly Thr Tyr Gin He Gin Ala Trp Thr Lys Phe Asp Phe Pro Gly Arg Gly Asn Thr 
Tyr Ser Ser Phe Lys Trp Arg Trp Tyr His Phe Asp Gly Thr Asp Trp Asp Glu Ser Arg Lys Leu Asn 
Arg He Tyr Lys Phe Arg Gly Thr Gly Lys Ala Trp Asp Trp Glu Val Asp Thr Glu Asn Gly Asn Tyr 
Asp Tyr Leu Met Tyr Ala Asp Leu Asp Met Asp His Pro Glu Val Val Ser Glu Leu Lys Asn Trp 
Gly Lys Trp Tyr Val Thr Thr Thr Asn He Asp Gly Phe Arg Leu Asp Ala Val Lys His He Lys Tyr 
Ser Phe Phe Pro Asp Trp Leu Ser Tyr Val Arg Thr Gin Thr Gin Lys Pro Leu Phe Ala Val Gly Glu 
Phe Trp Ser Tyr Asp He Asn Lys Leu His Asn Tyr He Thr Lys Thr Asn Gly Ser Met Ser Leu Phe 
Asp Ala Pro Leu His Asn Asn Phe Tyr He Ala Ser Lys Ser Gly Gly Tyr Phe Asp Met Arg Thr Leu 
Leu Asn Asn Thr Leu Met Lys Asp Gin Pro Thr Leu Ser Val Thr Leu Val Asp Asn His Asp Thr 




Figure 16 (cont.) 

Glu Pro Gly Gin Ser Leu Gin Ser Trp Val Glu Pro Trp Phe Lys Pro Leu Ala Tyr Ala Phe lie Leu 
Thr Arg Gin Glu Gly Tyr Pro Cys He Phe Tyr Gly Asp Tyr Tyr Gly He Pro Lys Tyr Asn He Pro 
Ala Leu Lys Ser Lys Leu Asp Pro Leu Leu He Ala Arg Arg Asp Tyr Ala Tyr Gly Thr Gin His Asp 
Tyr He Asp Asn Ala Asp He He Gly Trp Thr Arg Glu Gly Val Ala Glu Lys Ala Asn Ser Gly Leu 
Ala Ala Leu He Thr Asp Gly Pro Gly Gly Ser Lys Trp Met Tyr Val Gly Lys Gin His Ala Gly Lys 
Thr Phe Tyr Asp Leu Thr Gly Asn Arg Ser Asp Thr Val Thr He Asn Ala Asp Gly Trp Gly Glu Phe 
Lys Val Asn Gly Gly Ser Val Ser He Trp Val Pro Lys Thr Ser Thr Thr Ser Gin He Thr Phe Thr Val 
Asn Asn Ala Thr Thr Val Trp Gly Gin Asn Val Tyr Val Val Gly Asn He Ser Gin Leu Gly Asn 



SEQ ID NO: 107 

atggacagcctcgacgcgccggagcagaagccctgggtgaaggatggcaggctctccgcgtacctggatacagggacagggaccgtggtc 

gctcccgaggcacctgcgcccccgccgcccccggccgaggaagtccggcccgtggacaagtggaaaaacgatatcatctatttcgtcctcac 

cgaccgtttccaggatggcgacaagaccaacaacatggacgtggtcccgacggacatgaaaaaatatcatggcggcgacatccaggggctc 

atcgacaagctcgactatatcaaggagaccggttcgacggccatctggctcacgccccctatgaaggggcagacccacttcttcgagaccgac 

aattaccatggttactggcccattgacttctatgacacggacccccatgtgggcaccatgcagaaatttgaggagcttatcgagaaagcccatga 

gaaagggctgaagatcgtgctcgatattcccctgaaccacacggcctgggagcatcccttctacaaggacgacagcaagaaggactggttcc 

accatataggagatgtgaaggactgggaagatccctactgggctgaaaacggctccatattcggtcttcctgacctggcgcaggaaaaccctg 

ccgtggaaaagtacctoatcgacgtggccaagttctgggtagacaagggtattgacggcttcaggcttgacgccgtgaagaacgtgcccctca 

acttctgggcgaagtttgaccgggcgattcacgattatgcgggcaaggacttcctcctcgtcggggaatactttgacggaaacccggcgaaagt 

cgcgaactaccagagagaggacatgagctcactcttcgattacccgctctactggaccctgaaggacaccttcgccaaggacgggagcatgc 

gcaacctggcggcgaagcttgatgagtgcgacaggaattatcccgacccgggcctcatgtcggttttccttgataaccacgacacgccgaggtt 

cctcaccgaggccaacggcaacaaggataagctcaaactggccctcgccttcgcgatgaccatcaaccgcatgcctaccatttattatggcacc 

gaggttgccatggaaggcaactgcgatatcatgggcgccgtagataaccggagggacatgcagtgggacaaggatcctgacatgttcaaata 

cttcaagactctcaccactgcccgcaatgagcatgaatccctcagggaaggaaagaagctcgagatgtggcaggatgacaaagtctacgcgta 

cgggaggcagaccccgaaggacgagtctatcgtggtgcttaacaacggctatgatacgcaggaacgggacataccgctccgccccgagag 

cggcatcaagaacggcacggtgctgaaggatgtcatcaccggcgaaaccgtgacggtacagaacggaaaaatccatgcgaaatgcggcgg 

caaacaggcgcggatctacgtgcccgcgtag 

SEQ ID NO: 108 , ^ t * 

Met Asp Ser Leu Asp Ala Pro Glu Gin Lys Pro Trp Val Lys Asp Gly Arg Leu Ser Ala Tyr Leu Asp 
Thr Gly Thr Gly Thr Val Val Ala Pro Glu Ala Pro Ala Pro Pro Pro Pro Pro Ala Glu Glu Val Arg 
Pro Val Asp Lys Trp Lys Asn Asp He He Tyr Phe Val Leu Thr Asp Arg Phe Gin Asp Gly Asp Lys 
Thr Asn Asn Met Asp Val Val Pro Thr Asp Met Lys Lys Tyr His Gly Gly Asp He Gin Gly Leu He 
Asp Lys Leu Asp Tyr He Lys Glu Thr Gly Ser Thr Ala He Trp Leu Thr Pro Pro Met Lys Gly Gin 
Thr His Phe Phe Glu Thr Asp Asn Tyr His Gly Tyr Trp Pro He Asp Phe Tyr Asp Thr Asp Pro His 
Val Gly Thr Met Gin Lys Phe Glu Glu Leu He Glu Lys Ala His Glu Lys Gly Leu Lys He Val Leu 
Asp He Pro Leu Asn His Thr Ala Trp Glu His Pro Phe Tyr Lys Asp Asp Ser Lys Lys Asp Trp Phe 
His His He Gly Asp Val Lys Asp Trp Glu Asp Pro Tyr Trp Ala Glu Asn Gly Ser He Phe Gly Leu 
Pro Asp Leu Ala Gin Glu Asn Pro Ala Val Glu Lys Tyr Leu He Asp Val Ala Lys Phe Trp Val Asp 
Lys Gly He Asp Gly Phe Arg Leu Asp Ala Val Lys Asn Val Pro Leu Asn Phe Trp Ala Lys Phe Asp 
Arg Ala He His Asp Tyr Ala Gly Lys Asp Phe Leu Leu Val Gly Glu Tyr Phe Asp Gly Asn Pro Ala 
Lys Val Ala Asn Tyr Gin Arg Glu Asp Met Ser Ser Leu Phe Asp Tyr Pro Leu Tyr Trp Thr Leu Lys 
Asp Thr Phe Ala Lys Asp Gly Ser Met Arg Asn Leu Ala Ala Lys Leu Asp Glu Cys Asp Arg Asn 
Tyr Pro Asp Pro Gly Leu Met Ser Val Phe Leu Asp Asn His Asp Thr Pro Arg Phe Leu Thr Glu Ala 
Asn Gly Asn Lys Asp Lys Leu Lys Leu Ala Leu Ala Phe Ala Met Thr He Asn Arg Met Pro Thr He 
Tyr Tyr Gly Thr Glu Val Ala Met Glu Gly Asn Cys Asp He Met Gly Ala Val Asp Asn Arg Arg 
Asp Met Gin Trp Asp Lys Asp Pro Asp Met Phe Lys Tyr Phe Lys Thr Leu Thr Thr Ala Arg Asn 
Glu His Glu Ser Leu Arg Glu Gly Lys Lys Leu Glu Met Trp Gin Asp Asp Lys Val Tyr Ala Tyr Gly 
Arg Gin Thr Pro Lys Asp Glu Ser He Val Val Leu Asn Asn Gly Tyr Asp Thr Gin Glu Arg Asp He 
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Pro Leu Arg Pro Glu Ser Gly He Lys Asn Gly Thr Val Leu Lys Asp Val He Thr Gly Glu Thr Val 
Thr Val Gin Asn Gly Lys He His Ala Lys Cys Gly Gly Lys Gin Ala Arg He Tyr Val Pro Ala 

SEQ ID NO: 109 

atggcaagaaaaacgctggccatatttttcgtacttctagtgcttcttagtctctcggcagttccggcaaaggcagaaactctagagaatggtgga 

gttataatgcaggctttctattgggatgttcctggaggaggaatctggtgggacacaatagctcaaaagatacccgaatgggcaagtgcaggaat 

ctcagcgatatggattccaccagcgagtaagggcatgagcggtggttattccatgggctacgatccctacgatttctttgacctcggcgagtacta 

tcagaaggggacagttgagacgcgcttcggctcaaaggaagaactggtgaacatgataaacaccgcacactcctacggcataaaggtgatag 

cggacatagtcataaaccaccgcgccggtggagaccttgagtggaaccccttcgtgaacgactatacctggacagacttctcaaaagtcgcctc 

cggtaaatatacggccaactaccttgacttccacccaaacgagcttcactgttgtgatgaaggtacctttggaggataccctgatatatgtcacga 

caaaagctgggaccagtactggctctgggcgagcagcgaaagctacgctgcctacctcaggagcataggggttgacgcctggcgtttcgact 

acgtcaagggctacggagcatgggttgttaacgactggctcagctggtggggaggctgggccgttggagagtactgggacacgaacgttgat 

gcactcctcaactgggcatacagcagcggcgccaaggtctttgacttcccgctctactacaagatggacgaagccttcgacaacaccaacatcc 

cggcattagtggatgcactcagatacggccagacagtggtcagccgcgatcccttcaaggcggtaactttcgttgccaaccacgatacagatat 

aatctggaacaagtatccggcttatgcattcatccttacctatgagggacagcctgttatattctaccgcgactacgaggagtggctcaacaagga 

taagcttaacaacctcatctggatacacgatcaccttgctggagggagtactgacattgtttactacgacagcgacgagcttatctttgtgagaaac 

ggctatggcaccaaaccaggactgataacctatatcaacctcggctcaagcaaagttggaaggtgggtctacgttccaaagttcgccggttcat 

gcatccacgagtacaccggcaacctcggcggttggatagacaagtacgtctcctccagcggctgggtctatcttgaggccccagcccacgac 

ccggcgaacggctactacggctactctgtctggagctactgcggtgtgggttga 

SEQ ID NO: 110 

Met Ala Arg Lys Thr Leu Ala He Phe Phe Val Leu Leu Val Leu Leu Ser Leu Ser Ala Val Pro Ala 
Lys Ala Glu Thr Leu Glu Asn Gly Gly Val He Met Gin Ala Phe Tyr Trp Asp Val Pro Gly Gly Gly 
He Trp Trp Asp Thr He Ala Gin Lys He Pro Glu Trp Ala Ser Ala Gly He Ser Ala He Trp He Pro Pro 
Ala Ser Lys Gly Met Ser Gly Gly Tyr Ser Met Gly Tyr Asp Pro Tyr Asp Phe Phe Asp Leu Gly Glu 
Tyr Tyr Gin Lys Gly Thr Val Glu Thr Arg Phe Gly Ser Lys Glu Glu Leu Val Asn Met He Asn Thr 
Ala His Ser Tyr Gly He Lys Val He Ala Asp He Val He Asn His Arg Ala Gly Gly Asp Leu Glu Trp 
Asn Pro Phe Val Asn Asp Tyr Thr Trp Thr Asp Phe Ser Lys Val Ala Ser Gly Lys Tyr Thr Ala Asn 
Tyr Leu Asp Phe His Pro Asn Glu Leu His Cys Cys Asp Glu Gly Thr Phe Gly Gly Tyr Pro Asp He 
Cys His Asp Lys Ser Trp Asp Gin Tyr Trp Leu Trp Ala Ser Ser Glu Ser Tyr Ala Ala Tyr Leu Arg 
Ser He Gly Val Asp Ala Trp Arg Phe Asp Tyr Val Lys Gly Tyr Gly Ala Trp Val Val Asn Asp Trp 
Leu Ser Trp Trp Gly Gly Trp Ala Val Gly Glu Tyr Trp Asp Thr Asn Val Asp Ala Leu Leu Asn Trp 
Ala Tyr Ser Ser Gly Ala Lys Val Phe Asp Phe Pro Leu Tyr Tyr Lys Met Asp Glu Ala Phe Asp Asn 
Thr Asn He Pro Ala Leu Val Asp Ala Leu Arg Tyr Gly Gin Thr Val Val Ser Arg Asp Pro Phe Lys 
Ala Val Thr Phe Val Ala Asn His Asp Thr Asp He He Trp Asn Lys Tyr Pro Ala Tyr Ala Phe He 
Leu Thr Tyr Glu Gly Gin Pro Val He Phe Tyr Arg Asp Tyr Glu Glu Trp Leu Asn Lys Asp Lys Leu 
Asn Asn Leu He Trp He His Asp His Leu Ala Gly Gly Ser Thr Asp He Val Tyr Tyr Asp Ser Asp 
Glu Leu He Phe Val Arg Asn Gly Tyr Gly Thr Lys Pro Gly Leu He Thr Tyr He Asn Leu Gly Ser 
Ser Lys Val Gly Arg Trp Val Tyr Val Pro Lys Phe Ala Gly Ser Cys He His Glu Tyr Thr Gly Asn 
Leu Gly Gly Trp He Asp Lys Tyr Val Ser Ser Ser Gly Trp Val Tyr Leu Glu Ala Pro Ala His Asp 
Pro Ala Asn Gly Tyr Tyr Gly Tyr Ser Val Trp Ser Tyr Cys Gly Val Gly 

SEQ ID NO: 1 1 1 

atgcccgcgttcaaatctaaggtgatgcacatgaagttgaagtaccttgctttagttttgttggctgtggcttcgataggcctcctctcgactccagt 

gggtgctgccaagtactccgaactcgaagagggcggtgttataatgcaggccttctactgggacgtccctaccggtgggatctggtgggacac 

cataagacagaaaatcccggagtggtacgacgctggaatctcggcgatatggattcctccagctagcaaaggtatgggtggtgcatactccatg 

ggttatgacccctacgatttctttgacctcggcgagtactatcagaagggaacagttgagacgcgcttcggctcaaaggaggaactggtgaaca 

tgataaacaccgcacactcctatggcataaaggtgatagcggacatagtcataaaccaccgcgccggcggcgacctggagtggaacccctttg 

taaacaactatacttggacagacttctccaaggtcgcctccggtaaatacacggccaactaccttgacttccacccaaacgaggtcaagtgctgc 

gatgagggtacatttggtgactttccggacatcgcccacgagaagagctgggatcagtactggctctgggcaagcaatgagagctacgccgcc 
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tatctccggagcatagggatcgatgcatggcgtttcgactacgtcaaaggttacggagcgtgggttgttaacgactggctcagctggtggggag 

gttgggccgttggagagtactgggacaccaacgttgatgcactccttaactgggcatacaacagcggtgccaaggtctttgacttcccgctctac 

tacaagatggacgaagcctttgacaacaccaacatccccgctttggtttacgccctccagaacggaggaacagtcgtttcccgcgatcccttcaa 

ggcagtaactttcgttgccaaccacgataccgatataatctggaacaagtatccggcttatgcgttcatccttacctatgagggacagcctgttatat 

tctaccgcgactacgaggagtggctcaacaaggataagcttaacaaccttatctggatacacgagcaccttgccggaggaagtaccaagatcct 

ctactacgataacgatgagctaatattcatgagggagggctacgggagcaagccgggcctcataacctacataaacctcggaaacgactggg 

ccgagcgctgggtgaacgtcggctcaaagtttgccggctacacaatccatgaatacacaggcaatctcggtggctgggttgacaggtgggttc 

agtacgacggatgggttaaactgacggcacctcctcacgatccagccaacggatattacggctactcagtctggagctacgcaggcgtcggat 

ga 

SEQ ID NO: 112 

Met Pro Ala Phe Lys Ser Lys Val Met His Met Lys Leu Lys Tyr Leu Ala Leu Val Leu Leu Ala Val 
Ala Ser He Gly Leu Leu Ser Thr Pro Val Gly Ala Ala Lys Tyr Ser Glu Leu Glu Glu Gly Gly Val He 
Met Gin Ala Phe Tyr Trp Asp Val Pro Thr Gly Gly He Trp Trp Asp Thr He Arg Gin Lys He Pro 
Glu Trp Tyr Asp Ala Gly He Ser Ala He Trp He Pro Pro Ala Ser Lys Gly Met Gly Gly Ala Tyr Ser 
Met Gly Tyr Asp Pro Tyr Asp Phe Phe Asp Leu Gly Glu Tyr Tyr Gin Lys Gly Thr Val Glu Thr 
Arg Phe Gly Ser Lys Glu Glu Leu Val Asn Met He Asn Thr Ala His Ser Tyr Gly He Lys Val He 
Ala Asp He Val He Asn His Arg Ala Gly Gly Asp Leu Glu Trp Asn Pro Phe Val Asn Asn Tyr Thr 
Trp Thr Asp Phe Ser Lys Val Ala Ser Gly Lys Tyr Thr Ala Asn Tyr Leu Asp Phe His Pro Asn Glu 
Val Lys Cys Cys Asp Glu Gly Thr Phe Gly Asp Phe Pro Asp He Ala His Glu Lys Ser Trp Asp Gin 
Tyr Trp Leu Trp Ala Ser Asn Glu Ser Tyr Ala Ala Tyr Leu Arg Ser He Gly He Asp Ala Trp Arg 
Phe Asp Tyr Val Lys Gly Tyr Gly Ala Trp Val Val Asn Asp Trp Leu Ser Trp Trp Gly Gly Trp Ala 
Val Gly Glu Tyr Trp Asp Thr Asn Val Asp Ala Leu Leu Asn Trp Ala Tyr Asn Ser Gly Ala Lys Val 
Phe Asp Phe Pro Leu Tyr Tyr Lys Met Asp Glu Ala Phe Asp Asn Thr Asn He Pro Ala Leu Val Tyr 
Ala Leu Gin Asn Gly Gly Thr Val Val Ser Arg Asp Pro Phe Lys Ala Val Thr Phe Val Ala Asn His 
Asp Thr Asp He He Trp Asn Lys Tyr Pro Ala Tyr Ala Phe He Leu Thr Tyr Glu Gly Gin Pro Val He 
Phe Tyr Arg Asp Tyr Glu Glu Trp Leu Asn Lys Asp Lys Leu Asn Asn Leu He Trp He His Glu His 
Leu Ala Gly Gly Ser Thr Lys He Leu Tyr Tyr Asp Asn Asp Glu Leu He Phe Met Arg Glu Gly Tyr 
Gly Ser Lys Pro Gly Leu He Thr Tyr He Asn Leu Gly Asn Asp Trp Ala Glu Arg Trp Val Asn Val 
Gly Ser Lys Phe Ala Gly Tyr Thr He His Glu Tyr Thr Gly Asn Leu Gly Gly Trp Val Asp Arg Trp 
Val Gin Tyr Asp Gly Trp Val Lys Leu Thr Ala Pro Pro His Asp Pro Ala Asn Gly Tyr Tyr Gly Tyr 
Ser Val Trp Ser Tyr Ala Gly Val Gly 

SEQ ID NO: 113 

atgaaacaacaaaaacggctttacgcccgattgctgacgctgttatttgcgctcatcttcttgctgcctcattctgcagcagcggcggcaaatctta 

atgggacgctgatgcagtattttgaatggtacatgcccaatgacggccaacattggaagcgcttgcaaaacgactcggcatatttggctgaacac 

ggtattactgccgtctggattcccccggcatataagggaacgagccaagcggatgtgggctacggtgcttacgacctttatgatttaggggagttt 

catcaaaaagggacggttcggacaaagtacggcacaaaaggagagctgcaatctgcgatcaaaagtcttcattcccgcgacattaacgtttacg 

gggatgtggtcatcaaccacaaaggcggcgctgatgcgaccgaagatgtaaccgcggttgaagtcgatcccgctgaccgcaaccgcgtaatt 

tcaggagaacaccgaattaaagcctggacacattttcattttccggggcgcggcagcacatacagcgattttaaatggcattggtaccattttgac 

ggaaccgattgggacgagtcccgaaagctgaaccgcatctataagtttcaaggaaaggcttgggattgggaagtttccaatgaaaacggcaac 

tatgattatttgatgtatgccgacatcgattatgaccatcctgatgtcgcagcagaaattaagagatggggcacttggtatgccaatgaactgcaatt 

ggacggtttccgtcttgatgctgtcaaacacattaaattttcttttttgcgggattgggttaatcatgtcagggaaaaaacggggaaggaaatgttta 

cggtagctgaatattggcagaatgacttgggcgcgctggaaaactatttgaacaaaacaaattttaatcattcagtgtttgacgtgccgcttcattat 

cagttccatgctgcatcgacacagggaggcggctatgatatgaggaaattgctgaacggtacggtcgtttccaagcatccgttgaaagcggtta 

catttgtcgataaccatgatacacagccggggcaatcgcttgagtcgactgtccaaacatggtttaagccgcttgcttacgctttcattctcacaag 

ggaatctggataccctcaggttttctacggggatatgtacgggacgaaaggagactcccagcgcgaaattcctgccttgaaacacaaaattgaa 

ccgatcttaaaagcgagaaaacagtatgcgtacggagcacagcatgattatttcgaccaccatgacattgtcggctggacaagggaaggcgac 

agctcggttgcaaattcaggtttggcggcattaataacagacggacccggtggggcaaagcgaatgtatgtcggccggcaaaacgccggtga 




Figure 1 6 (cont.) 

gacatggcatgacattaccggaaaccgttcggagccggttgtcatcaattcggaaggctggggagagtttcacgtaaacggcgggtcggtttca 
atttatgttcaaagatag 

SEQIDNO: 114 

Met Lys Gin Gin Lys Arg Leu Tyr Ala Arg Leu Leu Thr Leu Leu Phe Ala Leu He Phe Leu Leu Pro 
His Ser Ala Ala Ala Ala Ala Asn Leu Asn Gly Thr Leu Met Gin Tyr Phe Glu Trp Tyr Met Pro Asn 
Asp Gly Gin His Trp Lys Arg Leu Gin Asn Asp Ser Ala Tyr Leu Ala Glu His Gly He Thr Ala Val 
Trp He Pro Pro Ala Tyr Lys Gly Thr Ser Gin Ala Asp Val Gly Tyr Gly Ala Tyr Asp Leu Tyr Asp 
Leu Gly Glu Phe His Gin Lys Gly Thr Val Arg Thr Lys Tyr Gly Thr Lys Gly Glu Leu Gin Ser Ala 
He Lys Ser Leu His Ser Arg Asp He Asn Val Tyr Gly Asp Val Val He Asn His Lys Gly Gly Ala 
Asp Ala Thr Glu Asp Val Thr Ala Val Glu Val Asp Pro Ala Asp Arg Asn Arg Val He Ser Gly Glu 
His Arg He Lys Ala Trp Thr His Phe His Phe Pro Gly Arg Gly Ser Thr Tyr Ser Asp Phe Lys Trp 
His Trp Tyr His Phe Asp Gly Thr Asp Trp Asp Glu Ser Arg Lys Leu Asn Arg He Tyr Lys Phe Gin 
Gly Lys Ala Trp Asp Trp Glu Val Ser Asn Glu Asn Gly Asn Tyr Asp Tyr Leu Met Tyr Ala Asp He 
Asp Tyr Asp His Pro Asp Val Ala Ala Glu He Lys Arg Trp Gly Thr Trp Tyr Ala Asn Glu Leu Gin 
Leu Asp Gly Phe Arg Leu Asp Ala Val Lys His He Lys Phe Ser Phe Leu Arg Asp Trp Val Asn His 
Val Arg Glu Lys Thr Gly Lys Glu Met Phe Thr Val Ala Glu Tyr Trp Gin Asn Asp Leu Gly Ala 
Leu Glu Asn Tyr Leu Asn Lys Thr Asn Phe Asn His Ser Val Phe Asp Val Pro Leu His Tyr Gin Phe 
His Ala Ala Ser Thr Gin Gly Gly Gly Tyr Asp Met Arg Lys Leu Leu Asn Gly Thr Val Val Ser Lys 
His Pro Leu Lys Ala Val Thr Phe Val Asp Asn His Asp Thr Gin Pro Gly Gin Ser Leu Glu Ser Thr 
Val Gin Thr Trp Phe Lys Pro Leu Ala Tyr Ala Phe He Leu Thr Arg Glu Ser Gly Tyr Pro Gin Val 
Phe Tyr Gly Asp Met Tyr Gly Thr Lys Gly Asp Ser Gin Arg Glu He Pro Ala Leu Lys His Lys He 
Glu Pro He Leu Lys Ala Arg Lys Gin Tyr Ala Tyr Gly Ala Gin His Asp Tyr Phe Asp His His Asp 
He Val Gly Trp Thr Arg Glu Gly Asp Ser Ser Val Ala Asn Ser Gly Leu Ala Ala Leu He Thr Asp 
Gly Pro Gly Gly Ala Lys Arg Met Tyr Val Gly Arg Gin Asn Ala Gly Glu Thr Trp His Asp He Thr 
Gly Asn Arg Ser Glu Pro Val Val He Asn Ser Glu Gly Trp Gly Glu Phe His Val Asn Gly Gly Ser 
Val Ser He Tyr Val Gin Arg 

SEQIDNO: 115 

atggcgaagtactccgagctggagcagggcggagtcataatgcaggccttctactgggacgttccggagggaggaatctggtgggacacaat 

acggcagaagatccctgaatggtacgatgcaggcatatccgccatctggatacccccggcgagcaagggcatgggcggggcctactcgatg 

ggctacgacccctacgattacttcgatctgggcgagttttaccagaagggaaccgttgagacccgcttcggctccaaggaagagctcgtcaaca 

tgatctccacggcccaccagtacggcatcaaggttatagcggacatagtgataaaccaccgcgcaggtggagacctcgaatggaacccatac 

gtcggcgactatacctggacggacttttctaaggtcgcctccgggaaatacaaggcccactacatggacttccatccaaacaactacagcacct 

cagacgagggaaccttcggtggcttcccagacattgatcacctcgtgcccttcaaccagtactggctgtgggcgagcaacgagagctacgccg 

cctacctcaggagcatagggatcgatgcgtggcgctttgactacgttaagggctacggcgcgtgggtcgtcaaggactggctgagtcagtggg 

gcggctgggccgtcggcgagtactgggacaccaacgtcgatgcgctcctcaactgggcctacagcagcggcgccaaggtcttcgacttccc 

gctctactacaagatggacgaggcctttgacaacaagaacattcccgccctcgtttacgccatccagaacggtgaaaccgtcgtcagcagggat 

cccttcaaggccgttaccttcgtggctaaccacgatacgaacataatctggaacaagtaccctgcctatgccttcatcctgacctacgaaggtcag 

cccgtcatcttctaccgcgactacgaggagtggctcaacaaggacaaactcaacaacctcatatggattcacgagcacctggcagggggaag 

caccaagatcctctactacgacgacgatgagctcatcttcatgagggaaggctacggcgacaggcccgggcttataacctacatcaacctcggt 

agcgactgggcggagagatgggtgaacgttggctcaaagttcgcgggctatacaatccacgaatacaccggaaacctcggcggctgggtcg 

acaggtacgtccagtacgacggctgggtcaagcttaccgctccgccacacgatccggcaaacggctattacggctactcggtctggagctacg 

ccggagttggaagatctcatcaccatcaccatcactaa 

SEQIDNO: 116 

Met Ala Lys Tyr Ser Glu Leu Glu Gin Gly Gly Val He Met Gin Ala Phe Tyr Trp Asp Val Pro Glu 
Gly Gly He Trp Trp Asp Thr He Arg Gin Lys He Pro Glu Trp Tyr Asp Ala Gly He Ser Ala He Trp 
He Pro Pro Ala Ser Lys Gly Met Gly Gly Ala Tyr Ser Met Gly Tyr Asp Pro Tyr Asp Tyr Phe Asp 
Leu Gly Glu Phe Tyr Gin Lys Gly Thr Val Glu Thr Arg Phe Gly Ser Lys Glu Glu Leu Val Asn Met 
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He Ser Thr Ala His Gin Tyr Gly He Lys Val He Ala Asp He Val He Asn His Arg Ala Gly Gly Asp 
Leu Glu Trp Asn Pro Tyr Val Gly Asp Tyr Thr Trp Thr Asp Phe Ser Lys Val Ala Ser Gly Lys Tyr 
Lys Ala His Tyr Met Asp Phe His Pro Asn Asn Tyr Ser Thr Ser Asp Glu Gly Thr Phe Gly Gly Phe 
Pro Asp He Asp His Leu Val Pro Phe Asn Gin Tyr Trp Leu Trp Ala Ser Asn Glu Ser Tyr Ala Ala 
Tyr Leu Arg Ser He Gly He Asp Ala Trp Arg Phe Asp Tyr Val Lys Gly Tyr Gly Ala Trp Val Val 
Lys Asp Trp Leu Ser Gin Trp Gly Gly Trp Ala Val Gly Glu Tyr Trp Asp Thr Asn Val Asp Ala Leu 
Leu Asn Trp Ala Tyr Ser Ser Gly Ala Lys Val Phe Asp Phe Pro Leu Tyr Tyr Lys Met Asp Glu Ala 
Phe Asp Asn Lys Asn He Pro Ala Leu Val Tyr Ala He Gin Asn Gly Glu Thr Val Val Ser Arg Asp 
Pro Phe Lys Ala Val Thr Phe Val Ala Asn His Asp Thr Asn He He Trp Asn Lys Tyr Pro Ala Tyr 
Ala Phe He Leu Thr Tyr Glu Gly Gin Pro Val He Phe Tyr Arg Asp Tyr Glu Glu Trp Leu Asn Lys 
Asp Lys Leu Asn Asn Leu He Trp He His Glu His Leu Ala Gly Gly Ser Thr Lys He Leu Tyr Tyr 
Asp Asp Asp Glu Leu He Phe Met Arg Glu Gly Tyr Gly Asp Arg Pro Gly Leu He Thr Tyr He Asn 
Leu Gly Ser Asp Trp Ala Glu Arg Trp Val Asn Val Gly Ser Lys Phe Ala Gly Tyr Thr He His Glu 
Tyr Thr Gly Asn Leu Gly Gly Trp Val Asp Arg Tyr Val Gin Tyr Asp Gly Trp Val Lys Leu Thr Ala 
Pro Pro His Asp Pro Ala Asn Gly Tyr Tyr Gly Tyr Ser Val Trp Ser Tyr Ala Gly Val Gly Arg Ser 
His His His His His His 

SEQ ID NO: 117 

ttgcgagtgttcctggttgtgccaaagctgagccgcccatttcaggcagagtcacaacaacaagacagggacataacaatgaaacacacagcg 

ggaatgctggcgatcgcaggtatgctgatcgcccccttggcgcatgccgatgtcatactgcacgccttcaactggaaatacagtgaagtcaccg 

ccaaggccgatctcatcaaggctgccggctacaagcaggtgctcatctcaccgcctctgaagtcctcgggcaacgagtggtgggctcgttacc 

agccccaggatctgcgcctggtcgacaccccccttggcaacaagcaggatctggagcagctgatcgccgcgatgcagacccggggcattgc 

cgtctacgcggacgtggtgctcaaccacatggccaacgaaagctggaagcgcagcgacctcaactaccccggcagcgagctgctgcaaag 

ctacgccggcaatccggcctactttgaacgccagaagctctttggcgatctggggcagaacttcctcgccggccaggattttcatccggagggg 

tgcatcaccgactggaacaatccgggccatgtccagtactggcgactgtgcggcggggcgggtgacaaggggctgccggatctggacccca 

acaactgggtggtgaaccagcaacaggcttacctgcaggcgctcaaggggatggggatcaagggttttcgggtcgatgcggtcaagcacatg 

agcgattaccagatcaacgccgtgttcacccccgagatcaaacaggggatgcacgtctttggcgaggtgatcaccacggggggcgccggca 

acagcgactatgagaacttcctcaaaccctacctcgacagcagcggccagggggcctacgacttcccgctcttcgcctccctgcgtggagcgc 

tgggctacggcggcagcatgaacctgctggccgatcccggtgcctatggtcaggcgctgccgggtagccgcgccgtcaccttcgccatcacc 

cacgacatccccaccaacgacggtttccgctaccagatcctcaaccagaccgacgagagactggcctatgcctacctgctcggtcgcgatggc 

ggttcgcctctggtctactccgatcacggtgaaaccagggacaaggacggattgcgctggcaggactactatctgcgcaccgatctcaaaggg 

atgatccgcttccataacacagtgcagggtcaaccgatgcagctcatcggcagtaacgactgcttcgtgctgttcaagcgtggcaagcagggc 

gtggtcggcatcaacaagtgcgactacgagcaggagtactggctcgataccgccagattcgagatgaactggtatcgcaactaccgggatgtg 

ctcgaccagaatgccgtggtcaacgtgcagagccagtgggtaaggctgaccatcccggcccgcggcgccagaatgtggctgcaggagtga 

SEQ ID NO: 118 

Met Arg Val Phe Leu Val Val Pro Lys Leu Ser Arg Pro Phe Gin Ala Glu Ser Gin Gin Gin Asp Arg 
Asp He Thr Met Lys His Thr Ala Gly Met Leu Ala He Ala Gly Met Leu He Ala Pro Leu Ala His 
Ala Asp Val He Leu His Ala Phe Asn Trp Lys Tyr Ser Glu Val Thr Ala Lys Ala Asp Leu He Lys 
Ala Ala Gly Tyr Lys Gin Val Leu He Ser Pro Pro Leu Lys Ser Ser Gly Asn Glu Trp Trp Ala Arg 
Tyr Gin Pro Gin Asp Leu Arg Leu Val Asp Thr Pro Leu Gly Asn Lys Gin Asp Leu Glu Gin Leu He 
Ala Ala Met Gin Thr Arg Gly He Ala Val Tyr Ala Asp Val Val Leu Asn His Met Ala Asn Glu Ser 
Trp Lys Arg Ser Asp Leu Asn Tyr Pro Gly Ser Glu Leu Leu Gin Ser Tyr Ala Gly Asn Pro Ala Tyr 
Phe Glu Arg Gin Lys Leu Phe Gly Asp Leu Gly Gin Asn Phe Leu Ala Gly Gin Asp Phe His Pro 
Glu Gly Cys He Thr Asp Trp Asn Asn Pro Gly His Val Gin Tyr Trp Arg Leu Cys Gly Gly Ala Gly 
Asp Lys Gly Leu Pro Asp Leu Asp Pro Asn Asn Trp Val Val Asn Gin Gin Gin Ala Tyr Leu Gin 
Ala Leu Lys Gly Met Gly He Lys Gly Phe Arg Val Asp Ala Val Lys His Met Ser Asp Tyr Gin He 
Asn Ala Val Phe Thr Pro Glu He Lys Gin Gly Met His Val Phe Gly Glu Val He Thr Thr Gly Gly 
Ala Gly Asn Ser Asp Tyr Glu Asn Phe Leu Lys Pro Tyr Leu Asp Ser Ser Gly Gin Gly Ala Tyr Asp 
Phe Pro Leu Phe Ala Ser Leu Arg Gly Ala Leu Gly Tyr Gly Gly Ser Met Asn Leu Leu Ala Asp Pro 
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Gly Ala Tyr Gly Gin Ala Leu Pro Gly Ser Arg Ala Val Thr Phe Ala He Thr His Asp He Pro Thr 
Asn Asp Gly Phe Arg Tyr Gin He Leu Asn Gin Thr Asp Glu Arg Leu Ala Tyr Ala Tyr Leu Leu Gly 
Arg Asp Gly Gly Ser Pro Leu Val Tyr Ser Asp His Gly Glu Thr Arg Asp Lys Asp Gly Leu Arg Trp 
Gin Asp Tyr Tyr Leu Arg Thr Asp Leu Lys Gly Met He Arg Phe His Asn Thr Val Gin Gly Gin Pro 
Met Gin Leu He Gly Ser Asn Asp Cys Phe Val Leu Phe Lys Arg Gly Lys Gin Gly Val Val Gly He 
Asn Lys Cys Asp Tyr Glu Gin Glu Tyr Trp Leu Asp Thr Ala Arg Phe Glu Met Asn Trp Tyr Arg 
Asn Tyr Arg Asp Val Leu Asp Gin Asn Ala Val Val Asn Val Gin Ser Gin Trp Val Arg Leu Thr He 
Pro Ala Arg Gly Ala Arg Met Trp Leu Gin Glu 

SEQ ID NO: 119 

atgcaaacgtttgcattcttattttactcaaagaaaggatgggtgtgcatgaattatttgaaaaaagtgtggttgtattacgctatcgtcgctaccttaa 

tcatttcctttcttacacctttttcaacagcacaagctaatactgcacctgttaacggaacaatgatgcaatatttcgaatgggacttacctaatgatgg 

gacgctttggacgaaagtaaaaaatgaagctaccaatctttcttcactaggtatcacagcactatggctccctccagcatataaaggaacgagcc 

aaagcgatgtcggatacggtgtttacgatttatatgaccttggggaatttaatcaaaaagggacgatccgaacgaaatacggaacaaaaacaca 

atatattcaagccattcaaactgcccaagccgcagggatgcaagtatatgcggatgttgtatttaatcataaggcaggggctgacagtacagaatt 

tgtcgatgcagttgaggtaaacccttctaatcgaaatcaagaaacatctggcacatatcaaattcaagcatggacaaaatttgattttcctggtcgtg 

gaaacacatactccagcttcaaatggcgctggtaccattttgatggtacggattgggacgaaagtcgtaaattaaatcgtatttacaaattccgcgg 

tacaggaaaagcgtgggactgggaagtcgatacagaaaacggaaactatgattatttaatgttcgctgatttagatatggatcaccctgaggttgt 

gacagaattaaaaaactggggaacgtggtacgtcaatactacaaatatcgatggattccgcttagatgccgtaaaacatattaaatacagctttttc 

cctgactggctaacatatgtacgtaatcaaacaggaaaaaatttatttgccgttggggaattttggagctatgacgtcaataagctgcataattacat 

tacaaaaacaaatgggtcgatgtcattatttgatgcacccttgcataacaacttttataccgcttccaaatcgagtggatattttgacatgcgttatttat 

tgaataatacattaatgaaagatcaaccttcactcgctgtaacacttgtcgataaccacgacacgcaaccagggcaatctttacagtcatgggtcg 

aaccttggtttaaacagcttgcttacgcctttattttaacaagacaagaagggtatccttgcgtattttacggtgattattatggaatccctaaatacaat 

atcccggggttaaaaagtaaaatcgacccgcttttaattgctcgtcgtgattacgcttatggaacacaacgtgattacattgatcatcaagacattat 

cggatggacacgagaaggcattgatgcaaaaccgaactctggactggcggctttaattaccgacggtcctggtggaagtaaatggatgtatgtc 

ggtaaaaagcatgccgggaaagtattttatgatttaactggaaatcgaagtgacacagtaacgattaatgcggatggttggggagaatttaaagta 

aacggaggatccgtctcaatttgggtggctaaaacgtcaaacgtcacatttacagtcaataacgccacaacaacaagcggacaaaacgtatatg 

ttgtcggcaacattccagagctaggcaattgtcgcacgggttaa 

SEQ ID NO: 120 

Met Gin Thr Phe Ala Phe Leu Phe Tyr Ser Lys Lys Gly Trp Val Cys Met Asn Tyr Leu Lys Lys Val 
Trp Leu Tyr Tyr Ala He Val Ala Thr Leu He He Ser Phe Leu Thr Pro Phe Ser Thr Ala Gin Ala Asn 
Thr Ala Pro Val Asn Gly Thr Met Met Gin Tyr Phe Glu Trp Asp Leu Pro Asn Asp Gly Thr Leu 
Trp Thr Lys Val Lys Asn Glu Ala Thr Asn Leu Ser Ser Leu Gly He Thr Ala Leu Trp Leu Pro Pro 
Ala Tyr Lys Gly Thr Ser Gin Ser Asp Val Gly Tyr Gly Val Tyr Asp Leu Tyr Asp Leu Gly Glu Phe 
Asn Gin Lys Gly Thr He Arg Thr Lys Tyr Gly Thr Lys Thr Gin Tyr He Gin Ala He Gin Thr Ala 
Gin Ala Ala Gly Met Gin Val Tyr Ala Asp Val Val Phe Asn His Lys Ala Gly Ala Asp Ser Thr Glu 
Phe Val Asp Ala Val Glu Val Asn Pro Ser Asn Arg Asn Gin Glu Thr Ser Gly Thr Tyr Gin He Gin 
Ala Trp Thr Lys Phe Asp Phe Pro Gly Arg Gly Asn Thr Tyr Ser Ser Phe Lys Trp Arg Trp Tyr His 
Phe Asp Gly Thr Asp Trp Asp Glu Ser Arg Lys Leu Asn Arg He Tyr Lys Phe Arg Gly Thr Gly Lys 
Ala Trp Asp Trp Glu Val Asp Thr Glu Asn Gly Asn Tyr Asp Tyr Leu Met Phe Ala Asp Leu Asp 
Met Asp His Pro Glu Val Val Thr Glu Leu Lys Asn Trp Gly Thr Trp Tyr Val Asn Thr Thr Asn He 
Asp Gly Phe Arg Leu Asp Ala Val Lys His He Lys Tyr Ser Phe Phe Pro Asp Trp Leu Thr Tyr Val 
Arg Asn Gin Thr Gly Lys Asn Leu Phe Ala Val Gly Glu Phe Trp Ser Tyr Asp Val Asn Lys Leu His 
Asn Tyr He Thr Lys Thr Asn Gly Ser Met Ser Leu Phe Asp Ala Pro Leu His Asn Asn Phe Tyr Thr 
Ala Ser Lys Ser Ser Gly Tyr Phe Asp Met Arg Tyr Leu Leu Asn Asn Thr Leu Met Lys Asp Gin 
Pro Ser Leu Ala Val Thr Leu Val Asp Asn His Asp Thr Gin Pro Gly Gin Ser Leu Gin Ser Trp Val 
Glu Pro Trp Phe Lys Gin Leu Ala Tyr Ala Phe He Leu Thr Arg Gin Glu Gly Tyr Pro Cys Val Phe 
Tyr Gly Asp Tyr Tyr Gly He Pro Lys Tyr Asn He Pro Gly Leu Lys Ser Lys He Asp Pro Leu Leu He 
Ala Arg Arg Asp Tyr Ala Tyr Gly Thr Gin Arg Asp Tyr He Asp His Gin Asp He He Gly Trp Thr 



Figure 1 6 (cont.) 



Arg Glu Gly He Asp Ala Lys Pro Asn Ser Gly Leu Ala Ala Leu He Thr Asp Gly Pro Gly Gly Ser 
Lys Trp Met Tyr Val Gly Lys Lys His Ala Gly Lys Val Phe Tyr Asp Leu Thr Gly Asn Arg Ser Asp 
Thr Val Thr lie Asn Ala Asp Gly Trp Gly Glu Phe Lys Val Asn Gly Gly Ser Val Ser He Trp Val 
Ala Lys Thr Ser Asn Val Thr Phe Thr Val Asn Asn Ala Thr Thr Thr Ser Gly Gin Asn Val Tyr Val 
Val Gly Asn He Pro Glu Leu Gly Asn Cys Arg Thr Gly 

SEQ ID NO: 121 

atgctcgccctgtcgctcggcggctgcggcatcgacgcgggcccgacaggccctcgcgtcgtggagccgctgccgcagcgccccacgcttc 

cgcaggagtaccgcgccagcggccacgcggccgccggcgacgtgttcgtgcacctgttcgagtggaagtggccggacatcgcggaggaat 

gcgagaacgtgctggggccggcgggctacgaggcggtgcaggtgtcgccgccgcaggagcacctggtgcagcagggggcgccgtggtg 

gcagcggtaccagccggtgagctactcggtggcgctgagccgcagcggcacgggcgtggagttcagcaacatgatcagccggtgcaaggc 

cgccggcgtggacatctacgtggacgccgtcatcaaccacatgacggccggtgcggggacggggagcaacggcaccgcctacaccaagta 

caactaccccggcctgtacgcgcaggcggactttcacccgcagtgcgcggtgggcgactacaccagcgccgccaacgtgcaggactgcga 

actgctggggctggctgacctgaacaccggcgcggccggcgtgcagcagaagatcgcggactacctggtctcgctggcgcggctgggcgt 

ggcgggttttcgcatcgacgccgccaagcacatccagccggtggaactggacgccatcgtggaccgcgtgaaccagacgctggcggcgga 

ggggcgcccgcttccctactggttcgccgaggtgatcgacaacggcggcgagggggtgcggcgcgagcactactacggcctgggatacgg 

caccggcggcgccgcggacatcacggagttccgctacaagggcgtgggcgacaagttcctgggcagcggcggccagcggctggtggacc 

tgaagaacttctcggcggtgacgtggaacctgatgccgtcggacaaggccgtcgtctttctggagaaccacgatacgcagcgcggcggcggc 

atcggctaccgcgatggcacggcgttccggctggccaacgtgtggatgctggcgcagccgtacggctatccgtcggtgatgtccagctacgc 

ctttgaccgcacctccccctttggccgcgacgccggcccgccctccgaggacggcgcgacgaaggacgtgacgtgcgcgcccacgctgga 

gacggcggtgctgggcacctgggtgtgcgagcaccgcgaccccgtcattcagcggatggtgggctttcgccgcgcgatggcgggcacgga 

cctgaaccgctggtgggacaacggcggcaacgccattgccttttcgcgcggggaccggggcttcgtcgccatcagccgcgagccgaaggtg 

accatggcggccgtgcccagcggactgtcccccggcacctactgcgacgtgctgaccggcggcaaggtgggcaacgcctgcgcgggaac 

cagcgtgacggtcgactctcagggcgtggtgcagctgagcatcgtcgagaactoggctctggtgatccacctcggggccaagctgtaacggc 

gcgctggcggatgtgcggaggg 
SEQ ID NO: 122 

Met Leu Ala Leu Ser Leu Gly Gly Cys Gly He Asp Ala Gly Pro Thr Gly Pro Arg Val Val Glu Pro 
Leu Pro Gin Arg Pro Thr Leu Pro Gin Glu Tyr Arg Ala Ser Gly His Ala Ala Ala Gly Asp Val Phe 
Val His Leu Phe Glu Trp Lys Trp Pro Asp He Ala Glu Glu Cys Glu Asn Val Leu Gly Pro Ala Gly 
Tyr Glu Ala Val Gin Val Ser Pro Pro Gin Glu His Leu Val Gin Gin Gly Ala Pro Trp Trp Gin Arg 
Tyr Gin Pro Val Ser Tyr Ser Val Ala Leu Ser Arg Ser Gly Thr Gly Val Glu Phe Ser Asn Met He 
Ser Arg Cys Lys Ala Ala Gly Val Asp He Tyr Val Asp Ala Val He Asn His Met Thr Ala Gly Ala 
Gly Thr Gly Ser Asn Gly Thr Ala Tyr Thr Lys Tyr Asn Tyr Pro Gly Leu Tyr Ala Gin Ala Asp Phe 
His Pro Gin Cys Ala Val Gly Asp Tyr Thr Ser Ala Ala Asn Val Gin Asp Cys Glu Leu Leu Gly Leu 
Ala Asp Leu Asn Thr Gly Ala Ala Gly Val Gin Gin Lys He Ala Asp Tyr Leu Val Ser Leu Ala Arg 
Leu Gly Val Ala Gly Phe Arg He Asp Ala Ala Lys His He Gin Pro Val Glu Leu Asp Ala He Val 
Asp Arg Val Asn Gin Thr Leu Ala Ala Glu Gly Arg Pro Leu Pro Tyr Trp Phe Ala Glu Val He Asp 
Asn Gly Gly Glu Gly Val Arg Arg Glu His Tyr Tyr Gly Leu Gly Tyr Gly Thr Gly Gly Ala Ala Asp 
He Thr Glu Phe Arg Tyr Lys Gly Val Gly Asp Lys Phe Leu Gly Ser Gly Gly Gin Arg Leu Val Asp 
Leu Lys Asn Phe Ser Ala Val Thr Trp Asn Leu Met Pro Ser Asp Lys Ala Val Val Phe Leu Glu Asn 
His Asp Thr Gin Arg Gly Gly Gly He Gly Tyr Arg Asp Gly Thr Ala Phe Arg Leu Ala Asn Val Trp 
Met Leu Ala Gin Pro Tyr Gly Tyr Pro Ser Val Met Ser Ser Tyr Ala Phe Asp Arg Thr Ser Pro Phe 
Gly Arg Asp Ala Gly Pro Pro Ser Glu Asp Gly Ala Thr Lys Asp Val Thr Cys Ala Pro Thr Leu Glu 
Thr Ala Val Leu Gly Thr Trp Val Cys Glu His Arg Asp Pro Val He Gin Arg Met Val Gly Phe Arg 
Arg Ala Met Ala Gly Thr Asp Leu Asn Arg Trp Trp Asp Asn Gly Gly Asn Ala He Ala Phe Ser Arg 
Gly Asp Arg Gly Phe Val Ala He Ser Arg Glu Pro Lys Val Thr Met Ala Ala Val Pro Ser Gly Leu 
Ser Pro Gly Thr Tyr Cys Asp Val Leu Thr Gly Gly Lys Val Gly Asn Ala Cys Ala Gly Thr Ser Val 
Thr Val Asp Ser Gin Gly Val Val Gin Leu Ser He Val Glu Asn Ser Ala Leu Val He His Leu Gly 
Ala Lys Leu Arg Arg Ala Gly Gly Cys Ala Glu 
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SEQ ID NO: 123 

atgccccaggccattcgcacmttcacgttggacgttgttcggcttaatcggcgtttttctgcttggtctcgtcttttctgtcccaccccgggcaatcc 

aggcccagacaaccccggcccgtaccgttatggttcacctcttcgagtggaaatggaccgacatcgctaaagaatgcgagaatttcctcggac 

cgaaaggctttgccgcaatccaggtatcgccgccccaggagcatgtccaggggtcgcaatggtggacccgctatcagccggtcagctacaag 

atcgagagccgctccggcacccgggccgagttcgccaatatggtctcgcgctgcaaagccgtcggggtcgatatctatgtcgatgccgtgatc 

aaccatatgacgactgtcggctccggcactggtatggctggatcgacctacaccagctacacctatccggggctgtatcagacccaggacttcc 

accactgcgggcgcaatggcaacgatgatatcagcagctacggcgatcgctgggaagtacaaaactgcgaactgctcaacctagccgacctc 

aacaccggcgctgagtatgtccggggtaaactcgccgcctatatgaacgatctgcgcggcctgggcgtcgccggatttcggatcgatgccgcc 

aagcacatggataccaacgacatcaacaatatcgttggccgcctgcccaacgcgccctacatctaccaggaagtgatcgaccagggcggcga 

gccaattaccgccggcgaatacttccagaatggcgatgtgaccgagttcaagtacagccgcgagatctcgcgcatgttcaaaaccggccagct 

gacccatatgagccagttcggcactgcctggggcttcatgtccagcgacctggcagtagttttcaccgataaccacgacaaccagcgcggtca 

cggcggcgccggcgatgtcttgacctacaaagatggccagctgtacaccctgggcaatatcttcgagctagcctggccgtatggctacccaca 

ggtcatgtcgagctacacgttcagcaacggcgaccaggggccgccatcgaccaatgtgtacgcaaccacaacgcctgattgtggcaacggcc 

gctgggtctgtgagcaccgctggcgaggaatcgccaacatggtcgcgttccgcaactacaccgccccgaccttcagcaccagcaactggtgg 

agcaacggcaacaaccagatcgctttcagccgcgggaccctgggctttgtggcgatcaatcgggaaggtggcagcctgaaccgcaccttcca 

aaccggcctgcccgtcggcacctactgcgatgtcattcacggcgatttcaatgccagcgccggcacctgttccggcccaactatcgctgtcaac 

ggctccggacaggcaaccatcacggtcaacgcgatggacgcggtggcgatctacggcggagccaggctcgccactccggccagtgtcaac 

gtgacattcaacgaaaacgccacgaccacctgggggcagaatgtgtatatcgtcggcaacgtcgccgccctgggcagctggaacgcaggca 

gcgcggtcttactctcctccgctaactacccaatctggagcaagaccatcgccctgccagccaacaccgccattgagtacaagtacatcaaaaa 

ggatggcgcgggcaatgtggtgtgggaaagcggcgccaaccgcgtctttaccacccccggcagcggcagtgccacgcgcaacgatacctg 

gaaatag 

SEQ ID NO: 124 

Met Pro Gin Ala He Arg Thr Phe Ser Arg Trp Thr Leu Phe Gly Leu He Gly Val Phe Leu Leu Gly 
Leu Val Phe Ser Val Pro Pro Arg Ala He Gin Ala Gin Thr Thr Pro Ala Arg Thr Val Met Val His 
Leu Phe Glu Trp Lys Trp Thr Asp He Ala Lys Glu Cys Glu Asn Phe Leu Gly Pro Lys Gly Phe Ala 
Ala He Gin Val Ser Pro Pro Gin Glu His Val Gin Gly Ser Gin Trp Trp Thr Arg Tyr Gin Pro Val Ser 
Tyr Lys He Glu Ser Arg Ser Gly Thr Arg Ala Glu Phe Ala Asn Met Val Ser Arg Cys Lys Ala Val 
Gly Val Asp lie Tyr Val Asp Ala Val He Asn His Met Thr Thr Val Gly Ser Gly Thr Gly Met Ala 
Gly Ser Thr Tyr Thr Ser Tyr Thr Tyr Pro Gly Leu Tyr Gin Thr Gin Asp Phe His His Cys Gly Arg 
Asn Gly Asn Asp Asp He Ser Ser Tyr Gly Asp Arg Trp Glu Val Gin Asn Cys Glu Leu Leu Asn 
Leu Ala Asp Leu Asn Thr Gly Ala Glu Tyr Val Arg Gly Lys Leu Ala Ala Tyr Met Asn Asp Leu 
Arg Gly Leu Gly Val Ala Gly Phe Arg He Asp Ala Ala Lys His Met Asp Thr Asn Asp He Asn Asn 
He Val Gly Arg Leu Pro Asn Ala Pro Tyr He Tyr Gin Glu Val He Asp Gin Gly Gly Glu Pro He Thr 
Ala Gly Glu Tyr Phe Gin Asn Gly Asp Val Thr Glu Phe Lys Tyr Ser Arg Glu He Ser Arg Met Phe 
Lys Thr Gly Gin Leu Thr His Met Ser Gin Phe Gly Thr Ala Trp Gly Phe Met Ser Ser Asp Leu Ala 
Val Val Phe Thr Asp Asn His Asp Asn Gin Arg Gly His Gly Gly Ala Gly Asp Val Leu Thr Tyr 
Lys Asp Gly Gin Leu Tyr Thr Leu Gly Asn He Phe Glu Leu Ala Trp Pro Tyr Gly Tyr Pro Gin Val 
Met Ser Ser Tyr Thr Phe Ser Asn Gly Asp Gin Gly Pro Pro Ser Thr Asn Val Tyr Ala Thr Thr Thr 
Pro Asp Cys Gly Asn Gly Arg Trp Val Cys Glu His Arg Trp Arg Gly He Ala Asn Met Val Ala Phe 
Arg Asn Tyr Thr Ala Pro Thr Phe Ser Thr Ser Asn Trp Trp Ser Asn Gly Asn Asn Gin He Ala Phe 
Ser Arg Gly Thr Leu Gly Phe Val Ala He Asn Arg Glu Gly Gly Ser Leu Asn Arg Thr Phe Gin Thr 
Gly Leu Pro Val Gly Thr Tyr Cys Asp Val He His Gly Asp Phe Asn Ala Ser Ala Gly Thr Cys Ser 
Gly Pro Thr He Ala Val Asn Gly Ser Gly Gin Ala Thr He Thr Val Asn Ala Met Asp Ala Val Ala He 
Tyr Gly Gly Ala Arg Leu Ala Thr Pro Ala Ser Val Asn Val Thr Phe Asn Glu Asn Ala Thr Thr Thr 
Trp Gly Gin Asn Val Tyr He Val Gly Asn Val Ala Ala Leu Gly Ser Trp Asn Ala Gly Ser Ala Val 
Leu Leu Ser Ser Ala Asn Tyr Pro He Trp Ser Lys Thr He Ala Leu Pro Ala Asn Thr Ala He Glu Tyr 
Lys Tyr He Lys Lys Asp Gly Ala Gly Asn Val Val Trp Glu Ser Gly Ala Asn Arg Val Phe Thr Thr 
Pro Gly Ser Gly Ser Ala Thr Arg Asn Asp Thr Trp Lys 
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SEQIDNO: 125 

gtggtgcacatgaagttgaagtaccttgccttagttttgttggctgtggcttcgataggcctactctcgactccagtgggtgctgccaagtactccg 

aactcgaagagggcggtgttataatgcaggccttctactgggatgttcccggagggggaatctggtgggacaccataagacagaaaatcccg 

gagtggtacgacgctggaatctcggcgatatggattcctccagctagcaaagggatgggcggtggttattccatgggctacgatccctacgattt 

ctttgacctcggcgagtactatcagaagggaacagttgagacgcgcttcggctcaaaggaggaactggtgaacatgataaacaccgcacactc 

ctatggcataaaggtgatagcggacatagtcataaaccaccgcgccggtggagaccttgagtggaacccctttgtaaacaactatacttggaca 

gacttctccaaggtcgcctccggtaaatacacggccaactaccttgacttccacccaaacgaggtcaagtgctgcgatgagggtacatttggtga 

ctttccggacatcgcccacgagaagagctgggatcagtactggctctgggcaagcaatgagagctacgccgcatatctccggagcataggga 

tcgatgcatggcgtttcgactacgtcaaaggttacggagcgtgggttgttaatgactggctcagctggtggggaggctgggccgttggagagta 

ctgggacacgaacgttgatgcactccttaactgggcatacgacagcggtgccaaggtctttgacttcccgctctactacaagatggacgaagcc 

tttgacaacaccaacatccccgctttggtttacgccctccagaacggaggaacagtcgtttcccgcgatcccttcaaggcagtaactttcgttgcc 

aaccacgatacagatataatctggaacaagtatccggcttatgcgttcatccttacctatgagggacagcctgttatattttaccgcgactacgagg 

agtggctcaacaaggataagcttaacaaccttatctggatacacgagcaccttgccggaggaagtaccaagatcctctactacgataacgatga 

gctaatattcatgagggagggctacgggagcaagccgggcctcataacctacataaacctcggaaacgactgggccgagcgctgggtgaac 

gtcggctcaaagtttgccggctacacaatccatgaatacacaggcaatctcggtggctgggttgacaggtgggttcagtacgatggatgggtta 

aactgacggcacctcctcatgatccagccaacggatattacggctactcagtctggagctacgcaggcgtcggatga 

SEQ ID NO: 126 

Val Val His Met Lys Leu Lys Tyr Leu Ala Leu Val Leu Leu Ala Val Ala Ser He Gly Leu Leu Ser 
Thr Pro Val Gly Ala Ala Lys Tyr Ser Glu Leu Glu Glu Gly Gly Val He Met Gin Ala Phe Tyr Trp 
Asp Val Pro Gly Gly Gly He Trp Trp Asp Thr He Arg Gin Lys He Pro Glu Trp Tyr Asp Ala Gly He 
Ser Ala He Trp He Pro Pro Ala Ser Lys Gly Met Gly Gly Gly Tyr Ser Met Gly Tyr Asp Pro Tyr 
Asp Phe Phe Asp Leu Gly Glu Tyr Tyr Gin Lys Gly Thr Val Glu Thr Arg Phe Gly Ser Lys Glu Glu 
Leu Val Asn Met He Asn Thr Ala His Ser Tyr Gly He Lys Val He Ala Asp He Val He Asn His Arg 
Ala Gly Gly Asp Leu Glu Trp Asn Pro Phe Val Asn Asn Tyr Thr Trp Thr Asp Phe Ser Lys Val Ala 
Ser Gly Lys Tyr Thr Ala Asn Tyr Leu Asp Phe His Pro Asn Glu Val Lys Cys Cys Asp Glu Gly Thr 
Phe Gly Asp Phe Pro Asp He Ala His Glu Lys Ser Trp Asp Gin Tyr Trp Leu Trp Ala Ser Asn Glu 
Ser Tyr Ala Ala Tyr Leu Arg Ser He Gly He Asp Ala Trp Arg Phe Asp Tyr Val Lys Gly Tyr Gly 
Ala Trp Val Val Asn Asp Trp Leu Ser Trp Trp Gly Gly Trp Ala Val Gly Glu Tyr Trp Asp Thr Asn 
Val Asp Ala Leu Leu Asn Trp Ala Tyr Asp Ser Gly Ala Lys Val Phe Asp Phe Pro Leu Tyr Tyr Lys 
Met Asp Glu Ala Phe Asp Asn Thr Asn He Pro Ala Leu Val Tyr Ala Leu Gin Asn Gly Gly Thr Val 
Val Ser Arg Asp Pro Phe Lys Ala Val Thr Phe Val Ala Asn His Asp Thr Asp He He Trp Asn Lys 
Tyr Pro Ala Tyr Ala Phe He Leu Thr Tyr Glu Gly Gin Pro Val He Phe Tyr Arg Asp Tyr Glu Glu 
Trp Leu Asn Lys Asp Lys Leu Asn Asn Leu He Trp He His Glu His Leu Ala Gly Gly Ser Thr Lys 
He Leu Tyr Tyr Asp Asn Asp Glu Leu He Phe Met Arg Glu Gly Tyr Gly Ser Lys Pro Gly Leu He 
Thr Tyr He Asn Leu Gly Asn Asp Trp Ala Glu Arg Trp Val Asn Val Gly Ser Lys Phe Ala Gly Tyr 
Thr He His Glu Tyr Thr Gly Asn Leu Gly Gly Trp Val Asp Arg Trp Val Gin Tyr Asp Gly Trp Val 
Lys Leu Thr Ala Pro Pro His Asp Pro Ala Asn Gly Tyr Tyr Gly Tyr Ser Val Trp Ser Tyr Ala Gly 
Val Gly 

SEQ ID NO: 127 

gtgtgcatgaattatttgaaaaaagtgtggttgtattacgctatcgtcgctaccttaatcatttactttcttacgcccttttcaactgcacaagccaacac 

tgcaccagtcaacggaacgatgatgcaatatttcgaatgggatttaccgaatgatggcacactttggacgaaagtaaaaaacgaagcaagcagt 

ctttcttctttaggtattactgcgttatggttaccacctgcatacaaaggaacgagccaaggggatgtcgggtatggcgtgtacgatttgtatgactt 

aggagaatttaatcaaaaagggacgattcgaacgaaatacggaacaaaaacgcaatatttacaagccattcaagcggcaaaaagcgctggcat 

gcaagtatacgctgatgtcgtatttaatcacaaggcgggggcagatagtacagaatgggttgacgcagtcgaagtgaatccttctaatcgaaacc 

aagaaacatctggcacatatcaaattcaagcatggacaaaatttgatttccctggccgtgggaacacatactcaagctttaaatggcgatggtatc 

attttgacggtacggattgggatgaaagccgaaaactaaatcgtatttacaaatttcgtggcacaggaaaagcatgggattgggaagtagacaca 

gagaacggaaactatgactacttaatgtttgctgatttagatatggatcaccctgaagtcgtgacagagctaaaaaactggggaacatggtacgtc 




Figure 16 (cont.) 

aatacgacaaatgtcgatgggtttcgcttagatgcagtaaagcatattaaatatagcttcttcccagattggttaacacatgtgcgttcacaaacacg 

aaaaaatctttttgcagtaggagaattttggagctacgatgtcaataaactgcataactacattacaaaaacaagtggaaccatgtcgttatttgatg 

cgccacttcataacaacttttacactgcttcaaaatctagcgggtattttgacatgcgctatttgttaaataatacgttgatgaaagaccagccttctct 

tgcggtcacactcgttgataatcatgacacgcaaccgggacaatctttacaatcatgggtagagccttggtttaagccgcttgcttatgcctttatttt 

gacaagacaagaaggatatccttgcgtattttacggcgactattacggcatccctaaatacaacattccgggattgaaaagtaaaatcgatccgct 

tctcattgcccgtagagactacgcatacggaacacaacgtgattatattgaccatcaagacattattggatggacacgggaaggaattgactcaa 

aaccgaactctggacttgcggctttaattactgacggccctggtggaagtaaatggatgtatgtaggtaaaaagcatgctggaaaagtgttttacg 

atctcactggaaatcgaagcgatacggtaacgattaatgcagacggctggggagagtttaaagtaaacggtggctccgtttccatttgggttgcc 

aaaacatcacaagtcacgtttaccgtcaacaatgcgacaacgataagcggacaaaatgtgtatgtcgttggtaacattccagagctcggaaattg 

gaacacagcaaacgcaatcaaaatgaccccatcttcttatccaacgtggaaagcaaccattgctcttccacaaggaaaagccattgaatttaaatt 

tattaaaaaagaccaatcgggaaatgttgtttgggaaagcattccaaaccgaacatacaccgttccatttttatcaacaggctcatatacagctagtt 

ggaatgtaccttaa 
SEQIDNO: 128 

Val Cys Met Asn Tyr Leu Lys Lys Val Trp Leu Tyr Tyr Ala He Val Ala Thr Leu lie He Tyr Phe 
Leu Thr Pro Phe Ser Thr Ala Gin Ala Asn Thr Ala Pro Val Asn Gly Thr Met Met Gin Tyr Phe Glu 
Trp Asp Leu Pro Asn Asp Gly Thr Leu Trp Thr Lys Val Lys Asn Glu Ala Ser Ser Leu Ser Ser Leu 
Gly He Thr Ala Leu Trp Leu Pro Pro Ala Tyr Lys Gly Thr Ser Gin Gly Asp Val Gly Tyr Gly Val 
Tyr Asp Leu Tyr Asp Leu Gly Glu Phe Asn Gin Lys Gly Thr He Arg Thr Lys Tyr Gly Thr Lys Thr 
Gin Tyr Leu Gin Ala He Gin Ala Ala Lys Ser Ala Gly Met Gin Val Tyr Ala Asp Val Val Phe Asn 
His Lys Ala Gly Ala Asp Ser Thr Glu Trp Val Asp Ala Val Glu Val Asn Pro Ser Asn Arg Asn Gin 
Glu Thr Ser Gly Thr Tyr Gin He Gin Ala Trp Thr Lys Phe Asp Phe Pro Gly Arg Gly Asn Thr Tyr 
Ser Ser Phe Lys Trp Arg Trp Tyr His Phe Asp Gly Thr Asp Trp Asp Glu Ser Arg Lys Leu Asn Arg 
He Tyr Lys Phe Arg Gly Thr Gly Lys Ala Trp Asp Trp Glu Val Asp Thr Glu Asn Gly Asn Tyr Asp 
Tyr Leu Met Phe Ala Asp Leu Asp Met Asp His Pro Glu Val Val Thr Glu Leu Lys Asn Trp Gly 
Thr Trp Tyr Val Asn Thr Thr Asn Val Asp Gly Phe Arg Leu Asp Ala Val Lys His He Lys Tyr Ser 
Phe Phe Pro Asp Trp Leu Thr His Val Arg Ser Gin Thr Arg Lys Asn Leu Phe Ala Val Gly Glu Phe 
Trp Ser Tyr Asp Val Asn Lys Leu His Asn Tyr He Thr Lys Thr Ser Gly Thr Met Ser Leu Phe Asp 
Ala Pro Leu His Asn Asn Phe Tyr Thr Ala Ser Lys Ser Ser Gly Tyr Phe Asp Met Arg Tyr Leu Leu 
Asn Asn Thr Leu Met Lys Asp Gin Pro Ser Leu Ala Val Thr Leu Val Asp Asn His Asp Thr Gin 
Pro Gly Gin Ser Leu Gin Ser Trp Val Glu Pro Trp Phe Lys Pro Leu Ala Tyr Ala Phe He Leu Thr 
Arg Gin Glu Gly Tyr Pro Cys Val Phe Tyr Gly Asp Tyr Tyr Gly He Pro Lys Tyr Asn He Pro Gly 
Leu Lys Ser Lys He Asp Pro Leu Leu He Ala Arg Arg Asp Tyr Ala Tyr Gly Thr Gin Arg Asp Tyr 
He Asp His Gin Asp He He Gly Trp Thr Arg Glu Gly He Asp Ser Lys Pro Asn Ser Gly Leu Ala Ala 
Leu He Thr Asp Gly Pro Gly Gly Ser Lys Trp Met Tyr Val Gly Lys Lys His Ala Gly Lys Val Phe 
Tyr Asp Leu Thr Gly Asn Arg Ser Asp Thr Val Thr He Asn Ala Asp Gly Trp Gly Glu Phe Lys Val 
Asn Gly Gly Ser Val Ser He Trp Val Ala Lys Thr Ser Gin Val Thr Phe Thr Val Asn Asn Ala Thr 
Thr He Ser Gly Gin Asn Val Tyr Val Val Gly Asn He Pro Glu Leu Gly Asn Trp Asn Thr Ala Asn 
Ala He Lys Met Thr Pro Ser Ser Tyr Pro Thr Trp Lys Ala Thr He Ala Leu Pro Gin Gly Lys Ala He 
Glu Phe Lys Phe He Lys Lys Asp Gin Ser Gly Asn Val Val Trp Glu Ser He Pro Asn Arg Thr Tyr 
Thr Val Pro Phe Leu Ser Thr Gly Ser Tyr Thr Ala Ser Trp Asn Val Pro 

SEQIDNO: 129 

ttgcgttgccgccgtggcagggacgggtgttggtgcgggcggcgtaatgcgctgccgcgacacccgcgtgaacaaaataatatgaattatttg 

aataggatgggggtgtcaagaatgacaaaatctcgagagttgcggtgttcatggaaagtatttgttgttgggtgcctgttgtggatggcttgggga 

tcttccgcgtccgccggcgtattgatgcaaggcttctactgggacgccagtaccgggaccagtgattcgtggtggacgcatttggccaagcaag 

ccaacggtctaaaacgggcggggttcaccgccgtatggattcctccggtgcttaaaggggcttcagggggctattccaacgggtacgatccctt 

tgacgactatgatatcggaagcaaggaccagaaaggtaccgtggcgacgcgatgggggacgcgagaagaactgcaacgtgccgtggccgt 

gatgcgcgcgaacggtctggatgtgtatgtggatctggtgctgaaccaccgcaacggggacgacgggaattggaattttcattacaaagatgc 

gtacggcaaagtgggttacgggcggtttcaaaaggggttttacgattttcaccccaactacaacattcaggatgccaatgttcccaacgaggattc 



Figure 16 (cont.) 



cagcttcgggcgcgatttagcccatgacaatccgtatgtggccgatggactgaaggctgcaggcgattggctgaccaaagccctcgatgttca 

gggatatcgtctggattacgtgaaaggcatcagctacaccttcctgaaaagttatctgtcctatggggccatgaacggaaaatttgccgtcggtga 

gtactgggatgccaaccgggatacgttgaactggtgggcgaacacggcgatggaagggcgggcccatgtgtttgattttgcgttgcgcgagg 

agctgaaaaacatgtgcaatgcggacgggtactacgacatgcgtcgattggaccacgcgggtctggtcggaatcgacccgtggaaggcggt 

gacgtttgtcgaaaaccatgatacggatcggcacgaccccatctacaataacaagcatttggcgtatgcctacatcttgacgtcggaagggtatc 

cgacggtgttctggaaggattactaccaatacggaatgaagccgatcatcgacaacctcatttggatccacgaacacattgcgtacggaacgac 

ccaagagcgttggaaagacgaagatgtctttgtgtatgagcggaccggaggcaagcggctattggtggggcttaacgacaatcgcgccacca 

gcaaaacggtcaccgtacagaccggctttggtgccaacgtggccttgcacgactacaccggcaacggccccgatctccgtaccgacgcctac 

ggtcgggtaaccttgaccattcctgcaaacgggtacgtggcctattccgttccgggcatctccggatcctttgtgccggtcgagaaaaccgtgac 

gcaggagtttgccggggcgtccgacttggatattcgtccggccgataacacgcaatttgtgcaggtcgggcggatatacgccaaggcaaacaa 

gccggttacagcggaattgtattgggatgccaaagactggacgacctccacgtcgattctcctagaagtgcgttcggcttcgggaacgctcatc 

acgacaaagaccgtgacccaattgtcgtcccagggtacccgcgtttccttcacgccttcggctaccggatggtacgtcttttccattcgaagctat 

aacacgccttcgacgaacccaaagccggcctactggttaaaggtaacgtatacggcgccgcaattgcttcagtaa 

SEQIDNO: 130 

Met Arg Cys Arg Arg Gly Arg Asp Gly Cys Trp Cys Gly Arg Arg Asn Ala Leu Pro Arg His Pro 
Arg Glu Gin Asn Asn Met Asn Tyr Leu Asn Arg Met Gly Val Ser Arg Met Thr Lys Ser Arg Glu 
Leu Arg Cys Ser Trp Lys Val Phe Val Val Gly Cys Leu Leu Trp Met Ala Trp Gly Ser Ser Ala Ser 
Ala Gly Val Leu Met Gin Gly Phe Tyr Trp Asp Ala Ser Thr Gly Thr Ser Asp Ser Trp Trp Thr His 
Leu Ala Lys Gin Ala Asn Gly Leu Lys Arg Ala Gly Phe Thr Ala Val Trp He Pro Pro Val Leu Lys 
Gly Ala Ser Gly Gly Tyr Ser Asn Gly Tyr Asp Pro Phe Asp Asp Tyr Asp He Gly Ser Lys Asp Gin 
Lys Gly Thr Val Ala Thr Arg Trp Gly Thr Arg Glu Glu Leu Gin Arg Ala Val Ala Val Met Arg Ala 
Asn Gly Leu Asp Val Tyr Val Asp Leu Val Leu Asn His Arg Asn Gly Asp Asp Gly Asn Trp Asn 
Phe His Tyr Lys Asp Ala Tyr Gly Lys Val Gly Tyr Gly Arg Phe Gin Lys Gly Phe Tyr Asp Phe His 
Pro Asn Tyr Asn He Gin Asp Ala Asn Val Pro Asn Glu Asp Ser Ser Phe Gly Arg Asp Leu Ala His 
Asp Asn Pro Tyr Val Ala Asp Gly Leu Lys Ala Ala Gly Asp Trp Leu Thr Lys Ala Leu Asp Val 
Gin Gly Tyr Arg Leu Asp Tyr Val Lys Gly He Ser Tyr Thr Phe Leu Lys Ser Tyr Leu Ser Tyr Gly 
Ala Met Asn Gly Lys Phe Ala Val Gly Glu Tyr Trp Asp Ala Asn Arg Asp Thr Leu Asn Trp Trp 
Ala Asn Thr Ala Met Glu Gly Arg Ala His Val Phe Asp Phe Ala Leu Arg Glu Glu Leu Lys Asn 
Met Cys Asn Ala Asp Gly Tyr Tyr Asp Met Arg Arg Leu Asp His Ala Gly Leu Val Gly He Asp 
Pro Trp Lys Ala Val Thr Phe Val Glu Asn His Asp Thr Asp Arg His Asp Pro He Tyr Asn Asn Lys 
His Leu Ala Tyr Ala Tyr He Leu Thr Ser Glu Gly Tyr Pro Thr Val Phe Trp Lys Asp Tyr Tyr Gin 
Tyr Gly Met Lys Pro He He Asp Asn Leu He Trp He His Glu His He Ala Tyr Gly Thr Thr Gin Glu 
Arg Trp Lys Asp Glu Asp Val Phe Val Tyr Glu Arg Thr Gly Gly Lys Arg Leu Leu Val Gly Leu 
Asn Asp Asn Arg Ala Thr Ser Lys Thr Val Thr Val Gin Thr Gly Phe Gly Ala Asn Val Ala Leu His 
Asp Tyr Thr Gly Asn Gly Pro Asp Leu Arg Thr Asp Ala Tyr Gly Arg Val Thr Leu Thr He Pro Ala 
Asn Gly Tyr Val Ala Tyr Ser Val Pro Gly He Ser Gly Ser Phe Val Pro Val Glu Lys Thr Val Thr 
Gin Glu Phe Ala Gly Ala Ser Asp Leu Asp lie Arg Pro Ala Asp Asn Thr Gin Phe Val Gin Val Gly 
Arg He Tyr Ala Lys Ala Asn Lys Pro Val Thr Ala Glu Leu Tyr Trp Asp Ala Lys Asp Trp Thr Thr 
Ser Thr Ser He Leu Leu Glu Val Arg Ser Ala Ser Gly Thr Leu He Thr Thr Lys Thr Val Thr Gin Leu 
Ser Ser Gin Gly Thr Arg Val Ser Phe Thr Pro Ser Ala Thr Gly Trp Tyr Val Phe Ser He Arg Ser Tyr 
Asn Thr Pro Ser Thr Asn Pro Lys Pro Ala Tyr Trp Leu Lys Val Thr Tyr Thr Ala Pro Gin Leu Leu 
Gin 

SEQ ID NO: 131 

atgccgcagctttacccattgccgccgcgctggcggcgcgcggcccggcagggcctggccgccttgacgctggccaccacggccctgggc 

atctcgacggcccaggcccagagtgcaccgcgcacggccttcgtgcatctgttcgaatggaagtggaccgacatcgcgcgcgagtgcgaga 

ccttcctcgggcccaagggcttcgcggcggtgcaggtgtcgcccccgaacgagcacaactgggtgaccagcggtgatggtgcaccttatccg 

tggtggatgcgctaccagccggtgagctacagcctggaccgcagccgcagcggcacgcgcgccgagttccaggacatggtcaaccgatgc 

aatgccgtgggcgtgggcatctacgtggacgccgtgatcaatcacatgtccggcggcacgggcggcacctcgagcgctgggcgcagctgg 



Figure 1 6 (cont.) 



agctatcacaactaccctgggctctatggccccaacgacttccaccagccggtgtgcagcatcaccaactacggggatgcgaacaatgtgcag 

cgttgcgagctctcgggcttgcaggacctggacactgggagcgcttatgtgcgcggcaagatcgccgactatctggtggatctggtcaacatg 

ggggtcaagggcttccgggtggatgcggccaagcacatcagcccgaccgacctgggcgccatcatcgatgcggtcaacagccgcaccggc 

gcgaaccgccctttctggtttctggaggtgattggcgcggccggcgaggcagtgcagccgaaccagtacttctcgctcggcggcggccaggt 

caccgtgaccgagttcaactatgggaagcaaatcttcggcaagttcgccggtggcggccgtctggccgagctgcgcagcttcggtgaaacctg 

gggcctgatgcccagcagcaaagcgattgctttcatcgacaaccacgacaagcagcgcggtcatggcggcggtggcaactatctgacctacc 

accatggctcgacctacgatctggccaacatcttcatgctggcttggccttatggctacccggcgctgatgtccagctatgccttcaaccgcagc 

acggcctacgacacgagctttggcccgccacacgacagtggtggcgccacccgtggcccctgggatggtggcggcagccagccggcctgc 

ttcaaccagagcatcggtggctgggtgtgtgagcaccgctggcggggcatcgccaatatggtggccttccgcaacgccacgctgcccaactg 

gaccgtgaccgactggtgggacaacggcaacaaccagatcgctttcgggcggggtgacaagggcttcgtggtgatcaaccgcgaagacgc 

cgcgctgacgcgcaacttcaagaccagcctgccagccggccagtactgcgatgtcatctccggggacttcaacaatggtcagtgcacgggcc 

atgtggtgacggtcgatgccggcggctacgtgacgctgacggccgggcccaatggtgcggcggccatccacgtgggcgcccgtctggacg 

gcgcctctcagccgccgacgaccgcctcggtgacgttcaacgcgtcggccgataccttttggggacagaacctgttcgtcgtgggcaaccaca 

gcgcactgggcaactggtcgccggcggccgccaggccgatgacttggatttccggttcgggcacgcgcgggaactggcgcgcggtgctca 

atttgccggccaataccacctaccaatacaagttcatcaagaaggacggggctggaaacgtggtttgggagggcggtggcaatcgcgtcgtga 

ccacgccgtctgggggcggatcggtgagcacgggcggcaattggcagtag 

SEQ ID NO: 132 

Met Pro Gin Leu Tyr Pro Leu Pro Pro Arg Trp Arg Arg Ala Ala Arg Gin Gly Leu Ala Ala Leu Thr 
Leu Ala Thr Thr Ala Leu Gly He Ser Thr Ala Gin Ala Gin Ser Ala Pro Arg Thr Ala Phe Val His 
Leu Phe Glu Trp Lys Trp Thr Asp He Ala Arg Glu Cys Glu Thr Phe Leu Gly Pro Lys Gly Phe Ala 
Ala Val Gin Val Ser Pro Pro Asn Glu His Asn Trp Val Thr Ser Gly Asp Gly Ala Pro Tyr Pro Trp 
Trp Met Arg Tyr Gin Pro Val Ser Tyr Ser Leu Asp Arg Ser Arg Ser Gly Thr Arg Ala Glu Phe Gin 
Asp Met Val Asn Arg Cys Asn Ala Val Gly Val Gly He Tyr Val Asp Ala Val He Asn His Met Ser 
Gly Gly Thr Gly Gly Thr Ser Ser Ala Gly Arg Ser Trp Ser Tyr His Asn Tyr Pro Gly Leu Tyr Gly 
Pro Asn Asp Phe His Gin Pro Val Cys Ser He Thr Asn Tyr Gly Asp Ala Asn Asn Val Gin Arg Cys 
Glu Leu Ser Gly Leu Gin Asp Leu Asp Thr Gly Ser Ala Tyr Val Arg Gly Lys He Ala Asp Tyr Leu 
Val Asp Leu Val Asn Met Gly Val Lys Gly Phe Arg Val Asp Ala Ala Lys His He Ser Pro Thr Asp 
Leu Gly Ala He He Asp Ala Val Asn Ser Arg Thr Gly Ala Asn Arg Pro Phe Trp Phe Leu Glu Val 
He Gly Ala Ala Gly Glu Ala Val Gin Pro Asn Gin Tyr Phe Ser Leu Gly Gly Gly Gin Val Thr Val 
Thr Glu Phe Asn Tyr Gly Lys Gin He Phe Gly Lys Phe Ala Gly Gly Gly Arg Leu Ala Glu Leu Arg 
Ser Phe Gly Glu Thr Trp Gly Leu Met Pro Ser Ser Lys Ala He Ala Phe He Asp Asn His Asp Lys 
Gin Arg Gly His Gly Gly Gly Gly Asn Tyr Leu Thr Tyr His His Gly Ser Thr Tyr Asp Leu Ala Asn 
He Phe Met Leu Ala Trp Pro Tyr Gly Tyr Pro Ala Leu Met Ser Ser Tyr Ala Phe Asn Arg Ser Thr 
Ala Tyr Asp Thr Ser Phe Gly Pro Pro His Asp Ser Gly Gly Ala Thr Arg Gly Pro Trp Asp Gly Gly 
Gly Ser Gin Pro Ala Cys Phe Asn Gin Ser He Gly Gly Trp Val Cys Glu His Arg Trp Arg Gly He 
Ala Asn Met Val Ala Phe Arg Asn Ala Thr Leu Pro Asn Trp Thr Val Thr Asp Trp Trp Asp Asn 
Gly Asn Asn Gin He Ala Phe Gly Arg Gly Asp Lys Gly Phe Val Val He Asn Arg Glu Asp Ala Ala 
Leu Thr Arg Asn Phe Lys Thr Ser Leu Pro Ala Gly Gin Tyr Cys Asp Val He Ser Gly Asp Phe Asn 
Asn Gly Gin Cys Thr Gly His Val Val Thr Val Asp Ala Gly Gly Tyr Val Thr Leu Thr Ala Gly Pro 
Asn Gly Ala Ala Ala He His Val Gly Ala Arg Leu Asp Gly Ala Ser Gin Pro Pro Thr Thr Ala Ser 
Val Thr Phe Asn Ala Ser Ala Asp Thr Phe Trp Gly Gin Asn Leu Phe Val Val Gly Asn His Ser Ala 
Leu Gly Asn Trp Ser Pro Ala Ala Ala Arg Pro Met Thr Trp He Ser Gly Ser Gly Thr Arg Gly Asn 
Trp Arg Ala Val Leu Asn Leu Pro Ala Asn Thr Thr Tyr Gin Tyr Lys Phe He Lys Lys Asp Gly Ala 
Gly Asn Val Val Trp Glu Gly Gly Gly Asn Arg Val Val Thr Thr Pro Ser Gly Gly Gly Ser Val Ser 
Thr Gly Gly Asn Trp Gin 

SEQ ID NO: 133 

atgaataatgtgaaaaaagtatggttgtattattctataattgctaccttagttatttcctttttcacacctttttcaacagcacaagctaatactgcacctg 
tcaacggaacaatgatgcaatatttcgaatgggatttaccgaatgatgggacgctttggacgaaagtaaaaaatgaagctaccaatctttcttcgct 




Figure 16 (cont.) 

aggtattacagcgttatggctccctccagcatataaaggaacgagccaaagcgatgtcggatatggcgtgtacgamatatgaccttggg 

taatcaaaaagggacgatccgaacgaaatacggaacaaaagcacaatatattcaagccatccaagctgccaaagccgcagggatgcaagtat 

atgcagatgttgtatttaatcataaggcgggggctgacggcacagaatttgtcgatgcagttgaggtaaacccttctaatcgaaatcaagaaacat 

ctggcacatatcaaattcaagcatggacaaaamgatmcctggtcgtggaaacacatactccagcttcaaatggcgctggtatcattttgacggt 

accgattgggatgaaagtcgtaaattaaatcgtatttacaaattccgcggtacaggaaaagcgtgggactgggaagtcgatacagaaaacgga 

aactatgattatttaatgttcgctgatttagatatggatcaccctgaagttgtgacagagttaaaaaactggggaaaatggtatgtaaatacgacaaa 

tgtagacggamcgmggatgccgtaaaacatattaaatacagcttmccctgactggctaacatatgtacgtaatcaaacaggaaaaaamattt 

gctgttggggaattttggagctatgacgtcaataagctgcataactacattacaaaaacaaatggatcgatgtcgttatttgatgcacctttgcataa 

caactmatatcgcttccaaatcgagtggatatmgacatgcgttatttattgaataatacattaatgaaagatcaaccttcactcgctgtaacactt^ 

cgataaccatgatacacaaccaggtcaatctttacaatcatgggtagaagcttggtttaaaccgcttgcttacgcctttattttaacaagacaagag 

gggtatccttgcgtattttacggtgactattacggaatcccgaaatacaatattccgggattaaaaagtaaaattgatccgcttttaattgctcgtcgt 

gattatgcttatggaacacaacgtgattacattgatcatcaagacattatcggatggacacgagaaggcattgatgcaaaaccgaactctggactt 

gcggctttaattaccgacggccctggcggaagtaaatggatgtatgtcggtaaaaaacatgctgggaaagtgttttatgatttaactggaaatcga 

agtgacacagtaacgattaatgcggacggttggggagaatttaaagtaaacggcggctccgtttcgatttgggtggctaaaacatcaaacgtca 

catttacagtcaataacgccacaacaacaagtggacaaaacgtatatgttgttggcaacattccagagctaggcaattctttg 

SEQ ID NO: 134 

Met Asn Asn Val Lys Lys Val Trp Leu Tyr Tyr Ser He He Ala Thr Leu Val He Ser Phe Phe Thr Pro 
Phe Ser Thr Ala Gin Ala Asn Thr Ala Pro Val Asn Gly Thr Met Met Gin Tyr Phe Glu Trp Asp Leu 
Pro Asn Asp Gly Thr Leu Trp Thr Lys Val Lys Asn Glu Ala Thr Asn Leu Ser Ser Leu Gly He Thr 
Ala Leu Trp Leu Pro Pro Ala Tyr Lys Gly Thr Ser Gin Ser Asp Val Gly Tyr Gly Val Tyr Asp Leu 
Tyr Asp Leu Gly Glu Phe Asn Gin Lys Gly Thr He Arg Thr Lys Tyr Gly Thr Lys Ala Gin Tyr He 
Gin Ala lie Gin Ala Ala Lys Ala Ala Gly Met Gin Val Tyr Ala Asp Val Val Phe Asn His Lys Ala 
Gly Ala Asp Gly Thr Glu Phe Val Asp Ala Val Glu Val Asn Pro Ser Asn Arg Asn Gin Glu Thr Ser 
Gly Thr Tyr Gin lie Gin Ala Trp Thr Lys Phe Asp Phe Pro Gly Arg Gly Asn Thr Tyr Ser Ser Phe 
Lys Trp Arg Trp Tyr His Phe Asp Gly Thr Asp Trp Asp Glu Ser Arg Lys Leu Asn Arg lie Tyr Lys 
Phe Arg Gly Thr Gly Lys Ala Trp Asp Trp Glu Val Asp Thr Glu Asn Gly Asn Tyr Asp Tyr Leu 
Met Phe Ala Asp Leu Asp Met Asp His Pro Glu Val Val Thr Glu Leu Lys Asn Trp Gly Lys Trp 
Tyr Val Asn Thr Thr Asn Val Asp Gly Phe Arg Leu Asp Ala Val Lys His He Lys Tyr Ser Phe Phe 
Pro Asp Trp Leu Thr Tyr Val Arg Asn Gin Thr Gly Lys Asn Leu Phe Ala Val Gly Glu Phe Trp Ser 
Tyr Asp Val Asn Lys Leu His Asn Tyr He Thr Lys Thr Asn Gly Ser Met Ser Leu Phe Asp Ala Pro 
Leu His Asn Asn Phe Tyr He Ala Ser Lys Ser Ser Gly Tyr Phe Asp Met Arg Tyr Leu Leu Asn Asn 
Thr Leu Met Lys Asp Gin Pro Ser Leu Ala Val Thr Leu Val Asp Asn His Asp Thr Gin Pro Gly Gin 
Ser Leu Gin Ser Trp Val Glu Ala Trp Phe Lys Pro Leu Ala Tyr Ala Phe He Leu Thr Arg Gin Glu 
Gly Tyr Pro Cys Val Phe Tyr Gly Asp Tyr Tyr Gly He Pro Lys Tyr Asn He Pro Gly Leu Lys Ser 
Lys He Asp Pro Leu Leu He Ala Arg Arg Asp Tyr Ala Tyr Gly Thr Gin Arg Asp Tyr He Asp His 
Gin Asp He He Gly Trp Thr Arg Glu Gly He Asp Ala Lys Pro Asn Ser Gly Leu Ala Ala Leu He Thr 
Asp Gly Pro Gly Gly Ser Lys Trp Met Tyr Val Gly Lys Lys His Ala Gly Lys Val Phe Tyr Asp Leu 
Thr Gly Asn Arg Ser Asp Thr Val Thr He Asn Ala Asp Gly Trp Gly Glu Phe Lys Val Asn Gly Gly 
Ser Val Ser He Trp Val Ala Lys Thr Ser Asn Val Thr Phe Thr Val Asn Asn Ala Thr Thr Thr Ser 
Gly Gin Asn Val Tyr Val Val Gly Asn He Pro Glu Leu Gly Asn Ser Leu 

SEQ ID NO: 135 

gtgacaggcaccccgtctttatacattcctccacataaaataaccatacagctttcaaatttgttgaaatgtataaaaataaaaaatagtattgtaagc 

gttaacatccgtcattataataacttcaaacgcgtttatgttttaatgcaaacgtttgcatcctcattttatttaaagaaaggatgtgtgtgcatgaattatt 

tgaaaaaagtgtggttgtattacgctatcgtcgctaccttaatcatttcctttcttacgcccttttcaactgcacaagccaacactgcaccagtcaacg 

gaacgatgatgcaatatttcgaatgggatttaccgaatgatggcacactttggacgaaagtaaaaaacgaagcaagcagcctttcttctttaggtat 

tactgcgttatggttaccacctgcatacaaaggaacgagccaaggggatgtcgggtatggcgtgtacgatttgtatgacttaggagaatttaatca 

aaaagggacgattcgaacgaaatacggaacaaaaacgcaatatttacaagccattcaagcggcaaaaagcgctggcatgcaagtatacgctg 

atgtcgtatttaatcacaaggcgggggcagatagtacagaatgggttgacgcagtcgaagtgaatccttctaatcgaaaccaagaaacatctgg 



Figure 16 (cont.) 



cacatatcaaattcaagcatggacaaaatttgatttccctgaccgtgggaacacatactcaagctttaaatggcgctggtatcattttgacggtacg 

gattgggatgaaagtcgaaaactaaatcgcatttacaaatttcgtggcacaggaaaagcatgggattgggaagtagacacagagaacggaaac 

tatgactacttaatgtttgctgatttagatatggatcaccctgaagtcgtgacagagctaaaaaactggggaacatggtacgtcaatacgacaaatg 

tcgatgggtttcgcttagatgcagtaaagcatattaaatatagctttttcccagattggttaacatatgtgcgctcacaaacacaaaaaaatctgtttg 

cagtaggagaattttggagctacgatgtcaataaactgcataactacattacaaaaacaagtggaaccatgtcgttatttgatgcgccacttcataa 

caacttttacactgcttcaaaatctagcgggtattttgacatgcgctatttgttaaataatacgttgatgaaagaccagccttctcttgcggtcacactc 

gttgataatcatgacacgcaaccgggacaatctttacaatcatgggtagagccttggtttaagccgcttgcttatgcctttattttgacaagacaaga 

aggatatccttgcgtattttacggcgactattacggcatccctaaatacaatattccgggattgaaaagtaaaatcgatccgcttctcattgcccgta 

gagactacgcatacggaacacaacgtgattatattgaccatcaagacattattggatggacacgggaaggaattgactcaaaaccgaactctgg 

acttgcggctttaattactgacggtcctggtggaagtaaatggatgtatgtaggtaaaaagcatgctggaaaagtgttttacgatctcactggaaat 

cgaagcgatacggtaacgattaatgcagacggctggggagagtttaaagtaaacggtggctccgtttccatttgggttgccaaaacatcacaag 

tcacgtttaccgtcaacaatgcgacaacgacaagcggacaaaatgtgtatgtcgttggcaacattccagagctcggaaattggaacacagcaaa 

cgcaatcaaaatgaccccatcttcttatccaacgtggaaaacaaccattgctcttccacaaggaaaagcaattggcggcgtacgccatggccctt 

ga 

SEQ ID NO: 136 

Val Thr Gly Thr Pro Ser Leu Tyr He Pro Pro His Lys He Thr He Gin Leu Ser Asn Leu Leu Lys Cys 
He Lys He Lys Asn Ser He Val Ser Val Asn He Arg His Tyr Asn Asn Phe Lys Arg Val Tyr Val Leu 
Met Gin Thr Phe Ala Ser Ser Phe Tyr Leu Lys Lys Gly Cys Val Cys Met Asn Tyr Leu Lys Lys Val 
Trp Leu Tyr Tyr Ala He Val Ala Thr Leu He He Ser Phe Leu Thr Pro Phe Ser Thr Ala Gin Ala Asn 
Thr Ala Pro Val Asn Gly Thr Met Met Gin Tyr Phe Glu Trp Asp Leu Pro Asn Asp Gly Thr Leu 
Trp Thr Lys Val Lys Asn Glu Ala Ser Ser Leu Ser Ser Leu Gly He Thr Ala Leu Trp Leu Pro Pro 
Ala Tyr Lys Gly Thr Ser Gin Gly Asp Val Gly Tyr Gly Val Tyr Asp Leu Tyr Asp Leu Gly Glu Phe 
Asn Gin Lys Gly Thr He Arg Thr Lys Tyr Gly Thr Lys Thr Gin Tyr Leu Gin Ala He Gin Ala Ala 
Lys Ser Ala Gly Met Gin Val Tyr Ala Asp Val Val Phe Asn His Lys Ala Gly Ala Asp Ser Thr Glu 
Trp Val Asp Ala Val Glu Val Asn Pro Ser Asn Arg Asn Gin Glu Thr Ser Gly Thr Tyr Gin He Gin 
Ala Trp Thr Lys Phe Asp Phe Pro Asp Arg Gly Asn Thr Tyr Ser Ser Phe Lys Trp Arg Trp Tyr His 
Phe Asp Gly Thr Asp Trp Asp Glu Ser Arg Lys Leu Asn Arg He Tyr Lys Phe Arg Gly Thr Gly Lys 
Ala Trp Asp Trp Glu Val Asp Thr Glu Asn Gly Asn Tyr Asp Tyr Leu Met Phe Ala Asp Leu Asp 
Met Asp His Pro Glu Val Val Thr Glu Leu Lys Asn Trp Gly Thr Trp Tyr Val Asn Thr Thr Asn Val 
Asp Gly Phe Arg Leu Asp Ala Val Lys His He Lys Tyr Ser Phe Phe Pro Asp Trp Leu Thr Tyr Val 
Arg Ser Gin Thr Gin Lys Asn Leu Phe Ala Val Gly Glu Phe Trp Ser Tyr Asp Val Asn Lys Leu His 
Asn Tyr He Thr Lys Thr Ser Gly Thr Met Ser Leu Phe Asp Ala Pro Leu His Asn Asn Phe Tyr Thr 
Ala Ser Lys Ser Ser Gly Tyr Phe Asp Met Arg Tyr Leu Leu Asn Asn Thr Leu Met Lys Asp Gin 
Pro Ser Leu Ala Val Thr Leu Val Asp Asn His Asp Thr Gin Pro Gly Gin Ser Leu Gin Ser Trp Val 
Glu Pro Trp Phe Lys Pro Leu Ala Tyr Ala Phe He Leu Thr Arg Gin Glu Gly Tyr Pro Cys Val Phe 
Tyr Gly Asp Tyr Tyr Gly He Pro Lys Tyr Asn He Pro Gly Leu Lys Ser Lys He Asp Pro Leu Leu He 
Ala Arg Arg Asp Tyr Ala Tyr Gly Thr Gin Arg Asp Tyr He Asp His Gin Asp He He Gly Trp Thr 
Arg Glu Gly He Asp Ser Lys Pro Asn Ser Gly Leu Ala Ala Leu He Thr Asp Gly Pro Gly Gly Ser 
Lys Trp Met Tyr Val Gly Lys Lys His Ala Gly Lys Val Phe Tyr Asp Leu Thr Gly Asn Arg Ser Asp 
Thr Val Thr He Asn Ala Asp Gly Trp Gly Glu Phe Lys Val Asn Gly Gly Ser Val Ser He Trp Val 
Ala Lys Thr Ser Gin Val Thr Phe Thr Val Asn Asn Ala Thr Thr Thr Ser Gly Gin Asn Val Tyr Val 
Val Gly Asn He Pro Glu Leu Gly Asn Trp Asn Thr Ala Asn Ala He Lys Met Thr Pro Ser Ser Tyr 
Pro Thr Trp Lys Thr Thr He Ala Leu Pro Gin Gly Lys Ala He Gly Gly Val Arg His Gly Pro 

SEQ ID NO: 137 

gtgggacgggcaggcttggcgcatcactcgaacacttccgccaaggggacatacgggtcacctctcgaactgcgtccggatcgccccgccgt 
ggccggggcggtcgagcttgaagatgtccagcggggagccgccgccgaggatcaccccggcggcgtactcgcccagggcggggctcag 
cttgaagccgtggccggagccgcctcccaggagccagacgttggaggcccgcggatggcggtcgaggaggaggtggccgtcggggctgt 
tctcgtactggcagacgcgggtctcgaccagcggcgcgtccttcagggccgggaaccggcgggccacctcggcccgggccgcttccagca 



Figure 16 (cont.) 

gggccggggtgatcgtccgctcgcccgccgtgggatcgatgggctcgccccgggtgtcgtccgccaccttgaagccgcggtgctcgttgcc 

ggggatgccgtagtagatccgctcgccgagatcgacccagaccggacagccgccctcctggaagcgcgggtcgcccggcggcgtgccga 

agaagaacacctcctggcgggtgttgcggaggaaccgctcaccgatcacgtccgggaacagcccggccagccagggaccgcaggcgaag 

acgtagaggtcggccgcgagagtggagccgtccgaaaggtgkagccgctccaagggccccgggaccatggcggcctgccggtactcccc 

gccctcgccctggaacagctccaccacggtccggcaggcgcgccgggcgaacagggcgccggcttcctcctcgtaccagatcgtgcggac 

gccgtcgaaatcgacctgggggaagcggctccgggcctccccctgagacagctcggcgaccggcagccccgcgtcctccagaaaaggaa 

gggagtcgcggacgtagctgtcgtcctogccgcacatccagaggaccccggtccttttgtacagccggtaaccggactggacttcggcgtccc 

gccagagctcgaaggagcgggcgacccactccacgtacagacggtcgggtccgtaggcgccgcggatgatccgcgtctcgccaccggag 

ctggagcgggagtgccccggaccccaggcgtccaggagggtcacccgggctccgcggcggaggagatgcagggcggtccagccgccg 

aaggcgccggcgccgacgacggcgatatggggatgggagggcatggcgggcgtaaggttatcgcagcccgatccttcgctggcatcccat 

ctccgaccggagtatcctggaaaattcgaagaaggagatcgacatgcaatcgaacggaaacgtga 

SEQIDNO:138 ^. ^ t ^. 

Val Gly Arg Ala Gly Leu Ala His His Ser Asn Thr Ser Ala Lys Gly Thr Tyr Gly Ser Pro Leu Glu 
Leu Arg Pro Asp Arg Pro Ala Val Ala Gly Ala Val Glu Leu Glu Asp Val Gin Arg Gly Ala Ala Ala 
Glu Asp His Pro Gly Gly Val Leu Ala Gin Gly Gly Ala Gin Leu Glu Ala Val Ala Gly Ala Ala Ser 
Gin Glu Pro Asp Val Gly Gly Pro Arg Met Ala Val Glu Glu Glu Val Ala Val Gly Ala Val Leu Val 
Leu Ala Asp Ala Gly Leu Asp Gin Arg Arg Val Leu Gin Gly Arg Glu Pro Ala Gly His Leu Gly 
Pro Gly Arg Phe Gin Gin Gly Arg Gly Asp Arg Pro Leu Ala Arg Arg Gly He Asp Gly Leu Ala Pro 
Gly Val Val Arg His Leu Glu Ala Ala Val Leu Val Ala Gly Asp Ala Val Val Asp Pro Leu Ala Glu 
He Asp Pro Asp Arg Thr Ala Ala Leu Leu Glu Ala Arg Val Ala Arg Arg Arg Ala Glu Glu Glu His 
Leu Leu Ala Gly Val Ala Glu Glu Pro Leu Thr Asp His Val Arg Glu Gin Pro Gly Gin Pro Gly Thr 
Ala Gly Glu Asp Val Glu Val Gly Arg Glu Ser Gly Ala Val Arg Lys Val Lys Pro Leu Gin Gly Pro 
Arg Asp His Gly Gly Leu Pro Val Leu Pro Ala Leu Ala Leu Glu Gin Leu His His Gly Pro Ala Gly 
Ala Pro Gly Glu Gin Gly Ala Gly Phe Leu Leu Val Pro Asp Arg Ala Asp Ala Val Glu He Asp Leu 
Gly Glu Ala Ala Pro Gly Leu Pro Leu Arg Gin Leu Gly Asp Arg Gin Pro Arg Val Leu Gin Lys 
Arg Lys Gly Val Ala Asp Val Ala Val Val Leu Ala Ala His Pro Glu Asp Pro Gly Pro Phe Val Gin 
Pro Val Thr Gly Leu Asp Phe Gly Val Pro Pro Glu Leu Glu Gly Ala Gly Asp Pro Leu His Val Gin 
Thr Val Gly Ser Val Gly Ala Ala Asp Asp Pro Arg Leu Ala Thr Gly Ala Gly Ala Gly Val Pro Arg 
Thr Pro Gly Val Gin Glu Gly His Pro Gly Ser Ala Ala Glu Glu Met Gin Gly Gly Pro Ala Ala Glu 
Gly Ala Gly Ala Asp Asp Gly Asp Met Gly Met Gly Gly His Gly Gly Arg Lys Val He Ala Ala Arg 
Ser Phe Ala Gly He Pro Ser Pro Thr Gly Val Ser Trp Lys He Arg Arg Arg Arg Ser Thr Cys Asn 
Arg Thr Glu Thr 



SEQIDNO: 139 ^ 
atgaaaacattcaaccttaaacccacacttttacctttaactttgctgctgagttcgccggtattggcggcacaaaatggaactatgatgcagtatttc 

cattggtatgtgccaaatgacggcgcactctggacacaagttgaaaacaatgcgccagcactatccgacaacggttttacagcgctgtggttgc 

caccagcatataaaggcgcaggtggtagcaacgacgttggttacggtgtttacgatatgtatgacttaggggagtttgatcaaaaaggatcggta 

cgaactaagtacggcaccaaagaccaatatctaaatgccatcaaagcagcacacaaaaacaatatccaaatttatggtgacgtagtgttcaacca 

tcgtggcggtgcagatggcaagtcgtgggtcgataccaagcgtgtggattggaataaccgcaatattgaacttggcgataaatggattgaagca 

tgggttgaatttagcttcccaggacgtaacgataaatactcagacttccattggacgtggtatcactttgatggcgtcgattgggatgacgcaggta 

aagagaaagcgatctttaaattcaaaggtgatggtaaagcatgggattgggaagtcagttctgaaaaaggcaactatgactacctcatgtacgca 

gacttagacatggatcacccagaagtgaagcaagagctgaaagattggggtgaatggtacttaaacatgacgggtgttgatggcttccgaatgg 

atgcagtgaaacacatcaaatatcagtacctacaagagtggatcgattacttgcgtaagaaaacgggcaaagagctctttaccgttggtgagtac 

tggaactacgacgtgaacaatctgcacaactttatgactaagacttctggcagcatgtcattgtttgatgcgcctttacatatgaacttctataacgct 

tcacgctctggtggcaactttgatatgcgccgaatcatggatggcaccttgatgaaagacaacccagtgaaagcagtaacactggttgagaacc 

atgatacgcaaccactacaggccttagagtctccggtggattggtggttcaaaccacttgcgtacgcgttcattttgcttcgtgaggaaggttatcc 

gtcagtcttctacgcagattactacggtgcgcaatacagcgataaagggcacgatatcaacatggtgaaagtgccttacattgagcaattggtga 

aagcgcgtaaagattatgcttatggtaaacaacattcttaccttgaccactgggatgtgattggttggacacgagaaggggatgcggaacatccg 




Figure 16 (cont.) 

aactctatggcggttatcatgagtgatggtcctggcggaacaaagtggatgtacacaggttcaccgagcacacgttatgtcgataaactaggtatt 
cgtaccgaagaagtatggactaacgctagtggatgggccgaattcccagtgaacggcggatcggtttctgtttgggttggcgttaaataa 

SEQ ID NO: 140 

Met Lys Thr Phe Asn Leu Lys Pro Thr Leu Leu Pro Leu Thr Leu Leu Leu Ser Ser Pro Val Leu Ala 
Ala Gin Asn Gly Thr Met Met Gin Tyr Phe His Trp Tyr Val Pro Asn Asp Gly Ala Leu Trp Thr Gin 
Val Glu Asn Asn Ala Pro Ala Leu Ser Asp Asn Gly Phe Thr Ala Leu Trp Leu Pro Pro Ala Tyr Lys 
Gly Ala Gly Gly Ser Asn Asp Val Gly Tyr Gly Val Tyr Asp Met Tyr Asp Leu Gly Glu Phe Asp 
Gin Lys Gly Ser Val Arg Thr Lys Tyr Gly Thr Lys Asp Gin Tyr Leu Asn Ala He Lys Ala Ala His 
Lys Asn Asn He Gin lie Tyr Gly Asp Val Val Phe Asn His Arg Gly Gly Ala Asp Gly Lys Ser Trp 
Val Asp Thr Lys Arg Val Asp Trp Asn Asn Arg Asn He Glu Leu Gly Asp Lys Trp He Glu Ala Trp 
Val Glu Phe Ser Phe Pro Gly Arg Asn Asp Lys Tyr Ser Asp Phe His Trp Thr Trp Tyr His Phe Asp 
Gly Val Asp Trp Asp Asp Ala Gly Lys Glu Lys Ala He Phe Lys Phe Lys Gly Asp Gly Lys Ala Trp 
Asp Trp Glu Val Ser Ser Glu Lys Gly Asn Tyr Asp Tyr Leu Met Tyr Ala Asp Leu Asp Met Asp 
His Pro Glu Val Lys Gin Glu Leu Lys Asp Trp Gly Glu Trp Tyr Leu Asn Met Thr Gly Val Asp Gly 
Phe Arg Met Asp Ala Val Lys His He Lys Tyr Gin Tyr Leu Gin Glu Trp He Asp Tyr Leu Arg Lys 
Lys Thr Gly Lys Glu Leu Phe Thr Val Gly Glu Tyr Trp Asn Tyr Asp Val Asn Asn Leu His Asn 
Phe Met Thr Lys Thr Ser Gly Ser Met Ser Leu Phe Asp Ala Pro Leu His Met Asn Phe Tyr Asn Ala 
Ser Arg Ser Gly Gly Asn Phe Asp Met Arg Arg He Met Asp Gly Thr Leu Met Lys Asp Asn Pro 
Val Lys Ala Val Thr Leu Val Glu Asn His Asp Thr Gin Pro Leu Gin Ala Leu Glu Ser Pro Val Asp 
Trp Trp Phe Lys Pro Leu Ala Tyr Ala Phe He Leu Leu Arg Glu Glu Gly Tyr Pro Ser Val Phe Tyr 
Ala Asp Tyr Tyr Gly Ala Gin Tyr Ser Asp Lys Gly His Asp He Asn Met Val Lys Val Pro Tyr He 
Glu Gin Leu Val Lys Ala Arg Lys Asp Tyr Ala Tyr Gly Lys Gin His Ser Tyr Leu Asp His Trp Asp 
Val He Gly Trp Thr Arg Glu Gly Asp Ala Glu His Pro Asn Ser Met Ala Val He Met Ser Asp Gly 
Pro Gly Gly Thr Lys Trp Met Tyr Thr Gly Ser Pro Ser Thr Arg Tyr Val Asp Lys Leu Gly He Arg 
Thr Glu Glu Val Trp Thr Asn Ala Ser Gly Trp Ala Glu Phe Pro Val Asn Gly Gly Ser Val Ser Val 
Trp Val Gly Val Lys 

SEQ ID NO: 141 

atgaaaccaataaataccctactcatatccgcccttgctgtttgttctttcagttccgcgacttacgccgatactattttgcacgcgttcaattggaagt 

attcagatgtgacggccaacgcgaatcaaattgctcaagctggttataagaaagtgcttgttgcgcctgcaatgaaatcgagtggcagccaatgg 

tgggctcgctatcaacctcaagatctacgcactatcgattctcctttgggcaataaacaagatttagccgcaatgattgccgcactcaaaggtgtg 

ggcgtcgatgtgtatgccgatgtggtactcaaccatatggcgaatgaaagctggaagcgaagtgacttgaattaccctggcacagaagtgctaa 

acgattatgctagccgttcaagctactatgctgaccagactctgtttggcaacctagcacaaggttatgtgtcagcgaacgactttcatccagcgg 

gctgtatttcagattggaacgaccctggtcatgttcagtattggcgtttgtgtggcgcagatggtgatgtaggtttacctgaccttgatccaaacaac 

tgggtggtttcacaacagcgtttgtatctgaaagcgctaaaagatatgggcatcaaagggttccgaattgatgcagtgaagcacatgagccaata 

ccaaatcgatcaggtattcacgtctgaaattactgcgaacatgcatgtgtttggtgaagtgattactagcggtggagcagggaatagcggctatg 

aatcgttcttagcgccttacctgaataatactaatcactctgcctacgatttcccgctgtttgcatcgattcgctcggcattttctatggggggcggttt 

aaatcaactgcatgatcctaaagcgtacggtcaggcacttgatgataatcgctcgatcacctttgcgatcacacatgatattccaaccaatgacgg 

cttccgctaccaaattatggacccacaagacgagcagcttgcttacgcgtatatccttggtaaagacggtggcacgccgctgatctacagtgatg 

atcttcctgattctgaagacaaggataacggtcgttggggcaatgtttggaacagttcgacaatgaaaaacatgttgagcttccataacgcgatgc 

aaggcaaaacaatgacgatgatttctagcgaccattgcactttgttgtttaagcgtggcaaagaaggtgttgtgggtattaacaagtgtggtgaaa 

cgcgtggcgtgacggttgatacctaccaacatgagtttaattggcatgttcaatacaaagacgtgttaagcagcgcaacagaaaccgtgacttct 

cgttaccatacgttcaatctaccaccacgcagtgcgcgtatgtttaagctgtag 

SEQ ID NO: 142 

Met Lys Pro He Asn Thr Leu Leu He Ser Ala Leu Ala Val Cys Ser Phe Ser Ser Ala Thr Tyr Ala 
Asp Thr He Leu His Ala Phe Asn Trp Lys Tyr Ser Asp Val Thr Ala Asn Ala Asn Gin He Ala Gin 
Ala Gly Tyr Lys Lys Val Leu Val Ala Pro Ala Met Lys Ser Ser Gly Ser Gin Trp Trp Ala Arg Tyr 
Gin Pro Gin Asp Leu Arg Thr He Asp Ser Pro Leu Gly Asn Lys Gin Asp Leu Ala Ala Met He Ala 



# 



Figure 16 (cont.) 

Ala Leu Lys Gly Val Gly Val Asp Val Tyr Ala Asp Val Val Leu Asn His Met Ala Asn Glu Ser Trp 
Lys Are Ser Asp Leu Asn Tyr Pro Gly Thr Glu Val Leu Asn Asp Tyr Ala Ser Arg Ser Ser Tyr Tyr 
Ala Asp Gin Thr Leu Phe Gly Asn Leu Ala Gin Gly Tyr Val Ser Ala Asn Asp Phe His Pro Ala Gly 
Cys lie Ser Asp Trp Asn Asp Pro Gly His Val Gin Tyr Trp Arg Leu Cys Gly Ala Asp Gly Asp Val 
Gly Leu Pro Asp Leu Asp Pro Asn Asn Trp Val Val Ser Gin Gin Arg Leu Tyr Leu Lys Ala Leu 
Lys Asp Met Gly He Lys Gly Phe Arg He Asp Ala Val Lys His Met Ser Gin Tyr Gin He Asp Gin 
Val Phe Thr Ser Glu He Thr Ala Asn Met His Val Phe Gly Glu Val He Thr Ser Gly Gly Ala Gly 
Asn Ser Gly Tyr Glu Ser Phe Leu Ala Pro Tyr Leu Asn Asn Thr Asn His Ser Ala Tyr Asp Phe Pro 
Leu Phe Ala Ser He Arg Ser Ala Phe Ser Met Gly Gly Gly Leu Asn Gin Leu His Asp Pro Lys Ala 
Tyr Gly Gin Ala Leu Asp Asp Asn Arg Ser He Thr Phe Ala He Thr His Asp He Pro Thr Asn Asp 
Gly Phe Arg Tyr Gin He Met Asp Pro Gin Asp Glu Gin Leu Ala Tyr Ala Tyr He Leu Gly Lys Asp 
Gly Gly Thr Pro Leu He Tyr Ser Asp Asp Leu Pro Asp Ser Glu Asp Lys Asp Asn Gly Arg Trp Gly 
Asn Val Trp Asn Ser Ser Thr Met Lys Asn Met Leu Ser Phe His Asn Ala Met Gin Gly Lys Thr 
Met Thr Met He Ser Ser Asp His Cys Thr Leu Leu Phe Lys Arg Gly Lys Glu Gly Val Val Gly He 
Asn Lys Cys Gly Glu Thr Arg Gly Val Thr Val Asp Thr Tyr Gin His Glu Phe Asn Trp His Val Gin 
Tyr Lys Asp Val Leu Ser Ser Ala Thr Glu Thr Val Thr Ser Arg Tyr His Thr Phe Asn Leu Pro Pro 
Arg Ser Ala Arg Met Phe Lys Leu 

SEQ ID NO: 143 

atgccaaagagcacttttaccaaatccataacaaaatcacttcttgctacttccgttgttgtaagcttattgcctgcctacgcacaggccgacactat 

cttgcatgcctttaactggaaatacagcgacattacccgccaagcagagcaaattgcgcaagctggttataaaaaagtactgatttcaccgccgc 

tgaagtccacaggcccacaatggtgggcacgttaccaaccacaggacattcgagtgattgactcccctgtcggcaacaagcaagatttacaag 

ccctcattgcagccttaaaggcacaaggcgttgaagtatacgcagacatcgtactcaaccacatggccaacgaaagctggaaacgagacgatc 

tgaactacccgggaagtgatttacttacccaatacagccaaaatatggcttacatgaaccagcaaaaattgtttggagatttagagcaaaatcagtt 

ctctgccaatgattttcacccggctggctgcattactgattggagtaacccggggcatgttcaatactggcgcttatgtggtggtaatggtgacact 

gggttacctgatcttgatcctaactcgtgggtgatcgatcaacaaaaacgttatttacgtgctttgaaagacatgggaataaagggcttccgagttg 

atgcggtaaaacacatgagcgattaccaaatcaaccaagtgtttacgccagacatcatcgcaggcttacatgtatttggtgaagtgatcaccagtg 

gtggcaagggcagcaatgactaccactcttttctggaaccgtatttaaataacaccaatcacgccgcgtatgacttcccgctatttgcctctatccg 

aaatgcatttagttatcatggcagcttgtctcaattacatgatccacaagcttacgggcaagcacttcctaacgacagagccattactttcaccatca 

ctcacgacattccaaccaatgatggtttccgttaccaaatcatggatccaaccagtgaaaaactcgcgtacgcgtacattctaggcaaagatggg 

ggtagcccacttatctatagcgatgctttagacccaagtgaagataaagataagggccgctggcgtgatgtatggaaccaagaatacatggttaa 

catgatcagcttccacaacaaggtgcaaggtaaaagcatggaggtcatgtacagcgatcaatgcttgctggtctttaaacgtgaaaaacaaggct 

tagtcggtattaataagtgcgctgaaagccgtacctacaccatagatacccatcgttttgaatttaactggtaccaaccgtacaacgacacattaag 

ccagcacagcgagacctttagcagccgttatcatgctctgaccattccggcgcaaacagcacgaatgttggcgctataa 

SEQ ID NO: 144 . , o t 

Met Pro Lys Ser Thr Phe Thr Lys Ser He Thr Lys Ser Leu Leu Ala Thr Ser Val Val Val Ser Leu 
Leu Pro Ala Tyr Ala Gin Ala Asp Thr He Leu His Ala Phe Asn Trp Lys Tyr Ser Asp He Thr Arg 
Gin Ala Glu Gin He Ala Gin Ala Gly Tyr Lys Lys Val Leu He Ser Pro Pro Leu Lys Ser Thr Gly Pro 
Gin Trp Trp Ala Arg Tyr Gin Pro Gin Asp He Arg Val He Asp Ser Pro Val Gly Asn Lys Gin Asp 
Leu Gin Ala Leu He Ala Ala Leu Lys Ala Gin Gly Val Glu Val Tyr Ala Asp He Val Leu Asn His 
Met Ala Asn Glu Ser Trp Lys Arg Asp Asp Leu Asn Tyr Pro Gly Ser Asp Leu Leu Thr Gin Tyr Ser 
Gin Asn Met Ala Tyr Met Asn Gin Gin Lys Leu Phe Gly Asp Leu Glu Gin Asn Gin Phe Ser Ala 
Asn Asp Phe His Pro Ala Gly Cys He Thr Asp Trp Ser Asn Pro Gly His Val Gin Tyr Trp Arg Leu 
Cys Gly Gly Asn Gly Asp Thr Gly Leu Pro Asp Leu Asp Pro Asn Ser Trp Val He Asp Gin Gin Lys 
Arg Tyr Leu Arg Ala Leu Lys Asp Met Gly He Lys Gly Phe Arg Val Asp Ala Val Lys His Met Ser 
Asp Tyr Gin He Asn Gin Val Phe Thr Pro Asp He He Ala Gly Leu His Val Phe Gly Glu Val He Thr 
Ser Gly Gly Lys Gly Ser Asn Asp Tyr His Ser Phe Leu Glu Pro Tyr Leu Asn Asn Thr Asn His Ala 
Ala Tyr Asp Phe Pro Leu Phe Ala Ser He Arg Asn Ala Phe Ser Tyr His Gly Ser Leu Ser Gin Leu 
His Asp Pro Gin Ala Tyr Gly Gin Ala Leu Pro Asn Asp Arg Ala He Thr Phe Thr He Thr His Asp 



Figure 16 (cont.) 

lie Pro Thr Asn Asp Gly Phe Arg Tyr Gin He Met Asp Pro Thr Ser Glu Lys Leu Ala Tyr Ala Tyr 
He Leu Gly Lys Asp Gly Gly Ser Pro Leu He Tyr Ser Asp Ala Leu Asp Pro Ser Glu Asp Lys Asp 
Lys Gly Arg Trp Arg Asp Val Trp Asn Gin Glu Tyr Met Val Asn Met He Ser Phe His Asn Lys Val 
Gin Gly Lys Ser Met Glu Val Met Tyr Ser Asp Gin Cys Leu Leu Val Phe Lys Arg Glu Lys Gin 
Gly Leu Val Gly He Asn Lys Cys Ala Glu Ser Arg Thr Tyr Thr He Asp Thr His Arg Phe Glu Phe 
Asn Trp Tyr Gin Pro Tyr Asn Asp Thr Leu Ser Gin His Ser Glu Thr Phe Ser Ser Arg Tyr His Ala 
Leu Thr He Pro Ala Gin Thr Ala Arg Met Leu Ala Leu 

SEQIDNO: 145 

atgttgaaaaggattacggtagtctgtttattatttattttgctttttcctaatatatatgggaggaataaggcggaagcagcaacgataaataatgga 

acattaatgcagtattttgagtggtacgctccgaatgatgggaatcattggaatcgtttgcgttatgatgctgaaagtttagctcataagggaatcac 

atctgtatggataccacctgcatataaagggacttcgcaaaatgatgtagggtatggggcctatgatttatacgatttaggggagttcaatcaaaaa 

ggaacggtgcggacgaaatatgggacaaaggcacagttgaaatctgcaattgacgctttacataagcaaaacatcgacgtatacggtgatgta 

gttatgaatcataaaggtggggctgattatactgaaaccgtaacagctgttgaggtagaccgtaacaatcgaaatattgaagtatcaggtgattatg 

aaattagtgcgtggacgggttttaactttccagggcgcagagatgcttattctaatttcaaatggaaatggtatcattttgacggaacggattgggat 

gaaggaaggaaattaaaccgaatttataaatttaggggtataggtaaagcgtgggactgggaagtgtctagcgaaaatggaaattatgattatttg 

atgtatgcagatcttgattttgatcatccagatgttgcgaatgaaatgaaaagttggggaacgtggtatgcgaatgaattaaatttagatggatttcgt 

ttagatgctgttaaacatattgatcatgaatatttacgcgattgggtaaatcatgtcagacagcaaacggggaaagaaatgtttacggtggctgaat 

attggcaaaatgatatccagactttaaacaattatttggcgaaagtcaattataatcaatctgtatttgatgcaccgcttcattacaattttcattatgctt 

caacaggaaatgggaattatgatatgagaaatattttaaatggaacagtaatgaaaaatcatcctgcactcgcagttactctcgttgagaatcatga 

ttctcaacctgggcaatcattggaatctgtagtaagtccgtggtttaagccgctggcatatgcatttattttaactcgtgcagagggctatccttcagt 

tttttatggtgattactatgggacaagcggaaatagtagttatgaaattccagcgttaaaagataaaattgatccaattttgacggcacgaaaaaact 

ttgcatatggtacgcagcgtgattatttagaccatccagatgtgattggctggacaagagaaggagatagtgtacatgctaagtctggtttagcgg 

cattaatctccgatggaccaggaggatcaaagtggatggatgttggaaagaataacgctggggaagtatggtacgatattacgggtaatcaaac 

aaatactgtaacaattaataaagatggatcggggcaattccatgtaagtggaggctctgtttctatatatgttcaacagtaa 

SEQIDNO: 146 

Met Leu Lys Arg He Thr Val Val Cys Leu Leu Phe He Leu Leu Phe Pro Asn He Tyr Gly Arg Asn 
Lys Ala Glu Ala Ala Thr He Asn Asn Gly Thr Leu Met Gin Tyr Phe Glu Trp Tyr Ala Pro Asn Asp 
Gly Asn His Trp Asn Arg Leu Arg Tyr Asp Ala Glu Ser Leu Ala His Lys Gly He Thr Ser Val Trp 
He Pro Pro Ala Tyr Lys Gly Thr Ser Gin Asn Asp Val Gly Tyr Gly Ala Tyr Asp Leu Tyr Asp Leu 
Gly Glu Phe Asn Gin Lys Gly Thr Val Arg Thr Lys Tyr Gly Thr Lys Ala Gin Leu Lys Ser Ala He 
Asp Ala Leu His Lys Gin Asn He Asp Val Tyr Gly Asp Val Val Met Asn His Lys Gly Gly Ala Asp 
Tyr Thr Glu Thr Val Thr Ala Val Glu Val Asp Arg Asn Asn Arg Asn He Glu Val Ser Gly Asp Tyr 
Glu He Ser Ala Trp Thr Gly Phe Asn Phe Pro Gly Arg Arg Asp Ala Tyr Ser Asn Phe Lys Trp Lys 
Trp Tyr His Phe Asp Gly Thr Asp Trp Asp Glu Gly Arg Lys Leu Asn Arg He Tyr Lys Phe Arg Gly 
He Gly Lys Ala Trp Asp Trp Glu Val Ser Ser Glu Asn Gly Asn Tyr Asp Tyr Leu Met Tyr Ala Asp 
Leu Asp Phe Asp His Pro Asp Val Ala Asn Glu Met Lys Ser Trp Gly Thr Trp Tyr Ala Asn Glu Leu 
Asn Leu Asp Gly Phe Arg Leu Asp Ala Val Lys His He Asp His Glu Tyr Leu Arg Asp Trp Val Asn 
His Val Arg Gin Gin Thr Gly Lys Glu Met Phe Thr Val Ala Glu Tyr Trp Gin Asn Asp He Gin Thr 
Leu Asn Asn Tyr Leu Ala Lys Val Asn Tyr Asn Gin Ser Val Phe Asp Ala Pro Leu His Tyr Asn 
Phe His Tyr Ala Ser Thr Gly Asn Gly Asn Tyr Asp Met Arg Asn He Leu Asn Gly Thr Val Met Lys 
Asn His Pro Ala Leu Ala Val Thr Leu Val Glu Asn His Asp Ser Gin Pro Gly Gin Ser Leu Glu Ser 
Val Val Ser Pro Trp Phe Lys Pro Leu Ala Tyr Ala Phe He Leu Thr Arg Ala Glu Gly Tyr Pro Ser 
Val Phe Tyr Gly Asp Tyr Tyr Gly Thr Ser Gly Asn Ser Ser Tyr Glu He Pro Ala Leu Lys Asp Lys 
He Asp Pro He Leu Thr Ala Arg Lys Asn Phe Ala Tyr Gly Thr Gin Arg Asp Tyr Leu Asp His Pro 
Asp Val He Gly Trp Thr Arg Glu Gly Asp Ser Val His Ala Lys Ser Gly Leu Ala Ala Leu He Ser 
Asp Gly Pro Gly Gly Ser Lys Trp Met Asp Val Gly Lys Asn Asn Ala Gly Glu Val Trp Tyr Asp He 
Thr Gly Asn Gin Thr Asn Thr Val Thr He Asn Lys Asp Gly Ser Gly Gin Phe His Val Ser Gly Gly 
Ser Val Ser He Tyr Val Gin Gin 



Figure 16 (cont.) 



SEQIDNO: 147 

atgagcttaaataactttaaggtaaaactgcttagtmgctgtgtcttctgctgtattgtcactggctccaaamagccaatgctgcaaatmga 

tgagatggtgataatccatccgtttcagtggacatatgacaatatagcaaaagagtgtacagagtaccttggtccagccggatttgacggtgtaca 

gatttcccagccagcggaacataagcgggctgaaggagtatggtgggccgtatatcagccggttaattataagaattttacaaccatgaccggta 

acgaggagcagcttaaggcaatgatcaagacctgtaatgatgcaggtgttaaggtgttcgctgacgctgttttcaaccaaaaggctacagacgg 

tgtaggctggggcggttcaacttggagttataagaactaccctgacggattctccggatcagatttccatggagactgttccattgacaaaagctat 

actgatgcaaataatgtcagaacctgtgcactctcaggtatgccggacgttgccacagataactccgctactcaggaaaagattgcagattacct 

cgcttctttaatgaatatgggggtctatggtttccgtattgacgctgcaaagcacatgggatacaacgatatcaactccattctttcaaaaactgcac 

agaagactggaagaagacctcctgcatatctggaagtaatcggagccggtaacgaagctgccgacattcagccggacaagtatacctttattga 

gaatgcggttgtaactgacttcggttatgtctgggatgcaaatgagagtttcggaaagggtaattacggtaaggcactggaactcagtacctggct 

cggtgcaaattcagaaacattcgtaaacaatcatgatgatgaatggggcagatgctcagccggtagctgctcaatgaaaactcagaattatgctg 

attataatctggctcagtcctggcttgctgtatggcctgtaggtacagtaagacagatatattccggttattcattccctgtaaaagataatgatcctta 

tcgcgtcagtgatgcaactcatgatcagggcgggcctcttggtgccgaccgctgtgaaggtggctggttgtgtcagcaccgtgtgtccttcgttct 

caattccccaagatttgcgagagctaccagaggtactgctgtatcaaccaagggatttgacaatggtgctttgtggtttaacagaggaagcaaag 

gtttttatgcacagaatactaccaacagtcctataacccagacattctctgttgaagtacctgacggaaattactgtgatatcttaggaacatcagat 

cctaagagcaatccatgcggagcagacgttgtcgtaagcggcggtaaggctacctttactattcctgcaaagacagctgtggctatctgtacaga 

ctcagactggtgcggcaagggggttgatccttgtgaaagtgatccgaccggtgctgcctgtgtttgtaagggggaaaccaccgttaatggtgtgt 

gcgtcagctggtgtaatgcgcattcatcaaatgaggaatgcacctgtgtattgaatccgaatgatgccaactgtcaggctgatattgaacctacca 

agggtaaactctgttacgccggtacttcaaacgggtggaaacaggatcctttaacatataaccgtaaaacaggtttctggactattaatctgactctt 

gacggtgcaggtgataccagcggagctcagcgcttcaaggttacagacggatgttcatggaccggaacagtttacggttcttcaggtactgccg 

gaaagttggatgtaaatacatcatcaaccggcgatgaacctgtgtctcttgttggtgattatgttctttccattaacgataagaccatggaatatacat 

tcaccaaggcagatgaagtaactaatcagccaccggttgcatcatttaccgcgacagttaacggtctgaccgtttcttttgccaataattcatccga 

ccctgagaatgatgaattaacctacagctggaatttcggtaatggtaaaacatcatccgagaaagctcctagcataacctatgaagaatccggta 

agtatactgttactttaaaggttactgattcagctaataacactgatacatttactaaagatataactgtaacagcaccttctagtggcaagtacttaaa 

ggttgcagtcagaggttcgcatgataattacggaactgatctgttaaccaagaacggttctgattggaccggcgtctttgaattctttggatccacta 

gtgtcgacctgcaggcgcgcgagctc 
SEQ ID NO: 148 

Met Ser Leu Asn Asn Phe Lys Val Lys Leu Leu Ser Phe Ala Val Ser Ser Ala Val Leu Ser Leu Ala 
Pro Asn Leu Ala Asn Ala Ala Asn Phe Glu Ser Glu Met Val lie He His Pro Phe Gin Trp Thr Tyr 
Asp Asn He Ala Lys Glu Cys Thr Glu Tyr Leu Gly Pro Ala Gly Phe Asp Gly Val Gin He Ser Gin 
Pro Ala Glu His Lys Arg Ala Glu Gly Val Trp Trp Ala Val Tyr Gin Pro Val Asn Tyr Lys Asn Phe 
Thr Thr Met Thr Gly Asn Glu Glu Gin Leu Lys Ala Met He Lys Thr Cys Asn Asp Ala Gly Val Lys 
Val Phe Ala Asp Ala Val Phe Asn Gin Lys Ala Thr Asp Gly Val Gly Trp Gly Gly Ser Thr Trp Ser 
Tyr Lys Asn Tyr Pro Asp Gly Phe Ser Gly Ser Asp Phe His Gly Asp Cys Ser He Asp Lys Ser Tyr 
Thr Asp Ala Asn Asn Val Arg Thr Cys Ala Leu Ser Gly Met Pro Asp Val Ala Thr Asp Asn Ser Ala 
Thr Gin Glu Lys He Ala Asp Tyr Leu Ala Ser Leu Met Asn Met Gly Val Tyr Gly Phe Arg He Asp 
Ala Ala Lys His Met Gly Tyr Asn Asp lie Asn Ser He Leu Ser Lys Thr Ala Gin Lys Thr Gly Arg 
Arg Pro Pro Ala Tyr Leu Glu Val He Gly Ala Gly Asn Glu Ala Ala Asp He Gin Pro Asp Lys Tyr 
Thr Phe He Glu Asn Ala Val Val Thr Asp Phe Gly Tyr Val Trp Asp Ala Asn Glu Ser Phe Gly Lys 
Gly Asn Tyr Gly Lys Ala Leu Glu Leu Ser Thr Trp Leu Gly Ala Asn Ser Glu Thr Phe Val Asn Asn 
His Asp Asp Glu Trp Gly Arg Cys Ser Ala Gly Ser Cys Ser Met Lys Thr Gin Asn Tyr Ala Asp Tyr 
Asn Leu Ala Gin Ser Trp Leu Ala Val Trp Pro Val Gly Thr Val Arg Gin He Tyr Ser Gly Tyr Ser 
Phe Pro Val Lys Asp Asn Asp Pro Tyr Arg Val Ser Asp Ala Thr His Asp Gin Gly Gly Pro Leu Gly 
Ala Asp Arg Cys Glu Gly Gly Trp Leu Cys Gin His Arg Val Ser Phe Val Leu Asn Ser Pro Arg Phe 
Ala Arg Ala Thr Arg Gly Thr Ala Val Ser Thr Lys Gly Phe Asp Asn Gly Ala Leu Trp Phe Asn Arg 
Gly Ser Lys Gly Phe Tyr Ala Gin Asn Thr Thr Asn Ser Pro He Thr Gin Thr Phe Ser Val Glu Val 
Pro Asp Gly Asn Tyr Cys Asp He Leu Gly Thr Ser Asp Pro Lys Ser Asn Pro Cys Gly Ala Asp Val 
Val Val Ser Gly Gly Lys Ala Thr Phe Thr He Pro Ala Lys Thr Ala Val Ala He Cys Thr Asp Ser 




Figure 16 (cont.) 

Asp Trp Cys Gly Lys Gly Val Asp Pro Cys Glu Ser Asp Pro Thr Gly Ala Ala Cys Val Cys Lys Gly 
Glu Thr Thr Val Asn Gly Val Cys Val Ser Trp Cys Asn Ala His Ser Ser Asn Glu Glu Cys Thr Cys 
Val Leu Asn Pro Asn Asp Ala Asn Cys Gin Ala Asp He Glu Pro Thr Lys Gly Lys Leu Cys Tyr Ala 
Gly Thr Ser Asn Gly Trp Lys Gin Asp Pro Leu Thr Tyr Asn Arg Lys Thr Gly Phe Trp Thr He Asn 
Leu Thr Leu Asp Gly Ala Gly Asp Thr Ser Gly Ala Gin Arg Phe Lys Val Thr Asp Gly Cys Ser Trp 
Thr Gly Thr Val Tyr Gly Ser Ser Gly Thr Ala Gly Lys Leu Asp Val Asn Thr Ser Ser Thr Gly Asp 
Glu Pro Val Ser Leu Val Gly Asp Tyr Val Leu Ser He Asn Asp Lys Thr Met Glu Tyr Thr Phe Thr 
Lys Ala Asp Glu Val Thr Asn Gin Pro Pro Val Ala Ser Phe Thr Ala Thr Val Asn Gly Leu Thr Val 
Ser Phe Ala Asn Asn Ser Ser Asp Pro Glu Asn Asp Glu Leu Thr Tyr Ser Trp Asn Phe Gly Asn Gly 
Lys Thr Ser Ser Glu Lys Ala Pro Ser He Thr Tyr Glu Glu Ser Gly Lys Tyr Thr Val Thr Leu Lys 
Val Thr Asp Ser Ala Asn Asn Thr Asp Thr Phe Thr Lys Asp He Thr Val Thr Ala Pro Ser Ser Gly 
Lys Tyr Leu Lys Val Ala Val Arg Gly Ser His Asp Asn Tyr Gly Thr Asp Leu Leu Thr Lys Asn Gly 
Ser Asp Trp Thr Gly Val Phe Glu Phe Phe Gly Ser Thr Ser Val Asp Leu Gin Ala Arg Glu Leu 

SEQ ID NO: 149 

atgatcttaagtaattttaaggtaaaacttcttagttttgctgtgtcttctgctgtactgacactggctgcaaatgtcgccaatgccaagaattatgaaa 

gtgaaatggttattattcatccatttcagtggacatatgacaatatagcaaaagaatgtactgagtatctgggacctgcgggatttgacggggtgca 

gatttcccaggcggctgagcataaagatgccggtggtgcatggtggggtacctaccagcctgtaaacttcaagagttttactaccatggttggta 

atgaagaacagcttagagcaatgattaaaacctgtaacgaggcaggtgttaaggtctttgccgatgccgtgattaatcagaaagccggcgacgg 

tgtaggtataggtggttcaactttcggaaattataattatcctgacggatttaccagtgatgattttcatcataataactgcagtataggtaataattatt 

cagatgcatgggtagtaagattctgtgacctcagtggcatgccggatatagcaactgataacgacagtaccagaaataagattgctgattacttcg 

ccagccttatgaatatgggggtatacggattccgtattgatgctgccaagcactttagctatgatgatatagacgctattgtagagaaaacagcaa 

ccaaagcaggcaggagacctcctgtctatatggaggttatcggtaatccgggtcaagaggcggatgatatccagccgaacaagtatacatgga 

ttgataatgccgttgtaacagattttacttatgctaatagcatgcataatatttttaacggaagcggttatgccaaggctttgaacatggggctagggc 

atgttgatgctgaaaatgccgaagtctttataagtaatcatgataatgaatggggaagaaagtctgccggttcctgctcaataagaacccagaata 

atccggattaccatctggctcagtcctggctcgcagtttggcctttaggcaaggttagacagatttattctgcatatcagttcccggtctttgaagata 

gttgtgagcgggtcagtcagcaagcccatgatcagggcggtcctatcggggcagcccgctgtgaaggtggctggttgtgtcagcaccgtgtac 

cgtttgtgctcaattctcctagatttgcaagagcaaccagagggacagtcgttactactaaaggttttgatgacggagctttgtggtttaacagagg 

aagcaagggcttctatgcccagaatactaccggcagttctataactcatacattctcagttgaattacctgatggaaattactgtgatatccttggag 

caaccgatccgaagaataatccttgcggagcggatgtcactgtaagcggaggtaaagcaacctttaccattccggcaaagaccgccgtagcta 

tctgtactgatgaaaagtggtgtggcaagggggttgacccttgtgaaagcgatcctaccggttccgcctgtgtatgtaagggtgaaaccacagtt 

aacggcgtatgtgtaagctggtgtaatgctcactcatctaatgaagaatgtgcctgtgtgctaaatcctaatgacgctgagtgtcaggccgacatt 

gagccgaccaagggtaaactctgctatgtaggtacctccaacaagtggactcaggaacctttaacctataatcgcaagaccggtttctggactct 

caacgttgaacttgacggtaagggggataccagcggggcgcagcgctttaaagttaccgacggctgttcatggcagggtactgtttacggttca 

tcaggagtagaaggcagacttgacgtaaatacttcagccaccggagatgaaccggtttcactgacaggtaaatatgttctttccataaatgataag 

accatggaatacacattcattcctgcaggcagtggaaacaagcctccggttgcgtcatttactccgactgttaaagatctgactgtatcttttgtcaa 

taattcatccgaccctgagaatgatgaattaacctacagctggaatttcggtaacggtaaaacctcatctgaaaagaatccgagtgttacatatgat 

aaagccggtaaatatactgtttcactcaaagtaaccgatactgcaaacaacactgataccaaaacactggaaatcgatttaacatctcctgttaacg 

gaaaatattccaaggttgcagtcagaggttcacatgataactacggaacaaatctgttaaccaggaatggttcagaatggaccggtatctttgaatt 

cagtaagacaaccaaattcaagcttgaagctctgcctcctgcagctgaccagtgtatcttcctcggcggtaatcgaggtgaggcattgactgcct 

ccggtggatttatatctcttcctgccggaaggtatactataaagtttaatgaggaaagcaaggttcttactgcaggcgatgttgactgcaccggg 

SEQ ID NO: 150 

Met He Leu Ser Asn Phe Lys Val Lys Leu Leu Ser Phe Ala Val Ser Ser Ala Val Leu Thr Leu Ala 
Ala Asn Val Ala Asn Ala Lys Asn Tyr Glu Ser Glu Met Val He He His Pro Phe Gin Trp Thr Tyr 
Asp Asn He Ala Lys Glu Cys Thr Glu Tyr Leu Gly Pro Ala Gly Phe Asp Gly Val Gin He Ser Gin 
Ala Ala Glu His Lys Asp Ala Gly Gly Ala Trp Trp Gly Thr Tyr Gin Pro Val Asn Phe Lys Ser Phe 
Thr Thr Met Val Gly Asn Glu Glu Gin Leu Arg Ala Met He Lys Thr Cys Asn Glu Ala Gly Val Lys 
Val Phe Ala Asp Ala Val He Asn Gin Lys Ala Gly Asp Gly Val Gly He Gly Gly Ser Thr Phe Gly 
Asn Tyr Asn Tyr Pro Asp Gly Phe Thr Ser Asp Asp Phe His His Asn Asn Cys Ser He Gly Asn Asn 



Figure 1 6 (cont.) 



Tyr Ser Asp Ala Trp Val Val Arg Phe Cys Asp Leu Ser Gly Met Pro Asp He Ala Thr Asp Asn Asp 
Ser Thr Arg Asn Lys lie Ala Asp Tyr Phe Ala Ser Leu Met Asn Met Gly Val Tyr Gly Phe Arg He 
Asp Ala Ala Lys His Phe Ser Tyr Asp Asp He Asp Ala He Val Glu Lys Thr Ala Thr Lys Ala Gly 
Arg Arg Pro Pro Val Tyr Met Glu Val He Gly Asn Pro Gly Gin Glu Ala Asp Asp He Gin Pro Asn 
Lys Tyr Thr Trp He Asp Asn Ala Val Val Thr Asp Phe Thr Tyr Ala Asn Ser Met His Asn He Phe 
Asn Gly Ser Gly Tyr Ala Lys Ala Leu Asn Met Gly Leu Gly His Val Asp Ala Glu Asn Ala Glu Val 
Phe He Ser Asn His Asp Asn Glu Trp Gly Arg Lys Ser Ala Gly Ser Cys Ser He Arg Thr Gin Asn 
Asn Pro Asp Tyr His Leu Ala Gin Ser Trp Leu Ala Val Trp Pro Leu Gly Lys Val Arg Gin He Tyr 
Ser Ala Tyr Gin Phe Pro Val Phe Glu Asp Ser Cys Glu Arg Val Ser Gin Gin Ala His Asp Gin Gly 
Gly Pro He Gly Ala Ala Arg Cys Glu Gly Gly Trp Leu Cys Gin His Arg Val Pro Phe Val Leu Asn 
Ser Pro Arg Phe Ala Arg Ala Thr Arg Gly Thr Val Val Thr Thr Lys Gly Phe Asp Asp Gly Ala Leu 
Trp Phe Asn Arg Gly Ser Lys Gly Phe Tyr Ala Gin Asn Thr Thr Gly Ser Ser He Thr His Thr Phe 
Ser Val Glu Leu Pro Asp Gly Asn Tyr Cys Asp He Leu Gly Ala Thr Asp Pro Lys Asn Asn Pro Cys 
Gly Ala Asp Val Thr Val Ser Gly Gly Lys Ala Thr Phe Thr He Pro Ala Lys Thr Ala Val Ala He 
Cys Thr Asp Glu Lys Trp Cys Gly Lys Gly Val Asp Pro Cys Glu Ser Asp Pro Thr Gly Ser Ala Cys 
Val Cys Lys Gly Glu Thr Thr Val Asn Gly Val Cys Val Ser Trp Cys Asn Ala His Ser Ser Asn Glu 
Glu Cys Ala Cys Val Leu Asn Pro Asn Asp Ala Glu Cys Gin Ala Asp He Glu Pro Thr Lys Gly Lys 
Leu Cys Tyr Val Gly Thr Ser Asn Lys Trp Thr Gin Glu Pro Leu Thr Tyr Asn Arg Lys Thr Gly Phe 
Trp Thr Leu Asn Val Glu Leu Asp Gly Lys Gly Asp Thr Ser Gly Ala Gin Arg Phe Lys Val Thr 
Asp Gly Cys Ser Trp Gin Gly Thr Val Tyr Gly Ser Ser Gly Val Glu Gly Arg Leu Asp Val Asn Thr 
Ser Ala Thr Gly Asp Glu Pro Val Ser Leu Thr Gly Lys Tyr Val Leu Ser He Asn Asp Lys Thr Met 
Glu Tyr Thr Phe He Pro Ala Gly Ser Gly Asn Lys Pro Pro Val Ala Ser Phe Thr Pro Thr Val Lys 
Asp Leu Thr Val Ser Phe Val Asn Asn Ser Ser Asp Pro Glu Asn Asp Glu Leu Thr Tyr Ser Trp Asn 
Phe Gly Asn Gly Lys Thr Ser Ser Glu Lys Asn Pro Ser Val Thr Tyr Asp Lys Ala Gly Lys Tyr Thr 
Val Ser Leu Lys Val Thr Asp Thr Ala Asn Asn Thr Asp Thr Lys Thr Leu Glu He Asp Leu Thr Ser 
Pro Val Asn Gly Lys Tyr Ser Lys Val Ala Val Arg Gly Ser His Asp Asn Tyr Gly Thr Asn Leu Leu 
Thr Arg Asn Gly Ser Glu Trp Thr Gly He Phe Glu Phe Ser Lys Thr Thr Lys Phe Lys Leu Glu Ala 
Leu Pro Pro Ala Ala Asp Gin Cys He Phe Leu Gly Gly Asn Arg Gly Glu Ala Leu Thr Ala Ser Gly 
Gly Phe He Ser Leu Pro Ala Gly Arg Tyr Thr He Lys Phe Asn Glu Glu Ser Lys Val Leu Thr Ala 
Gly Asp Val Asp Cys Thr Gly 

SEQIDNO: 151 

atgaaaactattctttcaacaatcatggtgatggcggctgcggctgccaccaccgtagaggctcaaggctggccggaaaactacggcggcgtc 

atgttgcagggattctactgggattcctattcagccaccaagtggactaaactggaagcacaggctgacgagatctgcaactatttctcgctggta 

tgggtaccacagtcggcctataccggcagcagtacctccatgggctacgacccgctgtattacttcgaccagcattcatcgttcggcaccgaag 

agcagctacggtcgttcatcagtacctacaagcagaaaggaactggcatcatagccgatgtagttgtcaatcaccgaaagaatgtctcaaactg 

ggtggatttcccggccgagacctacaacggtgtaacctatcagatggtaagcaccgacatcgtttcgaacgatgacggcggaaaaacagcca 

cttgggcaaatcaaaacggctacagtctctcctccaatgccgacgaaggcgaaggctgggacggcatgcgcgacctggaccacaagtcgca 

gaacgtgcagaaatcggttcttgcctacaccaaatatctggttgacgacttaggctataccggattccgctacgatatggtaaagggatttgacgg 

atcgcatgtagccgactacaacaccaatgccggcgtgcagttctctgtcggcgaatattgggacggcactgcatcgaaagtttacagttggatca 

acagcaccaaaaagagcgatgtgccgcagtcggcagccttcgacttcgctttccgatacacctgccgcgatgccgtcaacaacaagaactgg 

gcgaacctgaagaacacttccggtatcagcgatgccgattacaggcgctattcggttacgtttgttgaaaatcacgatacggaataccgttcagct 

acggcttcccaggatcccatcaagggtgatacggttgccctcaatgcctggatgctggctatgccgggcacaccttgtgttttcctgaaacattgg 

accgactgcaaggaagagatcaagaatctcatcgaggcacgtcgcctggtcggtattcacaaccagagcacctatgccgaatggatgagcgg 

tgcagcctacatcggacgtaccgtaacaggtacgaacggcaccttacgtgttctgtgcggctcttatcagtataatgtagccgccaactacattca 

gattctctcaggcaaaaactataaatactacgtactcaacacgctcgaggctccctggatcgggaaaggttccggctcgtacaccgaaggtgaa 

accgtaacggttccgctcatcgccatatcggccgatgccaatgccaagctggtatataccaccgacggcacagaccccaccgcaacctcaaca 

gccgtaaccagcggaacggaactgaccatcacttcggacgccgtcctgaaggttggtctgctttccggcggcatcgtcaggaacatacagagc 

cgtacattcaccttccaggctgcaaacacctccgagtattacacagccaccatgcacgtatgcaaccagtccggagctctcaatccgctgtttgc 

ctatgtttgggcaggaccggacaacgagcagattaacggcaactggccgggcaccaagctcaccgctaccattaccgaaaacaaccttacct 




Figure 16 (cont.) 

ggtacacgcagtcgttccagattccgaagaacgtggactatgtcgtgaactttgttttcaccacaaccggcggcggtacgcagacagtggatgtt 
accggcatgaaggccgatgtctggtacattattaacagtaccaagagcggcaacaagtacacggtaaccgacgttacctcacagtattcttcgtt 
agaggccatctttgatgaagaaaactccggctccttccctgtctatgacctgcagggacgccgcgtcagcgaaattagaaacaggacaattatat 
cttcagaacggaaagaagatactcatcagataaacagaggttccgaaccattctcctattatgaaaatcagacacttagtaatctcagcactgctg 
ggtttggggggcttgtacaccatcagctgctcctcgtcggg 

SEQ ID NO: 152 

Met Lys Thr He Leu Ser Thr He Met Val Met Ala Ala Ala Ala Ala Thr Thr Val Glu Ala Gin Gly 
Trp Pro Glu Asn Tyr Gly Gly Val Met Leu Gin Gly Phe Tyr Trp Asp Ser Tyr Ser Ala Thr Lys Trp 
Thr Lys Leu Glu Ala Gin Ala Asp Glu He Cys Asn Tyr Phe Ser Leu Val Trp Val Pro Gin Ser Ala 
Tyr Thr Gly Ser Ser Thr Ser Met Gly Tyr Asp Pro Leu Tyr Tyr Phe Asp Gin His Ser Ser Phe Gly 
Thr Glu Glu Gin Leu Arg Ser Phe He Ser Thr Tyr Lys Gin Lys Gly Thr Gly He He Ala Asp Val Val 
Val Asn His Arg Lys Asn Val Ser Asn Trp Val Asp Phe Pro Ala Glu Thr Tyr Asn Gly Val Thr Tyr 
Gin Met Val Ser Thr Asp He Val Ser Asn Asp Asp Gly Gly Lys Thr Ala Thr Trp Ala Asn Gin Asn 
Gly Tyr Ser Leu Ser Ser Asn Ala Asp Glu Gly Glu Gly Trp Asp Gly Met Arg Asp Leu Asp His 
Lys Ser Gin Asn Val Gin Lys Ser Val Leu Ala Tyr Thr Lys Tyr Leu Val Asp Asp Leu Gly Tyr Thr 
Gly Phe Arg Tyr Asp Met Val Lys Gly Phe Asp Gly Ser His Val Ala Asp Tyr Asn Thr Asn Ala 
Gly Val Gin Phe Ser Val Gly Glu Tyr Trp Asp Gly Thr Ala Ser Lys Val Tyr Ser Trp He Asn Ser 
Thr Lys Lys Ser Asp Val Pro Gin Ser Ala Ala Phe Asp Phe Ala Phe Arg Tyr Thr Cys Arg Asp Ala 
Val Asn Asn Lys Asn Trp Ala Asn Leu Lys Asn Thr Ser Gly He Ser Asp Ala Asp Tyr Arg Arg Tyr 
Ser Val Thr Phe Val Glu Asn His Asp Thr Glu Tyr Arg Ser Ala Thr Ala Ser Gin Asp Pro He Lys 
Gly Asp Thr Val Ala Leu Asn Ala Trp Met Leu Ala Met Pro Gly Thr Pro Cys Val Phe Leu Lys His 
Trp Thr Asp Cys Lys Glu Glu He Lys Asn Leu He Glu Ala Arg Arg Leu Val Gly He His Asn Gin 
Ser Thr Tyr Ala Glu Trp Met Ser Gly Ala Ala Tyr He Gly Arg Thr Val Thr Gly Thr Asn Gly Thr 
Leu Arg Val Leu Cys Gly Ser Tyr Gin Tyr Asn Val Ala Ala Asn Tyr He Gin He Leu Ser Gly Lys 
Asn Tyr Lys Tyr Tyr Val Leu Asn Thr Leu Glu Ala Pro Trp He Gly Lys Gly Ser Gly Ser Tyr Thr 
Glu Gly Glu Thr Val Thr Val Pro Leu He Ala He Ser Ala Asp Ala Asn Ala Lys Leu Val Tyr Thr 
Thr Asp Gly Thr Asp Pro Thr Ala Thr Ser Thr Ala Val Thr Ser Gly Thr Glu Leu Thr He Thr Ser 
Asp Ala Val Leu Lys Val Gly Leu Leu Ser Gly Gly He Val Arg Asn He Gin Ser Arg Thr Phe Thr 
Phe Gin Ala Ala Asn Thr Ser Glu Tyr Tyr Thr Ala Thr Met His Val Cys Asn Gin Ser Gly Ala Leu 
Asn Pro Leu Phe Ala Tyr Val Trp Ala Gly Pro Asp Asn Glu Gin He Asn Gly Asn Trp Pro Gly Thr 
Lys Leu Thr Ala Thr He Thr Glu Asn Asn Leu Thr Trp Tyr Thr Gin Ser Phe Gin He Pro Lys Asn 
Val Asp Tyr Val Val Asn Phe Val Phe Thr Thr Thr Gly Gly Gly Thr Gin Thr Val Asp Val Thr Gly 
Met Lys Ala Asp Val Trp Tyr He He Asn Ser Thr Lys Ser Gly Asn Lys Tyr Thr Val Thr Asp Val 
Thr Ser Gin Tyr Ser Ser Leu Glu Ala He Phe Asp Glu Glu Asn Ser Gly Ser Phe Pro Val Tyr Asp 
Leu Gin Gly Arg Arg Val Ser Glu He Arg Asn Arg Thr He He Ser Ser Glu Arg Lys Glu Asp Thr 
His Gin He Asn Arg Gly Ser Glu Pro Phe Ser Tyr Tyr Glu Asn Gin Thr Leu Ser Asn Leu Ser Thr 
Ala Gly Phe Gly Gly Leu Val His His Gin Leu Leu Leu Val Gly 

SEQ ID NO: 69 

atgttgaaaaggattacggtagtctgtttattgtttattttgctttttcctaatatatatgagggaaataaggcagaagcagcaacagtgaacaatgga 

acattaatgcagtattttgagtggtacgctccgaatgatgggaatcattggaatcgtttgcgttccgatgctgaaagtttagctcataaaggaatcac 

atctgtatggataccacctgcatataaagggacttcgcaaaatgatgtagggtatggggcctatgatttatatgatttaggggagttcaatcaaaaa 

ggaacggtgcggacgaaatatgggacaaaagcacagttgaaatctgcaattgacgctttacataagcaaaacatcgacgtatacggtgatgtag 

ttatgaatcataaaggtggggctgattatactgaaaccgtaacagctgttgaggtagaccgtaacaatcgaaatattgaagtatcaggtgattatca 

aattagtgcatggacggggtttaattttccagggcgcggagatgcttattctaatttcaaatggaaatggtatcattttgacggaacggattgggatg 

aaggaaggaaattaaatcgaatttataaatttaggggtgtagataaagcgtgggattgggaagtgtctagcgaaaatggaaattatgattatttgat 

gtatgcagatcttgattttgatcatcctgatgttgcgaatgagatgaaaaattggggaacatggtatgcgaatgaattaaatttagatggctttcgttt 

ggacgctgttaaacatattgatcatgaatatttacgcgattgggtaaatcatgccagacagcaaacggggaaagaaatgtttacagtagctgaata 

ttggcaaaatgatgttcaggctttaaacaattatttagcgaaagtcaattataatcaatctgtgtttgatgcaccgcttcattacaattttcattatgcttc 
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aacaggaaatgggaattatgatatgagaaatattttaaatggaacagtaatgaaaaatcaccctgcactcgcagttactctcgttgagaatcatgat 

tctcagcctgggcagtcattggaatctgtagtaagtccgtggtttaagccgctggcatatgcatttattttaactcgtgcagagggctatccttcagtt 

ttctatggtgattactatgggacaagcggaaatagtagttatgaaattccagcgttaaaagataaaattgatccaattttgacggcacgaaaaaactt 

tgcatatggtacgcagcgtgattatttagaccatccagatgtgattggctggacaagagaaggcgatggtgtacatgctaattctggtttagcgac 

attactctcggacggaccaggaggatcaaagtggatggatgttggaaagaataacgctggggaagtatggtacgatattacgggtaatcaaac 

aaatactgtaacaattaataaggacggatgggggcagttctatgtaagtggcggctcagtttccatatatgttcagcggtaa 

SEQ ID NO: 70 

Met Leu Lys Arg He Thr Val Val Cys Leu Leu Phe He Leu Leu Phe Pro Asn He Tyr Glu Gly Asn 
Lys Ala Glu Ala Ala Thr Val Asn Asn Gly Thr Leu Met Gin Tyr Phe Glu Trp Tyr Ala Pro Asn Asp 
Gly Asn His Trp Asn Arg Leu Arg Ser Asp Ala Glu Ser Leu Ala His Lys Gly He Thr Ser Val Trp 
He Pro Pro Ala Tyr Lys Gly Thr Ser Gin Asn Asp Val Gly Tyr Gly Ala Tyr Asp Leu Tyr Asp Leu 
Gly Glu Phe Asn Gin Lys Gly Thr Val Arg Thr Lys Tyr Gly Thr Lys Ala Gin Leu Lys Ser Ala He 
Asp Ala Leu His Lys Gin Asn He Asp Val Tyr Gly Asp Val Val Met Asn His Lys Gly Gly Ala Asp 
Tyr Thr Glu Thr Val Thr Ala Val Glu Val Asp Arg Asn Asn Arg Asn He Glu Val Ser Gly Asp Tyr 
Gin He Ser Ala Trp Thr Gly Phe Asn Phe Pro Gly Arg Gly Asp Ala Tyr Ser Asn Phe Lys Trp Lys 
Trp Tyr His Phe Asp Gly Thr Asp Trp Asp Glu Gly Arg Lys Leu Asn Arg He Tyr Lys Phe Arg Gly 
Val Asp Lys Ala Trp Asp Trp Glu Val Ser Ser Glu Asn Gly Asn Tyr Asp Tyr Leu Met Tyr Ala Asp 
Leu Asp Phe Asp His Pro Asp Val Ala Asn Glu Met Lys Asn Trp Gly Thr Trp Tyr Ala Asn Glu 
Leu Asn Leu Asp Gly Phe Arg Leu Asp Ala Val Lys His He Asp His Glu Tyr Leu Arg Asp Trp Val 
Asn His Ala Arg Gin Gin Thr Gly Lys Glu Met Phe Thr Val Ala Glu Tyr Trp Gin Asn Asp Val Gin 
Ala Leu Asn Asn Tyr Leu Ala Lys Val Asn Tyr Asn Gin Ser Val Phe Asp Ala Pro Leu His Tyr Asn 
Phe His Tyr Ala Ser Thr Gly Asn Gly Asn Tyr Asp Met Arg Asn He Leu Asn Gly Thr Val Met Lys 
Asn His Pro Ala Leu Ala Val Thr Leu Val Glu Asn His Asp Ser Gin Pro Gly Gin Ser Leu Glu Ser 
Val Val Ser Pro Trp Phe Lys Pro Leu Ala Tyr Ala Phe He Leu Thr Arg Ala Glu Gly Tyr Pro Ser 
Val Phe Tyr Gly Asp Tyr Tyr Gly Thr Ser Gly Asn Ser Ser Tyr Glu He Pro Ala Leu Lys Asp Lys 
He Asp Pro He Leu Thr Ala Arg Lys Asn Phe Ala Tyr Gly Thr Gin Arg Asp Tyr Leu Asp His Pro 
Asp Val He Gly Trp Thr Arg Glu Gly Asp Gly Val His Ala Asn Ser Gly Leu Ala Thr Leu Leu Ser 
Asp Gly Pro Gly Gly Ser Lys Trp Met Asp Val Gly Lys Asn Asn Ala Gly Glu Val Trp Tyr Asp He 
Thr Gly Asn Gin Thr Asn Thr Val Thr He Asn Lys Asp Gly Trp Gly Gin Phe Tyr Val Ser Gly Gly 
Ser Val Ser He Tyr Val Gin Arg 

SEQ ID NO: 153 

ttgccttcaattaatgcaagcgattgcaaaaaaaagggagataggagtatgaagaggaaaaaatggactgcgttagcactatctttaccactagtt 

atgagcttatcaacaaacatacaagcagaaacattacataataataagggtcaaaaggcgcaaacaggaaataaagacggaattttttatgaact 

gtatgttaattctttttatgatactgatagcaatggacatggtgatttaaaaggcgtcacaaagaaacttgattatttaaatgatggaaatccaagaac 

aaataatgatcttcaaataaacggtatctggatgatgcctattaacacctctcctagttatcacaaatatgatgtaacagattactataatatcgatcct 

cagtatggaagtttacaagatttccgtgaactaacaacagaagcgcataaacgcaacgtaaaggtagtaatagatcttgttattaatcatacaagc 

agtgagcatccttggtttgtcgatgcattaaaaaataaaaacagtaagtatcgagattactatatttgggctgataaaaatacagacttaaatgaaaa 

aggcccatggggtcaacaagtatggcacaaagcgtcgaacggagagtatttctacgcaacgttctgggaagggatgccggacttaaactatga 

caaccctaaagtaagagaagaaatgattaaaatcgggaaattttggctcaaacaaggagctgatggctttcgtctagatgcagccatgcacatctt 

taaagggcaaacacctgaaggagcaaagaaaaatattgaatggtggaatgaattccgcgacgcgatgagagaaacgaatccaaatacgtatct 

agttggtgaaatatgggatcaaccagaagtagttgctccgtattatcaatcgttagattctacatttaacttcgacttagcatataaaatcgttaattcc 

gttaaaaatggtactgatcaaggggtagccgcggcagctgttgcaacggatgagttatataaaacatataatccaaataaaattgatggaacgttt 

ttaacgaatcatgaccaaaatcgtgtaatgagtgagttaaatggtgatgtaaacaaagcaaaatcagcagcctctattctgttgacactccctggta 

atccgttcatttattatggcgaagaaatcggcatgacaggccaaaaaccagatgagttgattcgtgagcctttccgttggtatgaagatgataaag 

aaggtcaaacgagctgggagactccagtatataacattgatcataatggtgtttcagttgaagcacaagataaacaaaaagcttctcttctaagcc 

attatcgtaaaatgattcgtgttcgtcagcaacacgatgaacttgtcaaaggtaatttagaacctatttctgtcaataattcacaggttgttgcctataat 

cgtacgtataaaaataaatcaattcaagtgtaccataatatttcagacaagccggttacattaactgtttcaaacaaaggaaaactgattttttctagt 

gaattaggagcaaaaaaggaaaaatcaacattagtaattccagcgaatacgacagtgctagtaaagtaa 
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SEQID NO: 154 

Met Pro Ser He Asn Ala Ser Asp Cys Lys Lys Lys Gly Asp Arg Ser Met Lys Arg Lys Lys Trp Thr 
Ala Leu Ala Leu Ser Leu Pro Leu Val Met Ser Leu Ser Thr Asn He Gin Ala Glu Thr Leu His Asn 
Asn Lys Gly Gin Lys Ala Gin Thr Gly Asn Lys Asp Gly He Phe Tyr Glu Leu Tyr Val Asn Ser Phe 
Tyr Asp Thr Asp Ser Asn Gly His Gly Asp Leu Lys Gly Val Thr Lys Lys Leu Asp Tyr Leu Asn 
Asp Gly Asn Pro Arg Thr Asn Asn Asp Leu Gin He Asn Gly He Trp Met Met Pro He Asn Thr Ser 
Pro Ser Tyr His Lys Tyr Asp Val Thr Asp Tyr Tyr Asn He Asp Pro Gin Tyr Gly Ser Leu Gin Asp 
Phe Arg Glu Leu Thr Thr Glu Ala His Lys Arg Asn Val Lys Val Val He Asp Leu Val He Asn His 
Thr Ser Ser Glu His Pro Trp Phe Val Asp Ala Leu Lys Asn Lys Asn Ser Lys Tyr Arg Asp Tyr Tyr 
He Trp Ala Asp Lys Asn Thr Asp Leu Asn Glu Lys Gly Pro Trp Gly Gin Gin Val Trp His Lys Ala 
Ser Asn Gly Glu Tyr Phe Tyr Ala Thr Phe Trp Glu Gly Met Pro Asp Leu Asn Tyr Asp Asn Pro Lys 
Val Arg Glu Glu Met He Lys He Gly Lys Phe Trp Leu Lys Gin Gly Ala Asp Gly Phe Arg Leu Asp 
Ala Ala Met His He Phe Lys Gly Gin Thr Pro Glu Gly Ala Lys Lys Asn He Glu Trp Trp Asn Glu 
Phe Arg Asp Ala Met Arg Glu Thr Asn Pro Asn Thr Tyr Leu Val Gly Glu He Trp Asp Gin Pro Glu 
Val Val Ala Pro Tyr Tyr Gin Ser Leu Asp Ser Thr Phe Asn Phe Asp Leu Ala Tyr Lys He Val Asn 
Ser Val Lys Asn Gly Thr Asp Gin Gly Val Ala Ala Ala Ala Val Ala Thr Asp Glu Leu Tyr Lys Thr 
L,, Tyr Asn Pro Asn Lys He Asp Gly Thr Phe Leu Thr Asn His Asp Gin Asn Arg Val Met Ser Glu Leu 
bi Asn Gly Asp Val Asn Lys Ala Lys Ser Ala Ala Ser He Leu Leu Thr Leu Pro Gly Asn Pro Phe He 
O Tyr Tyr Gly Glu Glu He Gly Met Thr Gly Gin Lys Pro Asp Glu Leu He Arg Glu Pro Phe Arg Trp 
m Tyr Glu Asp Asp Lys Glu Gly Gin Thr Ser Trp Glu Thr Pro Val Tyr Asn He Asp His Asn Gly Val 
M Ser Val Glu Ala Gin Asp Lys Gin Lys Ala Ser Leu Leu Ser His Tyr Arg Lys Met He Arg Val Arg 
HI Gin Gin His Asp Glu Leu Val Lys Gly Asn Leu Glu Pro He Ser Val Asn Asn Ser Gin Val Val Ala 
SI Tyr Asn Arg Thr Tyr Lys Asn Lys Ser He Gin Val Tyr His Asn He Ser Asp Lys Pro Val Thr Leu 
nl Thr Val Ser Asn Lys Gly Lys Leu He Phe Ser Ser Glu Leu Gly Ala Lys Lys Glu Lys Ser Thr Leu 
Val He Pro Ala Asn Thr Thr Val Leu Val Lys 

nJ SEQID NO: 155 

gtgtcaagaatgtttgcaaaacgattcaaaacctctttactgccgttattcgctggatttttattgctgtttcatttggttctggcaggaccaacggctg 
^ cgaatgctgaaacggctaacaaatcaaatgagcttacagcaccgtcgatcaaaagcggaaccattcttcatgcttggaattggtcgttcaatacgt 
^ taaaacacaatatgaaggatattcatgatgcaggatatacagcgattcagacgtctccgattaaccaagtcaaggaagggaaccaaggaaataa 
aaacatgtcgaactggtactggctctatcagccgacatcgtaccaaattggcaaccgttacttaggtactgaacaagaatttaaagaaatgtgtgc 
agccgctgaagaatatggcataaaggttattgttgacgcggtcatcaatcataccaccagtgactatgccgcgatttccaatgagattaagagtatt 
ccaaactggacacatggaaacacacaaattaaaaactggtctgatcgatgggatgtcacgcagaatgcattgctcgggctgtatgactggaata 
cacaaaatacacaagtacagtcctatttgaaacggttcttagaaagagcattgaatgacggggcagacggttttcgatttgatgccgccaaacata 
tagagcttccggatgatggcagttacggcagtcaattttggccgaatatcacaaatacatctgcagagttccaatacggagaaatcctgcaggat 
agtgcttcaagagatgcttcatatgcgaattatatgaatgtgacagcgtctaactatgggcattccataaggtccgctttaaagaatcgtaatctggg 
cgtgtcgaatatctcccactatgcatcagatgtgtctgcggacaagctagtgacatgggtagaatcgcatgatacgtatgccaatgatgatgaag 
agtcgacatggatgagcgatgatgatatccgtttaggctgggcggtgatagcttctcgttcaggcagtacgcctcttttcttttccagacctgaggg 
aggcggaaatggtgtgagattcccggggaaaagccaaataggcgatcgcgggagtgctttatttgaagatcaggctatcactgcggtcaatag 
atttcacaatgtgatggctggacagcctgaggaactctcgaacccaaatggaaacaaccagatatttatgaatcagcgcggctcacatggcgttg 
tgctggcaaatgcaggttcatcctctgtttctatcaatacgccaacaaaattgcctgatggcaggtatgataataaagctggggcaggttcatttca 
agtaaatgacggtaaactgacaggcacgatcaatgccaggtctgtggctgtgctttatcctgatgatattgcaaaagcgcctcatgttttccttgag 
aattacaaaacaggtgtaacacattctttcaatgatcaactgacgattacactgcgtgcagatgcgaatacaacaaaagccgtttatcaaatcaata 
atggaccagagacggcgtttaaggatggagatcaattcacaatcggaaaaggagatccatttggcaaaacatacaccatcatgttaaaaggaac 
gaacagtgatggtgtaacgaggaccgaggaatacagttttgttaaaagagatccagcttcggccaaaaccatcggctatcaaaatccgaatcatt 
ggagccaggtaaatgcttatatctataaacatgatgggggccgggca 



SEQID NO: 156 




Figure 16 (cont.) 

Val Ser Arg Met Phe Ala Lys Arg Phe Lys Thr Ser Leu Leu Pro Leu Phe Ala Gly Phe Leu Leu Leu 
Phe His Leu Val Leu Ala Gly Pro Thr Ala Ala Asn Ala Glu Thr Ala Asn Lys Ser Asn Glu Leu Thr 
Ala Pro Ser He Lys Ser Gly Thr He Leu His Ala Trp Asn Trp Ser Phe Asn Thr Leu Lys His Asn 
Met Lys Asp He His Asp Ala Gly Tyr Thr Ala He Gin Thr Ser Pro He Asn Gin Val Lys Glu Gly 
Asn Gin Gly Asn Lys Asn Met Ser Asn Trp Tyr Trp Leu Tyr Gin Pro Thr Ser Tyr Gin He Gly Asn 
Arg Tyr Leu Gly Thr Glu Gin Glu Phe Lys Glu Met Cys Ala Ala Ala Glu Glu Tyr Gly He Lys Val 
He Val Asp Ala Val He Asn His Thr Thr Ser Asp Tyr Ala Ala He Ser Asn Glu He Lys Ser He Pro 
Asn Trp Thr His Gly Asn Thr Gin He Lys Asn Trp Ser Asp Arg Trp Asp Val Thr Gin Asn Ala Leu 
Leu Gly Leu Tyr Asp Trp Asn Thr Gin Asn Thr Gin Val Gin Ser Tyr Leu Lys Arg Phe Leu Glu 
Arg Ala Leu Asn Asp Gly Ala Asp Gly Phe Arg Phe Asp Ala Ala Lys His He Glu Leu Pro Asp Asp 
Gly Ser Tyr Gly Ser Gin Phe Trp Pro Asn He Thr Asn Thr Ser Ala Glu Phe Gin Tyr Gly Glu He 
Leu Gin Asp Ser Ala Ser Arg Asp Ala Ser Tyr Ala Asn Tyr Met Asn Val Thr Ala Ser Asn Tyr Gly 
His Ser He Arg Ser Ala Leu Lys Asn Arg Asn Leu Gly Val Ser Asn He Ser His Tyr Ala Ser Asp 
Val Ser Ala Asp Lys Leu Val Thr Trp Val Glu Ser His Asp Thr Tyr Ala Asn Asp Asp Glu Glu Ser 
Thr Trp Met Ser Asp Asp Asp He Arg Leu Gly Trp Ala Val He Ala Ser Arg Ser Gly Ser Thr Pro 
Leu Phe Phe Ser Arg Pro Glu Gly Gly Gly Asn Gly Val Arg Phe Pro Gly Lys Ser Gin He Gly Asp 
Arg Gly Ser Ala Leu Phe Glu Asp Gin Ala He Thr Ala Val Asn Arg Phe His Asn Val Met Ala Gly 
Gin Pro Glu Glu Leu Ser Asn Pro Asn Gly Asn Asn Gin He Phe Met Asn Gin Arg Gly Ser His Gly 
Val Val Leu Ala Asn Ala Gly Ser Ser Ser Val Ser He Asn Thr Pro Thr Lys Leu Pro Asp Gly Arg 
Tyr Asp Asn Lys Ala Gly Ala Gly Ser Phe Gin Val Asn Asp Gly Lys Leu Thr Gly Thr He Asn Ala 
Arg Ser Val Ala Val Leu Tyr Pro Asp Asp He Ala Lys Ala Pro His Val Phe Leu Glu Asn Tyr Lys 
Thr Gly Val Thr His Ser Phe Asn Asp Gin Leu Thr He Thr Leu Arg Ala Asp Ala Asn Thr Thr Lys 
Ala Val Tyr Gin He Asn Asn Gly Pro Glu Thr Ala Phe Lys Asp Gly Asp Gin Phe Thr He Gly Lys 
Gly Asp Pro Phe Gly Lys Thr Tyr Thr He Met Leu Lys Gly Thr Asn Ser Asp Gly Val Thr Arg Thr 
Glu Glu Tyr Ser Phe Val Lys Arg Asp Pro Ala Ser Ala Lys Thr He Gly Tyr Gin Asn Pro Asn His 
Trp Ser Gin Val Asn Ala Tyr He Tyr Lys His Asp Gly Gly Arg Ala 

SEQ ID NO: 157 

atgcaaacgattgcaaaaaaaggggatgaaacgatgaaagggaaaaaatggacagcattagctctaacactgccgctggctgctagcttatca 

acaggcgttcacgccgaaaccgtacataaaggtaaagctccaacagcagataaaaacggtgtcttttatgaggtgtatgtaaactctttttacgat 

gcaaataaagatggacatggtgatttaaaaggtcttacacaaaagctggattatttgaatgacggcaattctcataccaaaaatgatcttcaagtaa 

acggaatttggatgatgccggtaaacccttctcctagctatcataaatatgatgtaacggactattataacattgatccgcagtacggaaatctgca 

agattttcgcaagctgatgaaagaagcagataaacgagacgtaaaggttattatggacctcgttgtgaatcatacaagcagtgaacatccttggtt 

tcaagctgcattaaaagataaaaacagcaagtacagagattactatatttgggccgataaaaatactgatttaaatgaaaaaggatcttgggggca 

gcaagtatggcataaagctccaaacggagagtatttttatggtacgttttgggaaggaatgcctgacttaaattacgataatcccgaagtaagaaa 

agaaatgattaacgtcgggaaattttggctaaagcaaggcgttgacgggttccgcttagatgctgcgcttcatatttttaaaggtcaaacacctgaa 

ggcgctaagaaaaatatcgtgtggtggaatgagtttagagatgcaatgaaaaaagaaaaccctaacgtatatctaacgggtgaagtatgggatc 

aaccggaagtagtagctccttactatcaatcgcttgattctttatttaactttgatttagcaggaaagattgtaaactctgtaaaatcaggaaatgatca 

aggaatcgcgactgcagcagccgcaactgatgagctgttcaaatcatacaatccaaataaaattgacggcattttcttaaccaaccatgaccaaa 

atcgcgtcatgagtgagctaagcggcgatgtgaataaagcaaagtcagctgcctctatcttacttacgcttcctggcaacccgtatatttattacgg 

tgaagaaattggaatgaccggtgaaaagcctgatgagttaatccgtgaaccgttccgctggtacgaaggcaatggacttggacaaaccagctg 

ggaaacatccgtatacaacaaaggcggcaatggtgtgtcagtagagacacaaacaaaacaaaaggattctttgttaaatcattaccgtgaaatga 

ttcgcgtgcgtcagcagcatgaagagttagtaaaaggaacccttcaatctatttcagtagacagtaaagaagtcgttgcctatagccgcacgtata 

aaggcaaatcgattagcgtgtatcataatatttcaaatcaaccggtaaaagtatctgtaacagcgaaaggtaaattgatttttgctagtgaaaaaggt 

gcaaaaaaagtcaaaaatcagcttgtggttccagctaatacaacggttttaataaaataa 

SEQ ID NO: 158 

Met Gin Thr He Ala Lys Lys Gly Asp Glu Thr Met Lys Gly Lys Lys Trp Thr Ala Leu Ala Leu Thr 
Leu Pro Leu Ala Ala Ser Leu Ser Thr Gly Val His Ala Glu Thr Val His Lys Gly Lys Ala Pro Thr 
Ala Asp Lys Asn Gly Val Phe Tyr Glu Val Tyr Val Asn Ser Phe Tyr Asp Ala Asn Lys Asp Gly His 



Figure 16 (cont.) 



Gly Asp Leu Lys Gly Leu Thr Gin Lys Leu Asp Tyr Leu Asn Asp Gly Asn Ser His Thr Lys Asn 
Asp Leu Gin Val Asn Gly He Trp Met Met Pro Val Asn Pro Ser Pro Ser Tyr His Lys Tyr Asp Val 
Thr Asp Tyr Tyr Asn He Asp Pro Gin Tyr Gly Asn Leu Gin Asp Phe Arg Lys Leu Met Lys Glu Ala 
Asp Lys Arg Asp Val Lys Val He Met Asp Leu Val Val Asn His Thr Ser Ser Glu His Pro Trp Phe 
Gin Ala Ala Leu Lys Asp Lys Asn Ser Lys Tyr Arg Asp Tyr Tyr He Trp Ala Asp Lys Asn Thr Asp 
Leu Asn Glu Lys Gly Ser Trp Gly Gin Gin Val Trp His Lys Ala Pro Asn Gly Glu Tyr Phe Tyr Gly 
Thr Phe Trp Glu Gly Met Pro Asp Leu Asn Tyr Asp Asn Pro Glu Val Arg Lys Glu Met He Asn Val 
Gly Lys Phe Trp Leu Lys Gin Gly Val Asp Gly Phe Arg Leu Asp Ala Ala Leu His He Phe Lys Gly 
Gin Thr Pro Glu Gly Ala Lys Lys Asn He Val Trp Trp Asn Glu Phe Arg Asp Ala Met Lys Lys Glu 
Asn Pro Asn Val Tyr Leu Thr Gly Glu Val Trp Asp Gin Pro Glu Val Val Ala Pro Tyr Tyr Gin Ser 
Leu Asp Ser Leu Phe Asn Phe Asp Leu Ala Gly Lys He Val Asn Ser Val Lys Ser Gly Asn Asp Gin 
Gly He Ala Thr Ala Ala Ala Ala Thr Asp Glu Leu Phe Lys Ser Tyr Asn Pro Asn Lys He Asp Gly 
He Phe Leu Thr Asn His Asp Gin Asn Arg Val Met Ser Glu Leu Ser Gly Asp Val Asn Lys Ala Lys 
Ser Ala Ala Ser He Leu Leu Thr Leu Pro Gly Asn Pro Tyr He Tyr Tyr Gly Glu Glu He Gly Met Thr 
Gly Glu Lys Pro Asp Glu Leu He Arg Glu Pro Phe Arg Trp Tyr Glu Gly Asn Gly Leu Gly Gin Thr 
Ser Trp Glu Thr Ser Val Tyr Asn Lys Gly Gly Asn Gly Val Ser Val Glu Thr Gin Thr Lys Gin Lys 
Asp Ser Leu Leu Asn His Tyr Arg Glu Met He Arg Val Arg Gin Gin His Glu Glu Leu Val Lys Gly 
Thr Leu Gin Ser He Ser Val Asp Ser Lys Glu Val Val Ala Tyr Ser Arg Thr Tyr Lys Gly Lys Ser He 
Ser Val Tyr His Asn He Ser Asn Gin Pro Val Lys Val Ser Val Thr Ala Lys Gly Lys Leu He Phe Ala 
Ser Glu Lys Gly Ala Lys Lys Val Lys Asn Gin Leu Val Val Pro Ala Asn Thr Thr Val Leu He Lys 

SEQ ID NO: 159 

ttgcaaaaaaaaggggatgaaacgatgaaagggaaaaaatggacagctttagctctaacactgccgctggctgctagcttatcaacaggcgttc 

acgccgaaaccgtacataaaggtaaatctccaacagcagataaaaacggtgtattttatgaggtgtatgtaaactctttttacgatgcaaataaaga 

tggacatggtgatttaaaaggtcttacacaaaagttggattatttaaatgatggcaattctcatacaaagaatgatcttcaagtaaacgggatttggat 

gatgccggtcaacccttctcccagctatcataaatatgatgtaacggactattataatattgatccgcagtatggaaatctgcaagattttcgcaaac 

tgatgaaagaagcagataaacgagatgtaaaagtcattatggacctcgttgtgaatcatacgagcagtgaacacccttggtttcaagctgcattaa 

aagataaaaacagcaagtacagagattactatatctgggctgataaaaataccgacttgaatgaaaaaggatcttggggacagcaagtatggca 

taaagctccaaacggagagtatttttacggaacgttttgggaaggaatgccggacttaaattacgataatcctgaagtaagaaaagaaatgattaa 

cgtaggaaagttttggctaaagcaaggagttgatgggttccgtctagatgctgcgcttcatatttttaaaggccaaacacctgaaggcgctaagaa 

aaatctcctgtggtggaatgaatttagagatgcaatgaaaaaggaaaaccctaacgtatatctaacgggtgaagtatgggatcaaccggaagta 

gtagctccttactatcaatcgcttgattctttatttaactttgatttagcaggaaagattgtaaactctgtaaaatcaggaaatgatcaaggaatcgcga 

ctgcagcagcggcaacggatgaactgttcaaatcatacaatccaaataaaattgacggtattttcttaaccaaccatgaccaaaatcgcgtcatga 

gtgagctaaacggcgatgtgaataaagcaaagtcagctgcctctatcttacttacgcttcctggcaacccgtatatttattacggtgaagaaatcgg 

catgaccggtgaaaagcctgatgagttaatccgtgaaccgttcccctggtacgaaggaaacggacttggacaaaccagctgggaaacacctgt 

atataacaaaggcggcaacggcgtgtctgtagaagcacaaacaaaacaaaaggactctttgttaaatcattaccgtgaaatgattcgcgtgcgtc 

agcagcacgaagagttagtaaaaggaacgcttcaatctatttcagtagacagtaaagaagtcgttgcctatagccgtacgtataaaggcaaatcg 

attagcgtgtatcataatatttcaaatcaaccggtaaaagtatctgtagcagcaaaaggtaaattgatttttgctagtgaaaaaggtgctaagaaagt 

caaaaatcagcttgtgattccggcgaatacaacggttttaataaaataa 

SEQ ID NO: 160 

Met Gin Lys Lys Gly Asp Glu Thr Met Lys Gly Lys Lys Trp Thr Ala Leu Ala Leu Thr Leu Pro 
Leu Ala Ala Ser Leu Ser Thr Gly Val His Ala Glu Thr Val His Lys Gly Lys Ser Pro Thr Ala Asp 
Lys Asn Gly Val Phe Tyr Glu Val Tyr Val Asn Ser Phe Tyr Asp Ala Asn Lys Asp Gly His Gly Asp 
Leu Lys Gly Leu Thr Gin Lys Leu Asp Tyr Leu Asn Asp Gly Asn Ser His Thr Lys Asn Asp Leu 
Gin Val Asn Gly He Trp Met Met Pro Val Asn Pro Ser Pro Ser Tyr His Lys Tyr Asp Val Thr Asp 
Tyr Tyr Asn He Asp Pro Gin Tyr Gly Asn Leu Gin Asp Phe Arg Lys Leu Met Lys Glu Ala Asp 
Lys Arg Asp Val Lys Val He Met Asp Leu Val Val Asn His Thr Ser Ser Glu His Pro Trp Phe Gin 
Ala Ala Leu Lys Asp Lys Asn Ser Lys Tyr Arg Asp Tyr Tyr He Trp Ala Asp Lys Asn Thr Asp Leu 
Asn Glu Lys Gly Ser Trp Gly Gin Gin Val Trp His Lys Ala Pro Asn Gly Glu Tyr Phe Tyr Gly Thr 
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Phe Trp Glu Gly Met Pro Asp Leu Asn Tyr Asp Asn Pro Glu Val Arg Lys Glu Met He Asn Val Gly 
Lys Phe Trp Leu Lys Gin Gly Val Asp Gly Phe Arg Leu Asp Ala Ala Leu His He Phe Lys Gly Gin 
Thr Pro Glu Gly Ala Lys Lys Asn Leu Leu Trp Trp Asn Glu Phe Arg Asp Ala Met Lys Lys Glu 
Asn Pro Asn Val Tyr Leu Thr Gly Glu Val Trp Asp Gin Pro Glu Val Val Ala Pro Tyr Tyr Gin Ser 
Leu Asp Ser Leu Phe Asn Phe Asp Leu Ala Gly Lys He Val Asn Ser Val Lys Ser Gly Asn Asp Gin 
Gly He Ala Thr Ala Ala Ala Ala Thr Asp Glu Leu Phe Lys Ser Tyr Asn Pro Asn Lys He Asp Gly 
He Phe Leu Thr Asn His Asp Gin Asn Arg Val Met Ser Glu Leu Asn Gly Asp Val Asn Lys Ala Lys 
Ser Ala Ala Ser He Leu Leu Thr Leu Pro Gly Asn Pro Tyr He Tyr Tyr Gly Glu Glu He Gly Met Thr 
Gly Glu Lys Pro Asp Glu Leu He Arg Glu Pro Phe Pro Trp Tyr Glu Gly Asn Gly Leu Gly Gin Thr 
Ser Trp Glu Thr Pro Val Tyr Asn Lys Gly Gly Asn Gly Val Ser Val Glu Ala Gin Thr Lys Gin Lys 
Asp Ser Leu Leu Asn His Tyr Arg Glu Met He Arg Val Arg Gin Gin His Glu Glu Leu Val Lys Gly 
Thr Leu Gin Ser He Ser Val Asp Ser Lys Glu Val Val Ala Tyr Ser Arg Thr Tyr Lys Gly Lys Ser He 
Ser Val Tyr His Asn He Ser Asn Gin Pro Val Lys Val Ser Val Ala Ala Lys Gly Lys Leu He Phe Ala 
Ser Glu Lys Gly Ala Lys Lys Val Lys Asn Gin Leu Val He Pro Ala Asn Thr Thr Val Leu He Lys 

SEQ ID NO: 161 

gtggatccaaagaattgtagtcaatttatgcaaacgattgcaaaaaaaggggatgaaacgatgaaagggaaaaaatggacagctttagctctaa 

cactgccgctggctgctagcttatcaacaggtgttcacgccgaaaccgtacataaaggtaaagctccaacagcagataaaaacggtgtcttttat 

gaggtatatgtaaactctttttacgatgcaaataaagatggacatggtgatttaaaaggccttacacaaaagttggactatttaaatgacggaaattc 

tcatacaaagaatgatcttcaagtaaacgggatttggatgatgccggtcaacccttctcctagctatcataaatatgatgtaacggactattataatat 

tgatccgcagtatggaaatctgcaagattttcgcaaacttatgaaagaagcagataaacgagacgtaaaagtcattatggaccttgttgtgaatcat 

acgagcagtgaacacccttggtttcaagctgcgttgaaagataaaaacagcaagtacagagattactatatttgggctgataaaaatactgacttg 

aatgaaaaaggatcttggggacaacaagtatggcataaagctccaaacggagagtatttttacggaacgttctgggaaggaatgcctgacttaa 

attacgataaccctgaagtaagaaaagaaatgattaacgtcggaaagttttggctaaaacaaggcgttgacggcttccgcttagatgctgcccttc 

atatttttaaaggtcaaacgcctgaaggcgctaagaaaaacattctatggtggaatgagtttagagatgcgatgaaaaaagaaaacccgaacgta 

tatctaacgggtgaagtgtgggaccagccagaagtagtagccccttactatcaatcacttgattctctatttaattttgatttagcaggaaaaattgtc 

agctctgtaaaagcaggaaatgatcaaggaatcgccactgcagcagcggcaactgatgagctgttcaaatcatacaatccaaataaaattgacg 

gcattttcttaaccaaccatgaccaaaatcgcgtcatgagtgagttaagcggcgatgtgaataaagcaaaatcagccgcctctatcttacttacgct 

tcctggaaatccgtatatttattacggtgaagaaattggcatgacaggtgaaaagcctgatgaattaatccgtgaaccgttccgctggtacgaagg 

caacggaattggacaaactagctgggaaacacctgtatataacaaaggcggtaacggcgtgtctgtagaagcacaaacaaaacaaaaggatt 

ccttgttaaatcattaccgtgaaatgattcgtgtgcgccagcagcacgaagagttagtaaaaggaacgcttcaatccatttcagtagacagtaaag 

aagtcgttgcctatagccgcacgtacaaaggcaaatcgattagcgtgtatcataatatttcaaatcaacctgtaaaagtatctgtagcagcgaaag 

gtaacttgatttttgctagtgaaaaaggtgctaagaaagtcaaaaatcagcttgtgattccggcgaatgcgacggttttaataaaataa 

SEQ ID NO: 162 

Val Asp Pro Lys Asn Cys Ser Gin Phe Met Gin Thr He Ala Lys Lys Gly Asp Glu Thr Met Lys Gly 
Lys Lys Trp Thr Ala Leu Ala Leu Thr Leu Pro Leu Ala Ala Ser Leu Ser Thr Gly Val His Ala Glu 
Thr Val His Lys Gly Lys Ala Pro Thr Ala Asp Lys Asn Gly Val Phe Tyr Glu Val Tyr Val Asn Ser 
Phe Tyr Asp Ala Asn Lys Asp Gly His Gly Asp Leu Lys Gly Leu Thr Gin Lys Leu Asp Tyr Leu 
Asn Asp Gly Asn Ser His Thr Lys Asn Asp Leu Gin Val Asn Gly lie Trp Met Met Pro Val Asn Pro 
Ser Pro Ser Tyr His Lys Tyr Asp Val Thr Asp Tyr Tyr Asn He Asp Pro Gin Tyr Gly Asn Leu Gin 
Asp Phe Arg Lys Leu Met Lys Glu Ala Asp Lys Arg Asp Val Lys Val He Met Asp Leu Val Val 
Asn His Thr Ser Ser Glu His Pro Trp Phe Gin Ala Ala Leu Lys Asp Lys Asn Ser Lys Tyr Arg Asp 
Tyr Tyr He Trp Ala Asp Lys Asn Thr Asp Leu Asn Glu Lys Gly Ser Trp Gly Gin Gin Val Trp His 
Lys Ala Pro Asn Gly Glu Tyr Phe Tyr Gly Thr Phe Trp Glu Gly Met Pro Asp Leu Asn Tyr Asp 
Asn Pro Glu Val Arg Lys Glu Met lie Asn Val Gly Lys Phe Trp Leu Lys Gin Gly Val Asp Gly Phe 
Arg Leu Asp Ala Ala Leu His He Phe Lys Gly Gin Thr Pro Glu Gly Ala Lys Lys Asn He Leu Trp 
Trp Asn Glu Phe Arg Asp Ala Met Lys Lys Glu Asn Pro Asn Val Tyr Leu Thr Gly Glu Val Trp 
Asp Gin Pro Glu Val Val Ala Pro Tyr Tyr Gin Ser Leu Asp Ser Leu Phe Asn Phe Asp Leu Ala Gly 
Lys He Val Ser Ser Val Lys Ala Gly Asn Asp Gin Gly He Ala Thr Ala Ala Ala Ala Thr Asp Glu 
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Leu Phe Lys Ser Tyr Asn Pro Asn Lys He Asp Gly lie Phe Leu Thr Asn His Asp Gin Asn Arg Val 
Met Ser Glu Leu Ser Gly Asp Val Asn Lys Ala Lys Ser Ala Ala Ser He Leu Leu Thr Leu Pro Gly 
Asn Pro Tyr He Tyr Tyr Gly Glu Glu He Gly Met Thr Gly Glu Lys Pro Asp Glu Leu He Arg Glu 
Pro Phe Arg Trp Tyr Glu Gly Asn Gly He Gly Gin Thr Ser Trp Glu Thr Pro Val Tyr Asn Lys Gly 
Gly Asn Gly Val Ser Val Glu Ala Gin Thr Lys Gin Lys Asp Ser Leu Leu Asn His Tyr Arg Glu Met 
He Arg Val Arg Gin Gin His Glu Glu Leu Val Lys Gly Thr Leu Gin Ser He Ser Val Asp Ser Lys 
Glu Val Val Ala Tyr Ser Arg Thr Tyr Lys Gly Lys Ser He Ser Val Tyr His Asn He Ser Asn Gin Pro 
Val Lys Val Ser Val Ala Ala Lys Gly Asn Leu He Phe Ala Ser Glu Lys Gly Ala Lys Lys Val Lys 
Asn Gin Leu Val He Pro Ala Asn Ala Thr Val Leu He Lys 

SEQ ID NO: 163 

atggtacgtcccgaacgacgggctgcattggaaccgactatcgaacgactcgcagcacttgaaagacattgggtgacgacggtgtggattccg 

ccggcgtacaaaggcacgtcacagaacgatgtcgggtatggggcgtacgatttatacgatctcggcgaattcaaccaaaaagggacgacccg 

gacgaagtacgggacgaaagcgcagctccagaccgccatctcgaacttgcgcggtaaagggatcggtgtgtacggcgacgtcgtcatgaat 

cacaagggcggggccgattataccgaatccgttcaggcgatcgaggtcaatccgtcgaaccggaaccaagaaacgtccggtgagtatggcat 

ctcggcctggactgggttcaacttcgcggggcgcaacaatacatactcgccgttcaaatggcgctggtaccattttgacggtaccgattgggatc 

agtcacgcagcttgagccgcatctataagttcaagagcacaggcaaggcgtgggacacggacgtgtcgaacgagaacggcaactatgattat 

cttatgtatgccgacgtcgatttcgagcatcccgaggtccgccaagagatgaagaactggggcaaatggtacgccgactcgctcgggctcgac 

ggtttccggttggatgcggtcaaacatatcagccactcgtaottgaaggagtgggtgacgagcgtgcgccagacgaccgggaaagagatgttc 

acggtcgccgagtattggaagaacgatctcggtgccatcaacgactatctgtataagacgggctacacgcactccgtcttcgatgtgccgctcc 

attataacttccaagcggccggtaacggcggcgggtattacgatatgcgcaacatcttgaaaggcaccgtcaccgaacagcatccgtcgctgtc 

cgtgacgattgtcgataaccacgactcacagccgggccagtcgctcgagtcgacggtcgccaactggttcaaaccgctcgcctacgcgacga 

tcatgacgcgcggtcagggttatccggccctcttctatggagactattatggcacgaaagggacgacgaaccgcgaaatcccgaacatgtcgg 

gcacgctccaaccgattttgaaggcacgaaaagacttcgcctacgggacgcagcatgactacctcgatcatcaggacgtcatcggctggacac 

gtgaaggtgtgaccgaccgtgccaaatcgggtctcgcgacgattctatcggacggtccgggcggctcgaagtggatgtacgtcggcaaacag 

aacgccggcgaggtatggaaagacatgacgaacaacaacgcccgtctcgtcacgatcaatgctgacggctggggtcagttcttcgtcaacgg 

aggctcggtctcgatttatacgcaacaataa 
SEQ ID NO: 164 

Met Val Arg Pro Glu Arg Arg Ala Ala Leu Glu Pro Thr He Glu Arg Leu Ala Ala Leu Glu Arg His 
Trp Val Thr Thr Val Trp He Pro Pro Ala Tyr Lys Gly Thr Ser Gin Asn Asp Val Gly Tyr Gly Ala 
Tyr Asp Leu Tyr Asp Leu Gly Glu Phe Asn Gin Lys Gly Thr Thr Arg Thr Lys Tyr Gly Thr Lys 
Ala Gin Leu Gin Thr Ala He Ser Asn Leu Arg Gly Lys Gly He Gly Val Tyr Gly Asp Val Val Met 
Asn His Lys Gly Gly Ala Asp Tyr Thr Glu Ser Val Gin Ala He Glu Val Asn Pro Ser Asn Arg Asn 
Gin Glu Thr Ser Gly Glu Tyr Gly He Ser Ala Trp Thr Gly Phe Asn Phe Ala Gly Arg Asn Asn Thr 
Tyr Ser Pro Phe Lys Trp Arg Trp Tyr His Phe Asp Gly Thr Asp Trp Asp Gin Ser Arg Ser Leu Ser 
Arg He Tyr Lys Phe Lys Ser Thr Gly Lys Ala Trp Asp Thr Asp Val Ser Asn Glu Asn Gly Asn Tyr 
Asp Tyr Leu Met Tyr Ala Asp Val Asp Phe Glu His Pro Glu Val Arg Gin Glu Met Lys Asn Trp 
Gly Lys Trp Tyr Ala Asp Ser Leu Gly Leu Asp Gly Phe Arg Leu Asp Ala Val Lys His He Ser His 
Ser Tyr Leu Lys Glu Trp Val Thr Ser Val Arg Gin Thr Thr Gly Lys Glu Met Phe Thr Val Ala Glu 
Tyr Trp Lys Asn Asp Leu Gly Ala He Asn Asp Tyr Leu Tyr Lys Thr Gly Tyr Thr His Ser Val Phe 
Asp Val Pro Leu His Tyr Asn Phe Gin Ala Ala Gly Asn Gly Gly Gly Tyr Tyr Asp Met Arg Asn He 
Leu Lys Gly Thr Val Thr Glu Gin His Pro Ser Leu Ser Val Thr He Val Asp Asn His Asp Ser Gin 
Pro Gly Gin Ser Leu Glu Ser Thr Val Ala Asn Trp Phe Lys Pro Leu Ala Tyr Ala Thr He Met Thr 
Arg Gly Gin Gly Tyr Pro Ala Leu Phe Tyr Gly Asp Tyr Tyr Gly Thr Lys Gly Thr Thr Asn Arg Glu 
He Pro Asn Met Ser Gly Thr Leu Gin Pro He Leu Lys Ala Arg Lys Asp Phe Ala Tyr Gly Thr Gin 
His Asp Tyr Leu Asp His Gin Asp Val He Gly Trp Thr Arg Glu Gly Val Thr Asp Arg Ala Lys Ser 
Gly Leu Ala Thr He Leu Ser Asp Gly Pro Gly Gly Ser Lys Trp Met Tyr Val Gly Lys Gin Asn Ala 
Gly Glu Val Trp Lys Asp Met Thr Asn Asn Asn Ala Arg Leu Val Thr He Asn Ala Asp Gly Trp Gly 
Gin Phe Phe Val Asn Gly Gly Ser Val Ser He Tyr Thr Gin Gin 



Figure 16 (cont.) 



SEQ ID NO: 165 

atgcagtamcgagtggtacgtgccaaatgatggggaacattggaatcgtttgcgtaatgatgctgaaaatttagctcataaaggaattacatctgt 

atggataccacccgtatataaaggaacttcacaaaatgatgtagggtatggagtgtatgatgtatatgatttgggagaattcaatcaaaaaggaac 

gatacggacaaaatatgggacaaaagcacaattaaaatctgcaattgaggctttacataatcaaaatatcgatgtatacggtgatgttgttatgaac 

cataaaggtggggcagattatactgaggttgtaacagccgttgaggtagaccgtaacaatcgaaatattgaaacatcgagtgattatcaaatagat 

gcgtggacgggatttgattttccaggacgcagggactcctattctaattttaaatggagatggtttcattttgatggaacagattgggatgagggaa 

ggaaattaaatagaatttataaatttaaaggcgtaggtaaagcttgggactgggaagtgtctagtgagaatggtaactatgattatttaatgtatgca 

gatcttgatttcgatcatcctgaagttgcaaatgaaatgaaaaactggggaacctggtatgcggacgaattaaatttagatggctttcgtttagacg 

cagttaaacatattgaccatgagtatcttcgtgattgggtaaatcatgttagaaagcaaacggggaaggaaatgtttacagtagctgaatattggca 

aaatgatattcgtacmaaacaattatttagggaaagtaaattataatcaatctgtgttcgatgcacctcttcattataatmcattatgcttca 

gaatggaaattatgatatgaggaatattttaaagggtacggtagtagaaagtcatcctacacttgctgttactcttgttgagaatcatgattctcagcc 

tggacagtcattagaatctgttgtgagtccttggmaagccgttggcctatgcamatmaacgcgtgcagaagggtatccttctgttttttatggag 

attactatggcacaaatggaaatagtagttatgaaattccaacgttaaaggataaaattgatccaattctgacggcacgaaaaaactttgcatatgg 

tacgcaacatgattatttagaccatccagatgtgattggctggacaagagaaggggatagtatacatgctaattctggtttagcaacattaatctctg 

atggaccaggaggatcaaaatggatgaatgttggaaagaacaacgcaggggaaatatggtacgatattacgggcaatcaaacaaatactgtaa 

cgattaataaagatggatgggggcagttccatgtaaatgggggctctgtttcaatatatgttcagaagtaa 

SEQ ID NO: 166 

Met Gin Tyr Phe Glu Trp Tyr Val Pro Asn Asp Gly Glu His Trp Asn Arg Leu Arg Asn Asp Ala 
Glu Asn Leu Ala His Lys Gly He Thr Ser Val Trp He Pro Pro Val Tyr Lys Gly Thr Ser Gin Asn 
Asp Val Gly Tyr Gly Val Tyr Asp Val Tyr Asp Leu Gly Glu Phe Asn Gin Lys Gly Thr He Arg Thr 
Lys Tyr Gly Thr Lys Ala Gin Leu Lys Ser Ala He Glu Ala Leu His Asn Gin Asn He Asp Val Tyr 
Gly Asp Val Val Met Asn His Lys Gly Gly Ala Asp Tyr Thr Glu Val Val Thr Ala Val Glu Val Asp 
Arg Asn Asn Arg Asn He Glu Thr Ser Ser Asp Tyr Gin He Asp Ala Trp Thr Gly Phe Asp Phe Pro 
Gly Arg Arg Asp Ser Tyr Ser Asn Phe Lys Trp Arg Trp Phe His Phe Asp Gly Thr Asp Trp Asp Glu 
Gly Arg Lys Leu Asn Arg He Tyr Lys Phe Lys Gly Val Gly Lys Ala Trp Asp Trp Glu Val Ser Ser 
Glu Asn Gly Asn Tyr Asp Tyr Leu Met Tyr Ala Asp Leu Asp Phe Asp His Pro Glu Val Ala Asn 
Glu Met Lys Asn Trp Gly Thr Trp Tyr Ala Asp Glu Leu Asn Leu Asp Gly Phe Arg Leu Asp Ala 
Val Lys His lie Asp His Glu Tyr Leu Arg Asp Trp Val Asn His Val Arg Lys Gin Thr Gly Lys Glu 
Met Phe Thr Val Ala Glu Tyr Trp Gin Asn Asp He Arg Thr Leu Asn Asn Tyr Leu Gly Lys Val Asn 
Tyr Asn Gin Ser Val Phe Asp Ala Pro Leu His Tyr Asn Phe His Tyr Ala Ser Thr Gly Asn Gly Asn 
Tyr Asp Met Arg Asn He Leu Lys Gly Thr Val Val Glu Ser His Pro Thr Leu Ala Val Thr Leu Val 
Glu Asn His Asp Ser Gin Pro Gly Gin Ser Leu Glu Ser Val Val Ser Pro Trp Phe Lys Pro Leu Ala 
Tyr Ala Phe He Leu Thr Arg Ala Glu Gly Tyr Pro Ser Val Phe Tyr Gly Asp Tyr Tyr Gly Thr Asn 
Gly Asn Ser Ser Tyr Glu He Pro Thr Leu Lys Asp Lys He Asp Pro He Leu Thr Ala Arg Lys Asn 
Phe Ala Tyr Gly Thr Gin His Asp Tyr Leu Asp His Pro Asp Val He Gly Trp Thr Arg Glu Gly Asp 
Ser He His Ala Asn Ser Gly Leu Ala Thr Leu He Ser Asp Gly Pro Gly Gly Ser Lys Trp Met Asn 
Val Gly Lys Asn Asn Ala Gly Glu He Trp Tyr Asp He Thr Gly Asn Gin Thr Asn Thr Val Thr He 
Asn Lys Asp Gly Trp Gly Gin Phe His Val Asn Gly Gly Ser Val Ser He Tyr Val Gin Lys 

SEQ ID NO: 167 

atgcaaacgattgcaaaaaaaggggatgaaacgatgaaagggaaaaaatggacagctttagctctaacactgccgctggctgctagcttatca 

acaggcgttcacgccgaaaccgtacataaaggtaaatctccaacagcagataaaaacggtgtattttatgaggtgtatgtaaactctttttacgatg 

caaataaagatggacatggtgatttaaaaggtcttacacaaaagttggattatttaaatgatggcaattctcatacaaagaatgatcttcaagtaaac 

gggatttggatgatgccggtcaacccttctcccagctatcataaatatgatgtaacggactattataatattgatccgcagtatggaaatctgcaag 

attttcgcaaactgatgaaagaagcagataaacgagatgtaaaagtcattatggacctcgttgtgaatcatacgagcagtgaacacccttggtttc 

aagctgcattaaaagataaaaacagcaagtacagagattactatatctgggctgataaaaataccgacttgaatgaaaaaggatcttggggaca 

gcaagtatggcataaagccccaaacggagagtatttttacggaacgttttgggaaggaatgccggacttaaattacgataatcctgaagtaagaa 

aagaaatgattaacgtaggaaagttttggctaaagcaaggagttgacgggttccgtctagatgctgcgcttcatatttttaaaggccaaacacctg 




Figure 16 (cont.) 

aaggcgctaagaaaaatctcctgtggtggaatgaatttagagatgcaatgaaaaaggaaaaccctaacgtatatctaacgggtgaagtatggga 
tcaaccggaagtagtagctccttactatcaatcgcttgattctttatttaactttgatttagcaggaaagattgtaaactctgtaaaatcaggaaatgat 
caaggaatcgcgactgcagcagcggcaacggatgaactgttcaaatcatacaatccaaataaaattgacggtattttcttaaccaaccatgacca 
aaatcgcgtcatgagtgagctaagcggcgatgtgaataaagcaaagtcagctgcctctatcttacttacgcttcctggcaacccgtatatttattac 
ggtgaagaaatcggcatgaccggtgaaaagcctgatgagttaatccgtgaaccgttccgctggtacgaaggaaacggacttggacaaaccag 
ctgggaaacacctgtatacaacaaaggcggcaacggcgtgtctgtagaagcacaaacaaaacaaaaggactctttgttaaatcattaccgtgaa 
atgattcgcgtgcgtcagcagcacgaagagttagtaaaaggaacgcttcaatctatttcagtagacagtaaagaagtcgttgcctatagccgcac 
gtataaaggcaaatcgattagcgtgtatcataatatttcaaatcaaccggtaaaagtatctgtagcagcaaaaggtaaattgatttttggtagtgaaa 
aaggtgctaagaaagtcaaaaatcagcttgtgattccggcgaatacaacggttttaataaaataa 

SEQ ID NO: 168 

Met Gin Thr lie Ala Lys Lys Gly Asp Glu Thr Met Lys Gly Lys Lys Trp Thr Ala Leu Ala Leu Thr 
Leu Pro Leu Ala Ala Ser Leu Ser Thr Gly Val His Ala Glu Thr Val His Lys Gly Lys Ser Pro Thr 
Ala Asp Lys Asn Gly Val Phe Tyr Glu Val Tyr Val Asn Ser Phe Tyr Asp Ala Asn Lys Asp Gly His 
Gly Asp Leu Lys Gly Leu Thr Gin Lys Leu Asp Tyr Leu Asn Asp Gly Asn Ser His Thr Lys Asn 
Asp Leu Gin Val Asn Gly He Trp Met Met Pro Val Asn Pro Ser Pro Ser Tyr His Lys Tyr Asp Val 
Thr Asp Tyr Tyr Asn He Asp Pro Gin Tyr Gly Asn Leu Gin Asp Phe Arg Lys Leu Met Lys Glu Ala 
Asp Lys Arg Asp Val Lys Val He Met Asp Leu Val Val Asn His Thr Ser Ser Glu His Pro Trp Phe 
Gin Ala Ala Leu Lys Asp Lys Asn Ser Lys Tyr Arg Asp Tyr Tyr He Trp Ala Asp Lys Asn Thr Asp 
Leu Asn Glu Lys Gly Ser Trp Gly Gin Gin Val Trp His Lys Ala Pro Asn Gly Glu Tyr Phe Tyr Gly 
Thr Phe Trp Glu Gly Met Pro Asp Leu Asn Tyr Asp Asn Pro Glu Val Arg Lys Glu Met He Asn Val 
Gly Lys Phe Trp Leu Lys Gin Gly Val Asp Gly Phe Arg Leu Asp Ala Ala Leu His He Phe Lys Gly 
Gin Thr Pro Glu Gly Ala Lys Lys Asn Leu Leu Trp Trp Asn Glu Phe Arg Asp Ala Met Lys Lys 
Glu Asn Pro Asn Val Tyr Leu Thr Gly Glu Val Trp Asp Gin Pro Glu Val Val Ala Pro Tyr Tyr Gin 
Ser Leu Asp Ser Leu Phe Asn Phe Asp Leu Ala Gly Lys He Val Asn Ser Val Lys Ser Gly Asn Asp 
Gin Gly He Ala Thr Ala Ala Ala Ala Thr Asp Glu Leu Phe Lys Ser Tyr Asn Pro Asn Lys He Asp 
Gly He Phe Leu Thr Asn His Asp Gin Asn Arg Val Met Ser Glu Leu Ser Gly Asp Val Asn Lys Ala 
Lys Ser Ala Ala Ser He Leu Leu Thr Leu Pro Gly Asn Pro Tyr He Tyr Tyr Gly Glu Glu He Gly Met 
Thr Gly Glu Lys Pro Asp Glu Leu He Arg Glu Pro Phe Arg Trp Tyr Glu Gly Asn Gly Leu Gly Gin 
Thr Ser Trp Glu Thr Pro Val Tyr Asn Lys Gly Gly Asn Gly Val Ser Val Glu Ala Gin Thr Lys Gin 
Lys Asp Ser Leu Leu Asn His Tyr Arg Glu Met He Arg Val Arg Gin Gin His Glu Glu Leu Val Lys 
Gly Thr Leu Gin Ser He Ser Val Asp Ser Lys Glu Val Val Ala Tyr Ser Arg Thr Tyr Lys Gly Lys 
Ser He Ser Val Tyr His Asn He Ser Asn Gin Pro Val Lys Val Ser Val Ala Ala Lys Gly Lys Leu He 
Phe Gly Ser Glu Lys Gly Ala Lys Lys Val Lys Asn Gin Leu Val He Pro Ala Asn Thr Thr Val Leu 
He Lys 

SEQ ID NO: 169 

atgaaaacattcaaattaaaacgcacttttttaccgctaaccttgctgctcagtgctcctgcctttgctgggcaaaatggcaccatgatgcagtatttt 

cattggtatgtacctaatgatggcgcattatggacgcaggttgaaagcaatgctccagcactcgctgaaaacggttttacagcgctctggctacc 

gccagcttacaaaggcgcgggcggcagtaatgacgtcggttatggcgtctatgatatgtacgatttaggtgagtttgatcaaaaaggctcagtac 

gaaccaaatacggcaccaaggctcagtacatctctgcaatcaatgccgcgcacaacaacaatatccaaatctacggcgatgttgtgtttaaccac 

cgaggtggtgctgatgggaagtcgtgggtcgataccaagcgcgttgattgggacaaccgtaacattgaactgggcgacaaatggattgaagct 

tgggttgagtttaattttcctggccgcaacgacaaatactcaaacttccattggacttggtatcactttgacggtgttgactgggatgatgccggcaa 

agaaaaagcgatctttaaattcaaaggcgaaggaaaagcatgggattgggaagtcagctctgaaaaaggcaattacgactacctaatgtacgc 

cgatttagacatggatcaccaagaagttaaacaagagctgaaagattggggtgagtggtacatcaacatgaccggcgttgatggctttagaatg 

gatgccgtgaagcacattaaatatcagtatctacaagagtggattgatcatttacgttggaaaacaggcaaagagcttttcaccgttggtgagtatt 

ggaattacgacgtaaatcaactgcataactttattactaagacctctggcagtatgtcgttgttcgatgcgccgcttcacatgaacttctacaacgcg 

tcaaaatctggcggcaattacgatatgcgccaaatcatgaatggcacgttgatgaaggacaacccagtcaaagctgtgactctcgtagaaaacc 

acgatacacagccattgcaggcgttagagtcgacagtggattggtggttcaagcctcttgcttacgcattcattttattgcgtgaagaaggttatcc 

atcagtgttctacgcagattactacggcgcgcagtacagcgacaaaggctacaacatcaatatggccaaagttccttacattgaagaacttgtaa 



Figure 16 (cont.) 



cactgcgtaaagagtatgcgtatggcaaacagaattcttatctcgaccactgggatgtgattggctggacccgagagggcgatgctgaacatcc 
aaactcaatggcggtgatcatgagtgatggaccaggtggcaaaaaatggatgtataccggtaagccaagcacgcgctatgtcgacaagctgg 
gtatccgaactgaagaagtttggaccgataccaatggctgggcagaatttcctgtcaatggtggttcagtctcggtttgggtgggcgttaagtaa 

SEQ ID NO: 170 

Met Lys Thr Phe Lys Leu Lys Arg Thr Phe Leu Pro Leu Thr Leu Leu Leu Ser Ala Pro Ala Phe Ala 
Gly Gin Asn Gly Thr Met Met Gin Tyr Phe His Trp Tyr Val Pro Asn Asp Gly Ala Leu Trp Thr Gin 
Val Glu Ser Asn Ala Pro Ala Leu Ala Glu Asn Gly Phe Thr Ala Leu Trp Leu Pro Pro Ala Tyr Lys 
Gly Ala Gly Gly Ser Asn Asp Val Gly Tyr Gly Val Tyr Asp Met Tyr Asp Leu Gly Glu Phe Asp 
Gin Lys Gly Ser Val Arg Thr Lys Tyr Gly Thr Lys Ala Gin Tyr He Ser Ala He Asn Ala Ala His 
Asn Asn Asn lie Gin He Tyr Gly Asp Val Val Phe Asn His Arg Gly Gly Ala Asp Gly Lys Ser Trp 
Val Asp Thr Lys Arg Val Asp Trp Asp Asn Arg Asn He Glu Leu Gly Asp Lys Trp He Glu Ala Trp 
Val Glu Phe Asn Phe Pro Gly Arg Asn Asp Lys Tyr Ser Asn Phe His Trp Thr Trp Tyr His Phe Asp 
Gly Val Asp Trp Asp Asp Ala Gly Lys Glu Lys Ala He Phe Lys Phe Lys Gly Glu Gly Lys Ala Trp 
Asp Trp Glu Val Ser Ser Glu Lys Gly Asn Tyr Asp Tyr Leu Met Tyr Ala Asp Leu Asp Met Asp 
His Gin Glu Val Lys Gin Glu Leu Lys Asp Trp Gly Glu Trp Tyr He Asn Met Thr Gly Val Asp Gly 
Phe Arg Met Asp Ala Val Lys His He Lys Tyr Gin Tyr Leu Gin Glu Trp He Asp His Leu Arg Trp 
Lys Thr Gly Lys Glu Leu Phe Thr Val Gly Glu Tyr Trp Asn Tyr Asp Val Asn Gin Leu His Asn 
Phe He Thr Lys Thr Ser Gly Ser Met Ser Leu Phe Asp Ala Pro Leu His Met Asn Phe Tyr Asn Ala 
Ser Lys Ser Gly Gly Asn Tyr Asp Met Arg Gin He Met Asn Gly Thr Leu Met Lys Asp Asn Pro Val 
Lys Ala Val Thr Leu Val Glu Asn His Asp Thr Gin Pro Leu Gin Ala Leu Glu Ser Thr Val Asp Trp 
Trp Phe Lys Pro Leu Ala Tyr Ala Phe He Leu Leu Arg Glu Glu Gly Tyr Pro Ser Val Phe Tyr Ala 
Asp Tyr Tyr Gly Ala Gin Tyr Ser Asp Lys Gly Tyr Asn He Asn Met Ala Lys Val Pro Tyr He Glu 
Glu Leu Val Thr Leu Arg Lys Glu Tyr Ala Tyr Gly Lys Gin Asn Ser Tyr Leu Asp His Trp Asp Val 
He Gly Trp Thr Arg Glu Gly Asp Ala Glu His Pro Asn Ser Met Ala Val He Met Ser Asp Gly Pro 
Gly Gly Lys Lys Trp Met Tyr Thr Gly Lys Pro Ser Thr Arg Tyr Val Asp Lys Leu Gly He Arg Thr 
Glu Glu Val Trp Thr Asp Thr Asn Gly Trp Ala Glu Phe Pro Val Asn Gly Gly Ser Val Ser Val Trp 
Val Gly Val Lys 

SEQ ID NO: 171 

gtgtatgtaaactctttttacgatgcaaataaagatggacatggtgatttaaaaggtcttacacaaaagttggattatttaaatgatggcaattctcata 

caaagaatgatcttcaagtaaacgggatttggatgatgccggtcaacccttctcccagctatcataaatatgatgtaacggactattataatattgat 

ccgcagtatggaaatctgcaagattttcgcaaactgatgaaagaagcagataaacgagatgtaaaagtcattatggacctcgttgtgaatcatac 

gagcagtgaacacccttggtttcaagctgcattaaaagataaaaacagcaagtacagagattactatatctgggctgataaaaataccgacttga 

atgaaaaaggatcttggggacagcaagtatggcataaagccccaaacggagagtatttttacggaacgttttgggaaggaatgccggacttaaa 

ttacgataatcctgaagtaagaaaagaaatgattaacgtaggaaagttttggctaaagcaaggagttgacgggttccgtctagatgctgcgcttca 

tatttttaaaggccaaacacctgaaggcgctaagaaaaatctcctgtggtggaatgaatttagagatgcaatgaaaaaggaaaaccctaacgtat 

atctaacgggtgaagtatgggatcaaccggaagtagtagctccttactatcaatcgcttgattctttatttaactttgatttagcaggaaagattgtaa 

actctgtaaaatcaggaaatgatcaaggaatcgcgactgcagcagcggcaacggatgaactgttcaaatcatacaatccaaataaaattgacgg 

tattttcttaaccaaccatgaccaaaatcgcgtcatgagtgagctaagcggcgatgtgaataaagcaaagtcagctgcctctatcttacttacgctt 

cctggcaacccgtatatttattacggtgaagaaatcggcatgaccggtgaaaagcctgatgagttaatccgtgaaccgttccgctggtacgaagg 

aaacggacttggacaaaccagctgggaaacacctgtatacaacaaaggcggcaacggcgtgtctgtagaagcacaaacaaaacaaaaggac 

tctttgttaaatcattaccgtgaaatgattcgcgtgcgtcagcagcacgaagagttagtaaaaggaacgcttcaatctatttcagtagacagtaaag 

aagtcgttgcctatagccgcacgtataaaggcaaatcgattagcgtgtatcataatatttcaaatcaaccggtaaaagtatctgtagcagcaaaag 

gtaaattgatttttggtagtgaaaaaggtgctaagaaagtcaaaaatcagcttgtgattccggcgaatacaacggttttaataaaataa 

SEQ ID NO: 172 

Val Tyr Val Asn Ser Phe Tyr Asp Ala Asn Lys Asp Gly His Gly Asp Leu Lys Gly Leu Thr Gin 
Lys Leu Asp Tyr Leu Asn Asp Gly Asn Ser His Thr Lys Asn Asp Leu Gin Val Asn Gly He Trp 
Met Met Pro Val Asn Pro Ser Pro Ser Tyr His Lys Tyr Asp Val Thr Asp Tyr Tyr Asn He Asp Pro 



Figure 16 (cont.) 



Gin Tyr Gly Asn Leu Gin Asp Phe Arg Lys Leu Met Lys Glu Ala Asp Lys Arg Asp Val Lys Val 
He Met Asp Leu Val Val Asn His Thr Ser Ser Glu His Pro Trp Phe Gin Ala Ala Leu Lys Asp Lys 
Asn Ser Lys Tyr Arg Asp Tyr Tyr He Trp Ala Asp Lys Asn Thr Asp Leu Asn Glu Lys Gly Ser Trp 
Gly Gin Gin Val Trp His Lys Ala Pro Asn Gly Glu Tyr Phe Tyr Gly Thr Phe Trp Glu Gly Met Pro 
Asp Leu Asn Tyr Asp Asn Pro Glu Val Arg Lys Glu Met He Asn Val Gly Lys Phe Trp Leu Lys 
Gin Gly Val Asp Gly Phe Arg Leu Asp Ala Ala Leu His He Phe Lys Gly Gin Thr Pro Glu Gly Ala 
Lys Lys Asn Leu Leu Trp Trp Asn Glu Phe Arg Asp Ala Met Lys Lys Glu Asn Pro Asn Val Tyr 
Leu Thr Gly Glu Val Trp Asp Gin Pro Glu Val Val Ala Pro Tyr Tyr Gin Ser Leu Asp Ser Leu Phe 
Asn Phe Asp Leu Ala Gly Lys He Val Asn Ser Val Lys Ser Gly Asn Asp Gin Gly He Ala Thr Ala 
Ala Ala Ala Thr Asp Glu Leu Phe Lys Ser Tyr Asn Pro Asn Lys He Asp Gly He Phe Leu Thr Asn 
His Asp Gin Asn Arg Val Met Ser Glu Leu Ser Gly Asp Val Asn Lys Ala Lys Ser Ala Ala Ser He 
Leu Leu Thr Leu Pro Gly Asn Pro Tyr He Tyr Tyr Gly Glu Glu He Gly Met Thr Gly Glu Lys Pro 
Asp Glu Leu He Arg Glu Pro Phe Arg Trp Tyr Glu Gly Asn Gly Leu Gly Gin Thr Ser Trp Glu Thr 
Pro Val Tyr Asn Lys Gly Gly Asn Gly Val Ser Val Glu Ala Gin Thr Lys Gin Lys Asp Ser Leu Leu 
Asn His Tyr Arg Glu Met He Arg Val Arg Gin Gin His Glu Glu Leu Val Lys Gly Thr Leu Gin Ser 
He Ser Val Asp Ser Lys Glu Val Val Ala Tyr Ser Arg Thr Tyr Lys Gly Lys Ser He Ser Val Tyr His 
Asn He Ser Asn Gin Pro Val Lys Val Ser Val Ala Ala Lys Gly Lys Leu He Phe Gly Ser Glu Lys 
Gly Ala Lys Lys Val Lys Asn Gin Leu Val He Pro Ala Asn Thr Thr Val Leu He Lys 

SEQ ID NO: 173 

atgcaaacgattgcaaaaaaaggggatgaaacgatgaaagggaaaaaatggacagctttagctctaacactgccgctggctgctagcttatca 

acaggcgttcacgcagaaactgtacataaaggtaaagctccaacagcagataaaaacggtgttttttatgaggtgtatgtaaactctttttacgatg 

caaataaagatggacatggtgatttaaaaggtctgacacaaaagttggattatttaaatgacggcaattctcatacaaagaatgatcttcaagtaaa 

cgggatttggatgatgccggtaaacccttctcctagctatcataaatatgatgtaacggactattataacattgatcctcagtacggaagtctgcaa 

gatttccgcaaactgatgaaagaagcagataaacgagacgtaaaagttattatggaccttgttgtgaatcatacgagcagtgaacacccttggttt 

caagctgcactaaaagataaaaacagcaagtacagagattactatatttgggctgataaaaataccgatttgaatgaaaaaggatcttggggaca 

gcaagtatggcataaagctccaaacggagagtatttttacggaacgttctgggaaggaatgcctgacttaaattacgataaccctgaagtaagaa 

aagaaatgattaacgtcggaaagttttggctaaagcaaggcgttgatggcttccgcttagatgctgcccttcatatctttaaaggtcaaactcctga 

aggcgctaagaaaaatctcctgtggtggaatgagtttagagatgcaatgaaaaaagaaaaccctaacgtatatctaacgggtgaagtatgggat 

cagccggaagtagtagctccttattatcaatcgcttgattccctatttaactttgatttagcaggaaaaattgtcagctctgtaaaagcaggaaatgat 

caaggaatcgccactgcagcagcggcaacggatgagctgttcaaatcatacaatccaaataaaattgacggcattttcttaaccaaccatgacca 

aaaccgcgtcatgagtgagctaagcggagatgtgaataaagcaaaatcagctgcttctatcttacttacgcttcctggaaatccgtatatttattacg 

gtgaagaaattggcatgaccggtgaaaagcctgatgaattaatccgtgaaccgttccgctggtacgaaggcaacggaattggacaaactagct 

gggaaacacctgtatataacaaaggcggcaatggtgtgtctgtagaagcacaaaccaaacaaaaggattctttgttaaatcattaccgtgaaatg 

attcgcgtgcgtcagcagcacgaagagttagtaaaaggaacgcttcagtctatttcagtagacagtaaagaagttgtcgcttatagccgtacgtat 

aaaggcaactccattagtgtgtatcataatatttcaaatcaacctgtaaaagtatctgtagcggcgaaaggtaaattgatttttgctagtgaaaaagg 

tgctaaaaaaggcaaaaatcagcttgtgattccggcgaatgcgacggttttaataaaataa 

SEQ ID NO: 174 

Met Gin Thr He Ala Lys Lys Gly Asp Glu Thr Met Lys Gly Lys Lys Trp Thr Ala Leu Ala Leu Thr 
Leu Pro Leu Ala Ala Ser Leu Ser Thr Gly Val His Ala Glu Thr Val His Lys Gly Lys Ala Pro Thr 
Ala Asp Lys Asn Gly Val Phe Tyr Glu Val Tyr Val Asn Ser Phe Tyr Asp Ala Asn Lys Asp Gly His 
Gly Asp Leu Lys Gly Leu Thr Gin Lys Leu Asp Tyr Leu Asn Asp Gly Asn Ser His Thr Lys Asn 
Asp Leu Gin Val Asn Gly He Trp Met Met Pro Val Asn Pro Ser Pro Ser Tyr His Lys Tyr Asp Val 
Thr Asp Tyr Tyr Asn He Asp Pro Gin Tyr Gly Ser Leu Gin Asp Phe Arg Lys Leu Met Lys Glu Ala 
Asp Lys Arg Asp Val Lys Val He Met Asp Leu Val Val Asn His Thr Ser Ser Glu His Pro Trp Phe 
Gin Ala Ala Leu Lys Asp Lys Asn Ser Lys Tyr Arg Asp Tyr Tyr He Trp Ala Asp Lys Asn Thr Asp 
Leu Asn Glu Lys Gly Ser Trp Gly Gin Gin Val Trp His Lys Ala Pro Asn Gly Glu Tyr Phe Tyr Gly 
Thr Phe Trp Glu Gly Met Pro Asp Leu Asn Tyr Asp Asn Pro Glu Val Arg Lys Glu Met He Asn Val 
Gly Lys Phe Trp Leu Lys Gin Gly Val Asp Gly Phe Arg Leu Asp Ala Ala Leu His He Phe Lys Gly 




Figure 1 6 (cont.) 

Gin Thr Pro Glu Gly Ala Lys Lys Asn Leu Leu Trp Trp Asn Glu Phe Arg Asp Ala Met Lys Lys 
Glu Asn Pro Asn Val Tyr Leu Thr Gly Glu Val Trp Asp Gin Pro Glu Val Val Ala Pro Tyr Tyr Gin 
Ser Leu Asp Ser Leu Phe Asn Phe Asp Leu Ala Gly Lys lie Val Ser Ser Val Lys Ala Gly Asn Asp 
Gin Gly He Ala Thr Ala Ala Ala Ala Thr Asp Glu Leu Phe Lys Ser Tyr Asn Pro Asn Lys He Asp 
Gly He Phe Leu Thr Asn His Asp Gin Asn Arg Val Met Ser Glu Leu Ser Gly Asp Val Asn Lys Ala 
Lys Ser Ala Ala Ser He Leu Leu Thr Leu Pro Gly Asn Pro Tyr He Tyr Tyr Gly Glu Glu He Gly Met 
Thr Gly Glu Lys Pro Asp Glu Leu He Arg Glu Pro Phe Arg Trp Tyr Glu Gly Asn Gly He Gly Gin 
Thr Ser Trp Glu Thr Pro Val Tyr Asn Lys Gly Gly Asn Gly Val Ser Val Glu Ala Gin Thr Lys Gin 
Lys Asp Ser Leu Leu Asn His Tyr Arg Glu Met He Arg Val Arg Gin Gin His Glu Glu Leu Val Lys 
Gly Thr Leu Gin Ser He Ser Val Asp Ser Lys Glu Val Val Ala Tyr Ser Arg Thr Tyr Lys Gly Asn 
Ser He Ser Val Tyr His Asn He Ser Asn Gin Pro Val Lys Val Ser Val Ala Ala Lys Gly Lys Leu He 
Phe Ala Ser Glu Lys Gly Ala Lys Lys Gly Lys Asn Gin Leu Val He Pro Ala Asn Ala Thr Val Leu 
He Lys 

SEQIDNO: 175 

atgaaaaatataatacgactttgtgctgccagcgctatcctcacggtgtcccacgccagttacgccgacgcaattttacacgcgtttaactggcaat 

ataccgatgtaaccgccaatgcaaatcaaattgccgcaaatggctttaaaaaagtcctcatttcacccgcaatgaaatccagcggcagtcaatgg 

tgggcccgctatcaaccgcaagacttgcgtgtcattgattctccgctgggcaacaaacaagatttagtcgcgatgatcaatgcgctcaacagcgt 

tggggtcgacgtgtatgctgacgtggtgcttaaccatatggctaacgagtcatggaagcgcagtgacctgaactacccggggagtgaggtgct 

caacgactatcaatcccgcagtgcttactatcaaaggcaaacacttttcggcaatttacaggagaaccttttttccgagaatgatttccatccggca 

ggctgtattaccaattggaatgatcctggccacgtccagtattggcgcttgtgcggcggacagggcgatactgggctaccggatctcgatcctaa 

tcaatgggttgtgagtcagcagaagagttacttgaacgcactcaaatcaatgggaatcaaagggttccgtatcgatgcggtcaaacatatgagtc 

aatatcaaatagaccaagtgtttaccccagacattaccgctggtatgcatatattcggagaagtcattaccagtggtgggcaaggtgatagcggct 

atgaggcttttcttgccccttaccttaataataccgatcacgccgcttatgacttcccgctatttgcatcgattcgagccgcgttttcattctctggtgg 

gttaaatcagctacacaatccacaagcctatggccaagcgttacaggactcacgtgcgatcacctttacgattacccacgacattccaaccaatg 

acggtttccgctaccagatcatggatccaaccgatgaacagctcgcctatgcctacatcttgggcaaagatggaggaacgccacttgtctatagt 

gatgacctacctgacagcgaagacaaagacagtggtcgttgggccgatgtgtggcaagatccgaacatgattaacatgcttgccttccacaacg 

cgatgcaaggacaaagcatgactgtagtggctagcgatcaatgtaccttgctatttaagcgcggcaagcaaggcgtggtaggaatcaataaatg 

tggcgagagtaagtcggtgactgtcgatacttaccagcatgagtttaactggtacaccccgtaccaagacgtattgagcggcgacatcaccaca 

gtgagttctcgttatcaccaatttgttttgccagcgcgcagtgcaaggatgtggaaactataa 

SEQ ID NO: 176 

Met Lys Asn He He Arg Leu Cys Ala Ala Ser Ala He Leu Thr Val Ser His Ala Ser Tyr Ala Asp Ala 
He Leu His Ala Phe Asn Trp Gin Tyr Thr Asp Val Thr Ala Asn Ala Asn Gin He Ala Ala Asn Gly 
Phe Lys Lys Val Leu He Ser Pro Ala Met Lys Ser Ser Gly Ser Gin Trp Trp Ala Arg Tyr Gin Pro 
Gin Asp Leu Arg Val He Asp Ser Pro Leu Gly Asn Lys Gin Asp Leu Val Ala Met He Asn Ala Leu 
Asn Ser Val Gly Val Asp Val Tyr Ala Asp Val Val Leu Asn His Met Ala Asn Glu Ser Trp Lys Arg 
Ser Asp Leu Asn Tyr Pro Gly Ser Glu Val Leu Asn Asp Tyr Gin Ser Arg Ser Ala Tyr Tyr Gin Arg 
Gin Thr Leu Phe Gly Asn Leu Gin Glu Asn Leu Phe Ser Glu Asn Asp Phe His Pro Ala Gly Cys He 
Thr Asn Trp Asn Asp Pro Gly His Val Gin Tyr Trp Arg Leu Cys Gly Gly Gin Gly Asp Thr Gly 
Leu Pro Asp Leu Asp Pro Asn Gin Trp Val Val Ser Gin Gin Lys Ser Tyr Leu Asn Ala Leu Lys Ser 
Met Gly He Lys Gly Phe Arg He Asp Ala Val Lys His Met Ser Gin Tyr Gin He Asp Gin Val Phe 
Thr Pro Asp He Thr Ala Gly Met His He Phe Gly Glu Val He Thr Ser Gly Gly Gin Gly Asp Ser Gly 
Tyr Glu Ala Phe Leu Ala Pro Tyr Leu Asn Asn Thr Asp His Ala Ala Tyr Asp Phe Pro Leu Phe Ala 
Ser He Arg Ala Ala Phe Ser Phe Ser Gly Gly Leu Asn Gin Leu His Asn Pro Gin Ala Tyr Gly Gin 
Ala Leu Gin Asp Ser Arg Ala He Thr Phe Thr He Thr His Asp He Pro Thr Asn Asp Gly Phe Arg 
Tyr Gin He Met Asp Pro Thr Asp Glu Gin Leu Ala Tyr Ala Tyr He Leu Gly Lys Asp Gly Gly Thr 
Pro Leu Val Tyr Ser Asp Asp Leu Pro Asp Ser Glu Asp Lys Asp Ser Gly Arg Trp Ala Asp Val Trp 
Gin Asp Pro Asn Met He Asn Met Leu Ala Phe His Asn Ala Met Gin Gly Gin Ser Met Thr Val Val 
Ala Ser Asp Gin Cys Thr Leu Leu Phe Lys Arg Gly Lys Gin Gly Val Val Gly He Asn Lys Cys Gly 




Figure 16 (cont.) 

Glu Ser Lys Ser Val Thr Val Asp Thr Tyr Gin His Glu Phe Asn Trp Tyr Thr Pro Tyr Gin Asp Val 
Leu Ser Gly Asp He Thr Thr Val Ser Ser Arg Tyr His Gin Phe Val Leu Pro Ala Arg Ser Ala Arg 
Met Trp Lys Leu 

SEQIDNO: 177 

atgaaaacattcaaattaaaacgcacttttttaccgctgaccttgctgctcagtgctcctgcctltgctgggcaaaatggcaccatgatgcagtatttt 

cattggtacgtacctaatgatggcgcattatggacgcaggttgaaagcaatgctccagtactcgctgaaaacggttttacagcgctctggctacc 

gcccgcatacaaaggcgcgggcggcagtaatgacgtcggttatggcgtctatgatatgtacgatttaggtgagtttgaccaaaaaggctcagta 

cgaaccaaatacggcaccaaggctcagtacatctctgcaatcaatgccgcgcacaacaacaatatccaaatttacggcgacgttgtgtttaacca 

ccgaggtggcgctgatgggaagtcgtgggtcgataccaagcgcgttgattgggacaaccgcaatattgaactgggcgacaaatggattgaag 

cttgggttgagtttaattttcctggccgcaacgacaaatactcgaacttccattggacttggtatcactttgacggtgttgactgggatgatgccggc 

aaagaaaaagcgatctttaaattcaaaggcgaaggaaaagcatgggattgggaagtcagctctgaaaaaggcaattacgactacctaatgtac 

gccgatttagacatggatcacccagaagttaaacaagagctgaaagattggggtgagtggtacatcaacatgaccggcgttgatggctttagaa 

tggatgccgtgaagcacattaaatatcagtatctacaagagtggattgatcatttacgttggaaaacaggcaaagagcttttcaccgttggtgagta 

ttggaattacgacgtaaatcaactgcacaactttattactaagacctctggcagtatgtcgttgttcgatgcgccgcttcacatgaatttctacaacgc 

gtcaaaatctggcggcacttacgatatgcgccaaatcatgaatggcacgttgatgaaggacaacccagtcaaagcagtgactctcgtagaaaac 

cacgatacgcagccattgcaggcgttagagtcgacagtagattggtggttcaagcctcttgcttacgcattcattttattgcgtgaagaaggttatc 

catcggtgttctacgcagattactacggcgcgcagtacagcgacaaaggttacaacattaatatggccaaagtgccttacattgaagaacttgtaa 

cactgcgtaaagagtatgcgtatggcaaacagaattcttatctcgaccattgggatgtgattggctggacccgagagggcgatgctgaacatcc 

aaactcaatggcggtgatcatgagtgatggaccgggcggcacaaaatggatgtataccggtaagccaagtacgcgctatgtcgacaagctgg 

gtatccgaactgaagatgtttggaccgatgccaatggctgggcagaamcctgtcaatggtggttcagtctcggtttgggtgggcgttaag^^^ 

SEQIDNO: 178 

Met Lys Thr Phe Lys Leu Lys Arg Thr Phe Leu Pro Leu Thr Leu Leu Leu Ser Ala Pro Ala Phe Ala 
Gly Gin Asn Gly Thr Met Met Gin Tyr Phe His Trp Tyr Val Pro Asn Asp Gly Ala Leu Trp Thr Gin 
Val Glu Ser Asn Ala Pro Val Leu Ala Glu Asn Gly Phe Thr Ala Leu Trp Leu Pro Pro Ala Tyr Lys 
Gly Ala Gly Gly Ser Asn Asp Val Gly Tyr Gly Val Tyr Asp Met Tyr Asp Leu Gly Glu Phe Asp 
Gin Lys Gly Ser Val Arg Thr Lys Tyr Gly Thr Lys Ala Gin Tyr He Ser Ala He Asn Ala Ala His 
Asn Asn Asn He Gin He Tyr Gly Asp Val Val Phe Asn His Arg Gly Gly Ala Asp Gly Lys Ser Trp 
Val Asp Thr Lys Arg Val Asp Trp Asp Asn Arg Asn He Glu Leu Gly Asp Lys Trp He Glu Ala Trp 
Val Glu Phe Asn Phe Pro Gly Arg Asn Asp Lys Tyr Ser Asn Phe His Trp Thr Trp Tyr His Phe Asp 
Gly Val Asp Trp Asp Asp Ala Gly Lys Glu Lys Ala He Phe Lys Phe Lys Gly Glu Gly Lys Ala Trp 
Asp Trp Glu Val Ser Ser Glu Lys Gly Asn Tyr Asp Tyr Leu Met Tyr Ala Asp Leu Asp Met Asp 
His Pro Glu Val Lys Gin Glu Leu Lys Asp Trp Gly Glu Trp Tyr He Asn Met Thr Gly Val Asp Gly 
Phe Arg Met Asp Ala Val Lys His He Lys Tyr Gin Tyr Leu Gin Glu Trp He Asp His Leu Arg Trp 
Lys Thr Gly Lys Glu Leu Phe Thr Val Gly Glu Tyr Trp Asn Tyr Asp Val Asn Gin Leu His Asn 
Phe He Thr Lys Thr Ser Gly Ser Met Ser Leu Phe Asp Ala Pro Leu His Met Asn Phe Tyr Asn Ala 
Ser Lys Ser Gly Gly Thr Tyr Asp Met Arg Gin He Met Asn Gly Thr Leu Met Lys Asp Asn Pro Val 
Lys Ala Val Thr Leu Val Glu Asn His Asp Thr Gin Pro Leu Gin Ala Leu Glu Ser Thr Val Asp Trp 
Trp Phe Lys Pro Leu Ala Tyr Ala Phe He Leu Leu Arg Glu Glu Gly Tyr Pro Ser Val Phe Tyr Ala 
Asp Tyr Tyr Gly Ala Gin Tyr Ser Asp Lys Gly Tyr Asn He Asn Met Ala Lys Val Pro Tyr He Glu 
Glu Leu Val Thr Leu Arg Lys Glu Tyr Ala Tyr Gly Lys Gin Asn Ser Tyr Leu Asp His Trp Asp Val 
He Gly Trp Thr Arg Glu Gly Asp Ala Glu His Pro Asn Ser Met Ala Val He Met Ser Asp Gly Pro 
Gly Gly Thr Lys Trp Met Tyr Thr Gly Lys Pro Ser Thr Arg Tyr Val Asp Lys Leu Gly He Arg Thr 
Glu Asp Val Trp Thr Asp Ala Asn Gly Trp Ala Glu Phe Pro Val Asn Gly Gly Ser Val Ser Val Trp 
Val Gly Val Lys 

SEQIDNO: 179 

atgaaaacattcaaattaaaacgcacttttttaccgctaaccttgctgctcagtgctcctgcctttgccgggcaaaatggcaccatgatgcagtactt 
tcattggtacgtacctaatgatggcgcattatggacgcaggttgaaagcaatgctccagcactcgctgaaaacggttttacagcgctctggctacc 



Figure 1 6 (cont.) 

gccagcttacaaaggcgcgggcggcagtaatgatgtcggttatggcgtctacgatatgtacgatttaggtgagtttgatcaaaaaggctcagtac 

gaaccaaatacggtaccaaggctcagtacatctctgcaatcaatgctgcgcacaacaacaatatccaaatttacggcgacgttgtgtttaaccatc 

gtggtggcgctgatgggaagtcgtgggtcgataccaagcgcgttgattgggacaaccgtaacattgaactgggcgacaaatggattgaagctt 

gggttgagtttaattttcctagccgcaacgacaaatactcgaacttccattggacttggtatcactttgacggtgttgactgggatgatgccggcaa 

agaaaaagcgatctttaaattcaaaggcgaaggaaaagcatgggattgggaagtcagctctgaaaaaggcaattacgactacctaatgtacgc 

cgatttagacatggatcacccagaagttaaacaagagctgaaagattggggtgagtggtacatcaacatgaccggcgttgatggctttagaatg 

gatgccgttaagcacattaaatatcagtatctacaagagtggattgatcatttacgttggaaaacaggcaaagagcttttcaccgttggtgagtattg 

gaattacgacgtaaatcaactgcataactttattactaagacctctggcagtatgtcgttgttcgatgcgccgcttcacatgaacttctacaacgcgt 

caaaatctggcggcaattacgatatgcgccaaatcatgaatggcacgttgatgaaggacaacccagtcaaagctgtgactctcgtagaaaacca 

cgatacgcagccattgcaggcgttagagtcgacagtggattggtggttcaagcctcttgcttacgcattcatcttgttgcgtgaagaaggttatcca 

tcggtgttctacgcagattactacggcgcgcagtacagcgacaaaggttacaacattaatatggccaaagtgccttacattgaagaacttgtaaca 

ctgcgtaaagagtatgcgtatggcaaacagaattcttatctcgaccattgggatgtgattggctggactcgagagggcgatgctgaacatccaaa 

ctcaatggcggtgatcatgagtgatggaccgggcggaacaaaatggatgtataccggtaatccaagcacgcgctatgtcgacaagctgggtat 

ccgaactgaagatgtttggaccgatgccaatggctgggcagaatttcctgtcaatggtggttcagtctcggtttgggtgggcgttaagtaa 

SEQIDNO: 180 , ^, 

Met Lys Thr Phe Lys Leu Lys Arg Thr Phe Leu Pro Leu Thr Leu Leu Leu Ser Ala Pro Ala Phe Ala 
Gly Gin Asn Gly Thr Met Met Gin Tyr Phe His Trp Tyr Val Pro Asn Asp Gly Ala Leu Trp Thr Gin 
Val Glu Ser Asn Ala Pro Ala Leu Ala Glu Asn Gly Phe Thr Ala Leu Trp Leu Pro Pro Ala Tyr Lys 
Gly Ala Gly Gly Ser Asn Asp Val Gly Tyr Gly Val Tyr Asp Met Tyr Asp Leu Gly Glu Phe Asp 
Gin Lys Gly Ser Val Arg Thr Lys Tyr Gly Thr Lys Ala Gin Tyr He Ser Ala He Asn Ala Ala His 
Asn Asn Asn He Gin He Tyr Gly Asp Val Val Phe Asn His Arg Gly Gly Ala Asp Gly Lys Ser Trp 
Val Asp Thr Lys Arg Val Asp Trp Asp Asn Arg Asn He Glu Leu Gly Asp Lys Trp He Glu Ala Trp 
Val Glu Phe Asn Phe Pro Ser Arg Asn Asp Lys Tyr Ser Asn Phe His Trp Thr Trp Tyr His Phe Asp 
Gly Val Asp Trp Asp Asp Ala Gly Lys Glu Lys Ala He Phe Lys Phe Lys Gly Glu Gly Lys Ala Trp 
Asp Trp Glu Val Ser Ser Glu Lys Gly Asn Tyr Asp Tyr Leu Met Tyr Ala Asp Leu Asp Met Asp 
His Pro Glu Val Lys Gin Glu Leu Lys Asp Trp Gly Glu Trp Tyr He Asn Met Thr Gly Val Asp Gly 
Phe Arg Met Asp Ala Val Lys His He Lys Tyr Gin Tyr Leu Gin Glu Trp He Asp His Leu Arg Trp 
Lys Thr Gly Lys Glu Leu Phe Thr Val Gly Glu Tyr Trp Asn Tyr Asp Val Asn Gin Leu His Asn 
Phe He Thr Lys Thr Ser Gly Ser Met Ser Leu Phe Asp Ala Pro Leu His Met Asn Phe Tyr Asn Ala 
Ser Lys Ser Gly Gly Asn Tyr Asp Met Arg Gin He Met Asn Gly Thr Leu Met Lys Asp Asn Pro Val 
Lys Ala Val Thr Leu Val Glu Asn His Asp Thr Gin Pro Leu Gin Ala Leu Glu Ser Thr Val Asp Trp 
Trp Phe Lys Pro Leu Ala Tyr Ala Phe He Leu Leu Arg Glu Glu Gly Tyr Pro Ser Val Phe Tyr Ala 
Asp Tyr Tyr Gly Ala Gin Tyr Ser Asp Lys Gly Tyr Asn He Asn Met Ala Lys Val Pro Tyr He Glu 
Glu Leu Val Thr Leu Arg Lys Glu Tyr Ala Tyr Gly Lys Gin Asn Ser Tyr Leu Asp His Trp Asp Val 
He Gly Trp Thr Arg Glu Gly Asp Ala Glu His Pro Asn Ser Met Ala Val He Met Ser Asp Gly Pro 
Gly Gly Thr Lys Trp Met Tyr Thr Gly Asn Pro Ser Thr Arg Tyr Val Asp Lys Leu Gly He Arg Thr 
Glu Asp Val Trp Thr Asp Ala Asn Gly Trp Ala Glu Phe Pro Val Asn Gly Gly Ser Val Ser Val Trp 
Val Gly Val Lys 



SEQIDNO: 181 

ttgccagaggccttcggcctggccattacgccgtcacatagccggcgggggaggttggtgggcgtgtcgcgcgggggcagcctgccgatgc 

cggtcctccactggccggcgttcatcctcgtccggcgcttcgtcgccggtcatccgaacaagcacaagaaccggagtattgcgatgagccaca 

ccctgcgtgccgccgtattggcggcgatcctgctgccgttccccgccctcgctgaccaggccggcaagagcccggccggcgtgcgctacca 

cggcggcgacgaaatcatcctccagggcttccactggaacgtcgtccgcgaagcgcccaacgactggtacaacatccttcgccagcaggcct 

cgacgatcgccgcggacggcttctcggcaatctggatgccggtgccctggcgtgacttctccagctggaccgacggcggcaagtcaggcgg 

cggcgaaggctacttctggcacgacttcaacaagaacggccgctacggcagcgacgcccagctgcgccaggccgccggcgcactcggtgg 

cgccggggtgaaggtgctctacgatgtggtgcccaatcacatgaaccgcggctatccggacaaggagatcaacctgccggccggccagggc 

ttctggcgcaacgactgcaccgacccgggcaactaccccaacgactgcgatgacggtgaccgcttcatcggcggcaagtcggacctgaaca 

ccggccatccgcagatctacggcatgtttcgcgacgagcttgccaacctgcgcagcgggtacggcgccggcggcttccgcttcgacttcgttc 



Figure 16 (cont.) 



gcggctatgcgcccgaacgggtcgacagctggatgagcgacagcgccgacagcagtttctgcgttggcgagctgtggaaaagcccgtccga 

gtacccgagctgggactggcgcaacacggcgagctggcagcagatcatcaaggactggtccgaccgggccaagtgcccggtgttcgacttc 

gcgctcaaggagcgcatgcagaacggctcggtcgccgactggaagcatggcctcaatggcaacccggacccgcgctggcgcgaggtggc 

ggtgacctttgtcgacaaccacgacaccggctattcgcccgggcagaacggcggccagcaccactgggcgctgcaggacgggctgatccg 

ccaggcctacgcctacatcctcaccagcccgggcacgccggtggtgtactggtcgcacatgtacgactggggctacggcgacttcattcgcca 

gctgatccaggtgcggcgcaccgctggcgtgcgcgccgattcggcgatcagcttccacagcggctacagcggcctggtcgctaccgtcagc 

ggcagccatcagaccctggtggtggcgctcaactccgatctggccaaccccggccaggtcgccagcggcagcttcagcgaggcggtcaac 

gccagcaacggccaggtgcgcgtctggcgcagcggtagcggcgatggcggcggcaatgacggcggcgagggcggtctggtcaatgtgaa 

cttccgctgcgacaacggcgtgacgcagatgggcgacagcgtctacgcggtgggcaacgtcagccagctcggcaactggagcccggcctc 

cgcggtacggctgaccgacaccagcagctatccgacctggaagggcagcatcgccctgcctgacggtcagaacgtggaatggaagtgcctg 

atccgtaacgaggcggacgcgacgctggtgcgccagtggcaatcgggcggcaacaaccaggtccaggccgctgccggcgcgagcacca 

gcggctcgttctga 
SEQIDNO: 182 

Met Pro Glu Ala Phe Gly Leu Ala He Thr Pro Ser His Ser Arg Arg Gly Arg Leu Val Gly Val Ser 
Arg Gly Gly Ser Leu Pro Met Pro Val Leu His Trp Pro Ala Phe He Leu Val Arg Arg Phe Val Ala 
Gly His Pro Asn Lys His Lys Asn Arg Ser He Ala Met Ser His Thr Leu Arg Ala Ala Val Leu Ala 
Ala He Leu Leu Pro Phe Pro Ala Leu Ala Asp Gin Ala Gly Lys Ser Pro Ala Gly Val Arg Tyr His 
Gly Gly Asp Glu He He Leu Gin Gly Phe His Trp Asn Val Val Arg Glu Ala Pro Asn Asp Trp Tyr 
Asn He Leu Arg Gin Gin Ala Ser Thr He Ala Ala Asp Gly Phe Ser Ala lie Trp Met Pro Val Pro Trp 
Arg Asp Phe Ser Ser Trp Thr Asp Gly Gly Lys Ser Gly Gly Gly Glu Gly Tyr Phe Trp His Asp Phe 
Asn Lys Asn Gly Arg Tyr Gly Ser Asp Ala Gin Leu Arg Gin Ala Ala Gly Ala Leu Gly Gly Ala 
Gly Val Lys Val Leu Tyr Asp Val Val Pro Asn His Met Asn Arg Gly Tyr Pro Asp Lys Glu He Asn 
Leu Pro Ala Gly Gin Gly Phe Trp Arg Asn Asp Cys Thr Asp Pro Gly Asn Tyr Pro Asn Asp Cys 
Asp Asp Gly Asp Arg Phe He Gly Gly Lys Ser Asp Leu Asn Thr Gly His Pro Gin He Tyr Gly Met 
Phe Arg Asp Glu Leu Ala Asn Leu Arg Ser Gly Tyr Gly Ala Gly Gly Phe Arg Phe Asp Phe Val 
Arg Gly Tyr Ala Pro Glu Arg Val Asp Ser Trp Met Ser Asp Ser Ala Asp Ser Ser Phe Cys Val Gly 
Glu Leu Trp Lys Ser Pro Ser Glu Tyr Pro Ser Trp Asp Trp Arg Asn Thr Ala Ser Trp Gin Gin He He 
Lys Asp Trp Ser Asp Arg Ala Lys Cys Pro Val Phe Asp Phe Ala Leu Lys Glu Arg Met Gin Asn 
Gly Ser Val Ala Asp Trp Lys His Gly Leu Asn Gly Asn Pro Asp Pro Arg Trp Arg Glu Val Ala Val 
Thr Phe Val Asp Asn His Asp Thr Gly Tyr Ser Pro Gly Gin Asn Gly Gly Gin His His Trp Ala Leu 
Gin Asp Gly Leu He Arg Gin Ala Tyr Ala Tyr He Leu Thr Ser Pro Gly Thr Pro Val Val Tyr Trp Ser 
His Met Tyr Asp Trp Gly Tyr Gly Asp Phe He Arg Gin Leu He Gin Val Arg Arg Thr Ala Gly Val 
Arg Ala Asp Ser Ala He Ser Phe His Ser Gly Tyr Ser Gly Leu Val Ala Thr Val Ser Gly Ser His Gin 
Thr Leu Val Val Ala Leu Asn Ser Asp Leu Ala Asn Pro Gly Gin Val Ala Ser Gly Ser Phe Ser Glu 
Ala Val Asn Ala Ser Asn Gly Gin Val Arg Val Trp Arg Ser Gly Ser Gly Asp Gly Gly Gly Asn Asp 
Gly Gly Glu Gly Gly Leu Val Asn Val Asn Phe Arg Cys Asp Asn Gly Val Thr Gin Met Gly Asp 
Ser Val Tyr Ala Val Gly Asn Val Ser Gin Leu Gly Asn Trp Ser Pro Ala Ser Ala Val Arg Leu Thr 
Asp Thr Ser Ser Tyr Pro Thr Trp Lys Gly Ser He Ala Leu Pro Asp Gly Gin Asn Val Glu Trp Lys 
Cys Leu He Arg Asn Glu Ala Asp Ala Thr Leu Val Arg Gin Trp Gin Ser Gly Gly Asn Asn Gin Val 
Gin Ala Ala Ala Gly Ala Ser Thr Ser Gly Ser Phe 

SEQIDNO: 183 

atgcaaacgattgcaaaaaaaggggatgaaacgatgaaagggaaaaaatggacagctttagctctaacactgccgctggctgctagcttatca 

acaggcgttcacgccgaaaccgtacataaaggtaagtctgaagcaacagataaaaacggtgtcttttatgaggtgtatgtaaactctttttacgata 

caaataaagatggacatggtgatttaaaaggtctgacacaaaagttggattatttaaatgacggcaattctcatacaaagaatgatcttcaagtaaa 

cgggatttggatgatgccagtcaacccttctcctagctatcataaatatgatgtaacggactattataacattgatcctcagtacggaaatctgcaag 

attttcgcaagctgatgaaagaagcagacaaacgagacgtaaaagtcattatggaccttgttgtgaatcatacgagcagcgaacacccttggttt 

caagctgcattaaaagataaaaacagcaagtacagagattactatatttgggctgataaaaataccgatttgaatgaaaaaggatcttgggggca 

gcaagtatggcataaagctccaaacggagagtatttttacggaacgttttgggaaggaatgcctgacttaaattacgataaccctgaagtaagaa 



Figure 16 (cont.) 



aagaaatgattaacgtcggaaagttttggctaaagcaaggcgttaatggcttccgcttagatgctgcgcttcatatttttaaaggtcaaacacctga 

aggcgctaagaaaaatatcctgtggtggaatgagtttagagatgcgatgaaaaaagaaaaccctaacgtatatctaacgggtgaagtatgggat 

cagcctgaagtggtagctccttactatcaatcgcttgattcmatttaattttgatttagcaggaaaaattgtcagctctgtaaaagcaggaaatgatc 

aaggaatcgccactgcagcagcggcaacagatgaactgttcaaatcatacaatccaaataaaattgacggcattttcttaaccaaccatgaccaa 

aatcgcgtcatgagtgagctgagcggcgatgtgaacaaagcaaaatcagctgcttctatcttacttacgcttcctggcaacccgtatatttattacg 

gtgaagaaattggcatgaccggtgaaaagcctgatgagttaatccgtgaaccattccgctggtacgaaggaaacggacttggacaaactagct 

gggaaacacctgtatataacaaaggcggcaacggcgtgtctgtagaagtacaaaccaaacaaaaggattctttgttaaatcattatcgtgaaatg 

attcgcgtgcgtcagcagcatgaagagttagtaaaaggaacgcttcaatctatttcagtagacagtaaagaagtggttgcctatagtcgcacgtat 

aaaggcaactcgattagcgtgtatcataatatttcaaatcaacctgtaaaagtatctgtagcagcgaaaggtaaattgatttttgctagtgaaaaagg 

tgctaaaaaagtcaaaaatcagcttgtaattccggctaatacaacggttttaataaaataa 

SEQIDNO: 184 

Met Gin Thr lie Ala Lys Lys Gly Asp Glu Thr Met Lys Gly Lys Lys Trp Thr Ala Leu Ala Leu Thr 
Leu Pro Leu Ala Ala Ser Leu Ser Thr Gly Val His Ala Glu Thr Val His Lys Gly Lys Ser Glu Ala 
Thr Asp Lys Asn Gly Val Phe Tyr Glu Val Tyr Val Asn Ser Phe Tyr Asp Thr Asn Lys Asp Gly His 
Gly Asp Leu Lys Gly Leu Thr Gin Lys Leu Asp Tyr Leu Asn Asp Gly Asn Ser His Thr Lys Asn 
Asp Leu Gin Val Asn Gly He Trp Met Met Pro Val Asn Pro Ser Pro Ser Tyr His Lys Tyr Asp Val 
Thr Asp Tyr Tyr Asn He Asp Pro Gin Tyr Gly Asn Leu Gin Asp Phe Arg Lys Leu Met Lys Glu Ala 
Asp Lys Arg Asp Val Lys Val He Met Asp Leu Val Val Asn His Thr Ser Ser Glu His Pro Trp Phe 
Gin Ala Ala Leu Lys Asp Lys Asn Ser Lys Tyr Arg Asp Tyr Tyr He Trp Ala Asp Lys Asn Thr Asp 
Leu Asn Glu Lys Gly Ser Trp Gly Gin Gin Val Trp His Lys Ala Pro Asn Gly Glu Tyr Phe Tyr Gly 
Thr Phe Trp Glu Gly Met Pro Asp Leu Asn Tyr Asp Asn Pro Glu Val Arg Lys Glu Met He Asn Val 
Gly Lys Phe Trp Leu Lys Gin Gly Val Asn Gly Phe Arg Leu Asp Ala Ala Leu His He Phe Lys Gly 
Gin Thr Pro Glu Gly Ala Lys Lys Asn He Leu Trp Trp Asn Glu Phe Arg Asp Ala Met Lys Lys Glu 
Asn Pro Asn Val Tyr Leu Thr Gly Glu Val Trp Asp Gin Pro Glu Val Val Ala Pro Tyr Tyr Gin Ser 
Leu Asp Ser Leu Phe Asn Phe Asp Leu Ala Gly Lys He Val Ser Ser Val Lys Ala Gly Asn Asp Gin 
Gly He Ala Thr Ala Ala Ala Ala Thr Asp Glu Leu Phe Lys Ser Tyr Asn Pro Asn Lys He Asp Gly 
He Phe Leu Thr Asn His Asp Gin Asn Arg Val Met Ser Glu Leu Ser Gly Asp Val Asn Lys Ala Lys 
Ser Ala Ala Ser He Leu Leu Thr Leu Pro Gly Asn Pro Tyr He Tyr Tyr Gly Glu Glu He Gly Met Thr 
Gly Glu Lys Pro Asp Glu Leu He Arg Glu Pro Phe Arg Trp Tyr Glu Gly Asn Gly Leu Gly Gin Thr 
Ser Trp Glu Thr Pro Val Tyr Asn Lys Gly Gly Asn Gly Val Ser Val Glu Val Gin Thr Lys Gin Lys 
Asp Ser Leu Leu Asn His Tyr Arg Glu Met He Arg Val Arg Gin Gin His Glu Glu Leu Val Lys Gly 
Thr Leu Gin Ser He Ser Val Asp Ser Lys Glu Val Val Ala Tyr Ser Arg Thr Tyr Lys Gly Asn Ser He 
Ser Val Tyr His Asn He Ser Asn Gin Pro Val Lys Val Ser Val Ala Ala Lys Gly Lys Leu He Phe Ala 
Ser Glu Lys Gly Ala Lys Lys Val Lys Asn Gin Leu Val He Pro Ala Asn Thr Thr Val Leu He Lys 

SEQ ID NO: 185 

atgaaactgatgaaagggaaaaaatggacagctttagctctaacactgccgctggctgctagcttatcaacaggcgttcacgccgaaactgtac 

ataaaggtaaagctccaacagcagataaaaacggtgtcttttatgaggtgtatgtaaactctttttacgatgcaaataaagatggacatggtgattta 

aaaggtcttacacaaaagctggactatttaaatgacggaaattctcatacaaagaatgatcttcaagtaaacgggatttggatgatgccagtcaac 

ccttctcctagctatcataaatatgatgtaacggattattataacattgatccgcagtacggaaatctgcaagattttcgcaagctgatgaaagaagc 

agacaaacgagacgtaaaagtcattatggaccttgttgtgaatcatacgagcagcgaacacccttggtttcaagctgcgttaaaagataaaaaca 

gcaagtacagagattactatatttgggctgataaaaataccgacttgaatgaaaaaggatcttggggacagcaagtatggcataaagctccaaac 

ggagagtatttttacggaacgttttgggaaggaatgcctgacttaaattacgataaccctgaagtaagaaaagaaatgattaacgtcggaaagtttt 

ggctaaagcaaggcgttgatggcttccgcttagatgctgcgcttcatatttttaaaggtcaaacgcctgaaggcgctaagaaaaatattctgtggt 

ggaatgagtttagagatgcgatgaaaaaagaaaaccctaacgtatatctaacgggtgaagtatgggatcagcctgaagtggtagctccttactat 

caatcgcttgattccctatttaactttgatttagcagggaaaattgtcagttctgtaaaagcaggaaatgatcaaggaatcgccactgcagcagcgg 

caacggatgagctgttcaaatcatacaatccaaataaaattgacggcattttcttaaccaaccatgaccaaaaccgcgtcatgagtgaactgatcg 

gcgatgtgaacaaagcaaaatcagctgcttctatcttacttacgcttcctggcaacccgtatatttattacggtgaagaaattggcatgaccggtga 

aaagcctgatgagttaatccgtgaaccgttccgctggtacgaaggaaacggacttggacaaaccagctgggaaacacctgtatataacaaagg 



Figure 16 (cont.) 



cggcaacggcgtgtctgtagaagcacaaaccaaacaaaaggattctttgttaaatcattaccgtgaaatgattcgcgtgcgtcagcagcatgaag 
agttagtaaaaggaacgcttcaatctattttagtagacagtaaagaagttgttgcctatagccgtacgtataaagacaactcgattagcgtgtatcat 
aatatttcaaatcaaccggtaaaagtatctgtagcagcaaaaggtaaattaatttttgctagtgaaaaaggtgctaaaaaagtcaagaatcagcttg 
tgattccggctaatacaacggttttaataaaataa 

SEQ ID NO: 186 

Met Lys Leu Met Lys Gly Lys Lys Tip Thr Ala Leu Ala Leu Thr Leu Pro Leu Ala Ala Ser Leu Ser 
Thr Gly Val His Ala Glu Thr Val His Lys Gly Lys Ala Pro Thr Ala Asp Lys Asn Gly Val Phe Tyr 
Glu Val Tyr Val Asn Ser Phe Tyr Asp Ala Asn Lys Asp Gly His Gly Asp Leu Lys Gly Leu Thr 
Gin Lys Leu Asp Tyr Leu Asn Asp Gly Asn Ser His Thr Lys Asn Asp Leu Gin Val Asn Gly He Trp 
Met Met Pro Val Asn Pro Ser Pro Ser Tyr His Lys Tyr Asp Val Thr Asp Tyr Tyr Asn He Asp Pro 
Gin Tyr Gly Asn Leu Gin Asp Phe Arg Lys Leu Met Lys Glu Ala Asp Lys Arg Asp Val Lys Val 
He Met Asp Leu Val Val Asn His Thr Ser Ser Glu His Pro Trp Phe Gin Ala Ala Leu Lys Asp Lys 
Asn Ser Lys Tyr Arg Asp Tyr Tyr He Trp Ala Asp Lys Asn Thr Asp Leu Asn Glu Lys Gly Ser Trp 
Gly Gin Gin Val Trp His Lys Ala Pro Asn Gly Glu Tyr Phe Tyr Gly Thr Phe Trp Glu Gly Met Pro 
Asp Leu Asn Tyr Asp Asn Pro Glu Val Arg Lys Glu Met He Asn Val Gly Lys Phe Trp Leu Lys 
Gin Gly Val Asp Gly Phe Arg Leu Asp Ala Ala Leu His He Phe Lys Gly Gin Thr Pro Glu Gly Ala 
Lys Lys Asn He Leu Trp Trp Asn Glu Phe Arg Asp Ala Met Lys Lys Glu Asn Pro Asn Val Tyr Leu 
Thr Gly Glu Val Trp Asp Gin Pro Glu Val Val Ala Pro Tyr Tyr Gin Ser Leu Asp Ser Leu Phe Asn 
Phe Asp Leu Ala Gly Lys He Val Ser Ser Val Lys Ala Gly Asn Asp Gin Gly He Ala Thr Ala Ala 
Ala Ala Thr Asp Glu Leu Phe Lys Ser Tyr Asn Pro Asn Lys He Asp Gly He Phe Leu Thr Asn His 
Asp Gin Asn Arg Val Met Ser Glu Leu He Gly Asp Val Asn Lys Ala Lys Ser Ala Ala Ser He Leu 
Leu Thr Leu Pro Gly Asn Pro Tyr He Tyr Tyr Gly Glu Glu He Gly Met Thr Gly Glu Lys Pro Asp 
Glu Leu He Arg Glu Pro Phe Arg Trp Tyr Glu Gly Asn Gly Leu Gly Gin Thr Ser Trp Glu Thr Pro 
Val Tyr Asn Lys Gly Gly Asn Gly Val Ser Val Glu Ala Gin Thr Lys Gin Lys Asp Ser Leu Leu Asn 
His Tyr Arg Glu Met He Arg Val Arg Gin Gin His Glu Glu Leu Val Lys Gly Thr Leu Gin Ser He 
Leu Val Asp Ser Lys Glu Val Val Ala Tyr Ser Arg Thr Tyr Lys Asp Asn Ser He Ser Val Tyr His 
Asn He Ser Asn Gin Pro Val Lys Val Ser Val Ala Ala Lys Gly Lys Leu He Phe Ala Ser Glu Lys 
Gly Ala Lys Lys Val Lys Asn Gin Leu Val He Pro Ala Asn Thr Thr Val Leu He Lys 

SEQ ID NO: 187 

ttgtatctcatccaggaggggcacatgcgttttccgcccattattcacccgcttaccggcctggccgttccggttggagctctgcgtaccgcacag 

agctgcggcataggggagtttgccgacttgccggttcttgccgaattctgcaaaaaagccggatttgatcttgtacagcttcttccggtcaatgac 

accggcacagaaagttctccatacagcgcgctttctgcctttgccctgcacccgctgtatatcaggctttccgacctgcctgaagcagcgggtttc 

gaaaagcagattacagatctgaaaagccggtttgaggacttgcctcgtttcagctatacggagctgcgccgtgccaaactggatatcctgcgtgc 

agtgtttgataaaaacaaggcaaccatcatcggcagtgccgaactggaagcctggatttcagataacccctggatcatcgaatatgcggtttttat 

gaaccagaaacaccgcaactttgaagccggctggaaacattgggaaaagctgcgcaaccccactcataacgaaatacaaaaaacctggcag 

ggtaaaacctggcaggctgaccatcaattctttgcatggctgcagatgcggctggaccagcagtttactgccgccgctacagagtgcaacgcc 

ctgggtgtctatcttaagggcgatatacctataatgatgaacgaggattccgcagatgcctgggcgaatccggaattcttccgtgacgatcttcgg 

gccggaagtccccctgacggtgaaaacccccagggacaaaactggggcttccccatttataactgggaaaaccttgcaaatgacgggtacag 

ctggtggaaaaaacgtctgaagcacagcgcacggtattaccatgcctaccgcattgaccatattcttgggtttttccggatatgggctataccctat 

ggcgaatactccggctacctgggatggcccttgccgcatgaaccggtaagtgcagcagaactggcagaacggggcttttccaaggaccgctt 

gcgctggcttaccgaaccccacttgcctacacgggcagccgaggaagcgaataactgggactatctgggaacacacggctatctgaatcaga 

tcatgaaccgtatcggtgaagaagaactatggctgttcaagcccgagatcacctgcgaggcagatatacgaaacacaaacctgccggatgccc 

tgaaagaggttctggtacggcagtggaaaaaccggctgctgcaggttaccggccgcgacgaaaaaggacggacaatctactatccgctgtgg 

cgtttccgtgacagcactgcatggcagacgcttaccgatggcgagaaacactccctggaagagctgttcgcccaaaaagcggcgcacaatga 

aaccctgtggcgagaacaggcggtggaacttctgggtgagctgacgcgatctacggatatgcttgcctgtgctgaagatctgggaagtattccc 

cacagtgtaccggaagtgctttcaaacctttcaatttacagtctgcgggttacccgctgggcccgccaatgggatgcccccggccagccctttca 

cagactggaggagtatccgctcatgtcggtagcgaccccatcggttcatgattcctctaccctgcgcggatggtgggaaaccgaaggcggcga 

ccgggcctttatggacgcatggcctccggaacaggatgcatacgcaggagcaggccgccatgagttcgaaggcgcctggggaccccgcca 




Figure 16 (cont.) 

ggcatcctgggtactccgtaaactctgcgaagcccgttccgcgctctgtgttttccccatccaggatattttggccctgtcttcagactmatgcaat 
gacagcggacgaggaacgcatcaatattccgggcagtgtatccggatttaactggacataccggttgcctgcggcaatcgaggatttatctaaa 
aacagccaacttataaccgcaatccagaccgcgttgcaggaccgccgggcgaggaaggcacaaggagcacagcaatga 

SEQ ID NO: 188 

Met Tyr Leu He Gin Glu Gly His Met Arg Phe Pro Pro He He His Pro Leu Thr Gly Leu Ala Val Pro 
Val Gly Ala Leu Arg Thr Ala Gin Ser Cys Gly He Gly Glu Phe Ala Asp Leu Pro Val Leu Ala Glu 
Phe Cys Lys Lys Ala Gly Phe Asp Leu Val Gin Leu Leu Pro Val Asn Asp Thr Gly Thr Glu Ser Ser 
Pro Tyr Ser Ala Leu Ser Ala Phe Ala Leu His Pro Leu Tyr He Arg Leu Ser Asp Leu Pro Glu Ala 
Ala Gly Phe Glu Lys Gin He Thr Asp Leu Lys Ser Arg Phe Glu Asp Leu Pro Arg Phe Ser Tyr Thr 
Glu Leu Arg Arg Ala Lys Leu Asp He Leu Arg Ala Val Phe Asp Lys Asn Lys Ala Thr He He Gly 
Ser Ala Glu Leu Glu Ala Trp He Ser Asp Asn Pro Trp He He Glu Tyr Ala Val Phe Met Asn Gin 
Lys His Arg Asn Phe Glu Ala Gly Trp Lys His Trp Glu Lys Leu Arg Asn Pro Thr His Asn Glu He 
Gin Lys Thr Trp Gin Gly Lys Thr Trp Gin Ala Asp His Gin Phe Phe Ala Trp Leu Gin Met Arg Leu 
Asp Gin Gin Phe Thr Ala Ala Ala Thr Glu Cys Asn Ala Leu Gly Val Tyr Leu Lys Gly Asp He Pro 
He Met Met Asn Glu Asp Ser Ala Asp Ala Trp Ala Asn Pro Glu Phe Phe Arg Asp Asp Leu Arg 
Ala Gly Ser Pro Pro Asp Gly Glu Asn Pro Gin Gly Gin Asn Trp Gly Phe Pro He Tyr Asn Trp Glu 
Asn Leu Ala Asn Asp Gly Tyr Ser Trp Trp Lys Lys Arg Leu Lys His Ser Ala Arg Tyr Tyr His Ala 
Tyr Arg He Asp His He Leu Gly Phe Phe Arg He Trp Ala He Pro Tyr Gly Glu Tyr Ser Gly Tyr Leu 
Gly Trp Pro Leu Pro His Glu Pro Val Ser Ala Ala Glu Leu Ala Glu Arg Gly Phe Ser Lys Asp Arg 
Leu Arg Trp Leu Thr Glu Pro His Leu Pro Thr Arg Ala Ala Glu Glu Ala Asn Asn Trp Asp Tyr Leu 
Gly Thr His Gly Tyr Leu Asn Gin He Met Asn Arg He Gly Glu Glu Glu Leu Trp Leu Phe Lys Pro 
Glu He Thr Cys Glu Ala Asp He Arg Asn Thr Asn Leu Pro Asp Ala Leu Lys Glu Val Leu Val Arg 
Gin Trp Lys Asn Arg Leu Leu Gin Val Thr Gly Arg Asp Glu Lys Gly Arg Thr He Tyr Tyr Pro Leu 
Trp Arg Phe Arg Asp Ser Thr Ala Trp Gin Thr Leu Thr Asp Gly Glu Lys His Ser Leu Glu Glu Leu 
Phe Ala Gin Lys Ala Ala His Asn Glu Thr Leu Trp Arg Glu Gin Ala Val Glu Leu Leu Gly Glu Leu 
Thr Arg Ser Thr Asp Met Leu Ala Cys Ala Glu Asp Leu Gly Ser He Pro His Ser Val Pro Glu Val 
Leu Ser Asn Leu Ser He Tyr Ser Leu Arg Val Thr Arg Trp Ala Arg Gin Trp Asp Ala Pro Gly Gin 
Pro Phe His Arg Leu Glu Glu Tyr Pro Leu Met Ser Val Ala Thr Pro Ser Val His Asp Ser Ser Thr 
Leu Arg Gly Trp Trp Glu Thr Glu Gly Gly Asp Arg Ala Phe Met Asp Ala Trp Pro Pro Glu Gin 
Asp Ala Tyr Ala Gly Ala Gly Arg His Glu Phe Glu Gly Ala Trp Gly Pro Arg Gin Ala Ser Trp Val 
Leu Arg Lys Leu Cys Glu Ala Arg Ser Ala Leu Cys Val Phe Pro He Gin Asp He Leu Ala Leu Ser 
Ser Asp Phe Tyr Ala Met Thr Ala Asp Glu Glu Arg He Asn He Pro Gly Ser Val Ser Gly Phe Asn 
Trp Thr Tyr Arg Leu Pro Ala Ala He Glu Asp Leu Ser Lys Asn Ser Gin Leu He Thr Ala He Gin Thr 
Ala Leu Gin Asp Arg Arg Ala Arg Lys Ala Gin Gly Ala Gin Gin 

SEQ ID NO: 189 

atgcaaacgattgcaaaaaaaggggatgaaacgatgaaagggaaaaaatggacagctttagctctaacactgccgctggctgctagcttatca 

acaggcgttcacgccgaaaccgtacataaaggtaaatctccagctgcagataaaaacggtgtcttttatgaggtgtatgtaaactctttttacgatg 

caaataaagatggacatggtgatttaaaaggtcttacacaaaaactggactatttaaatgatggcaattctcatacaaagaatgatcttcaagtaaa 

cgggatttggatgatgccgatcaacccttctcctagctatcataaatatgatgtaacggactattataacattgattctcagtacggaaatctgcaag 

attttcgcaagctaatgaaagaagcagataaacgagatgtaaaagttattatggacctcgttgtgaatcatacgagcagtgaacacccttggtttca 

agctgcgttaaaagataaaaacagcaagtacagagattactatatttgggctgataaaaataccgatttgaatgaaaaaggatcttggggacaac 

aagtatggcacaaagctccaaacggagagtatttttacggaacgttctgggaaggaatgcctgacttaaattacgataaccctgaagtaagaaaa 

gaaatgattaacgtcggaaagttttggctaaagcaaggcgttgacggcttccgcttagatgctgcccttcatatctttaaaggtcaaacacctgaa 

ggcgctaagaaaaatattgtgtggtggaatgaatttagagatgcgatgaaaaaagaaaacccgaacgtatatctaacgggcgaagtatgggatc 

agccggaagtggtagctccttattatcagtcgcttgattccctatttaactttgatttagcaggaaaaattgtcagctctgtaaaagcaggaaatgatc 

aaggaatcgctactgcagcagcggcaacagatgaactgttcaaatcatacaatccaaataaaattgacggcattttcttaaccaatcatgaccaaa 

atcgcgtcatgagtgagttaagcggagatgtcaataaagcaaagtcagctgcctctatcttacttacgcttcctggaaatccgtatatttattacggt 

gaagaaatcggcatgaccggtgaaaagcctgatgaattaatccgtgaaccgttccgctggtacgaaggaaacggacttggacaaactagttgg 




Figure 1 6 (cont,) 

gaaacacctgtatacaataaaggcggcaacggcgtgtctgtagaagcacaaaccaaacaaaaggactctttgttaaatcattaccgtgaaatgat 
tcgcgtgcgtcagcagcacgaagagttagtaaaaggaacgcttcaatctatttcagtagacagtaaagaagttgttgcttatagccgtacgtataa 
aggcaactccattagtgtgtatcataatamcaaatcaacctgtaaaagtatctgtagcagcgaaaggtaaattgatttttgctagtgaaaaa 
ctaaaaaggtcaaaaatcagcttgtgattccggcgaatacaacggttttagtaaaataa 

SEQIDNO: 190 

Met Gin Thr He Ala Lys Lys Gly Asp Glu Thr Met Lys Gly Lys Lys Trp Thr Ala Leu Ala Leu Thr 
Leu Pro Leu Ala Ala Ser Leu Ser Thr Gly Val His Ala Glu Thr Val His Lys Gly Lys Ser Pro Ala 
Ala Asp Lys Asn Gly Val Phe Tyr Glu Val Tyr Val Asn Ser Phe Tyr Asp Ala Asn Lys Asp Gly His 
Gly Asp Leu Lys Gly Leu Thr Gin Lys Leu Asp Tyr Leu Asn Asp Gly Asn Ser His Thr Lys Asn 
Asp Leu Gin Val Asn Gly He Trp Met Met Pro He Asn Pro Ser Pro Ser Tyr His Lys Tyr Asp Val 
Thr Asp Tyr Tyr Asn He Asp Ser Gin Tyr Gly Asn Leu Gin Asp Phe Arg Lys Leu Met Lys Glu Ala 
Asp Lys Arg Asp Val Lys Val He Met Asp Leu Val Val Asn His Thr Ser Ser Glu His Pro Trp Phe 
Gin Ala Ala Leu Lys Asp Lys Asn Ser Lys Tyr Arg Asp Tyr Tyr He Trp Ala Asp Lys Asn Thr Asp 
Leu Asn Glu Lys Gly Ser Trp Gly Gin Gin Val Trp His Lys Ala Pro Asn Gly Glu Tyr Phe Tyr Gly 
Thr Phe Trp Glu Gly Met Pro Asp Leu Asn Tyr Asp Asn Pro Glu Val Arg Lys Glu Met He Asn Val 
Gly Lys Phe Trp Leu Lys Gin Gly Val Asp Gly Phe Arg Leu Asp Ala Ala Leu His He Phe Lys Gly 
Gin Thr Pro Glu Gly Ala Lys Lys Asn He Val Trp Trp Asn Glu Phe Arg Asp Ala Met Lys Lys Glu 
Asn Pro Asn Val Tyr Leu Thr Gly Glu Val Trp Asp Gin Pro Glu Val Val Ala Pro Tyr Tyr Gin Ser 
Leu Asp Ser Leu Phe Asn Phe Asp Leu Ala Gly Lys He Val Ser Ser Val Lys Ala Gly Asn Asp Gin 
Gly He Ala Thr Ala Ala Ala Ala Thr Asp Glu Leu Phe Lys Ser Tyr Asn Pro Asn Lys He Asp Gly 
He Phe Leu Thr Asn His Asp Gin Asn Arg Val Met Ser Glu Leu Ser Gly Asp Val Asn Lys Ala Lys 
Ser Ala Ala Ser He Leu Leu Thr Leu Pro Gly Asn Pro Tyr He Tyr Tyr Gly Glu Glu He Gly Met Thr 
Gly Glu Lys Pro Asp Glu Leu He Arg Glu Pro Phe Arg Trp Tyr Glu Gly Asn Gly Leu Gly Gin Thr 
Ser Trp Glu Thr Pro Val Tyr Asn Lys Gly Gly Asn Gly Val Ser Val Glu Ala Gin Thr Lys Gin Lys 
Asp Ser Leu Leu Asn His Tyr Arg Glu Met He Arg Val Arg Gin Gin His Glu Glu Leu Val Lys Gly 
Thr Leu Gin Ser He Ser Val Asp Ser Lys Glu Val Val Ala Tyr Ser Arg Thr Tyr Lys Gly Asn Ser He 
Ser Val Tyr His Asn He Ser Asn Gin Pro Val Lys Val Ser Val Ala Ala Lys Gly Lys Leu He Phe Ala 
Ser Glu Lys Gly Ala Lys Lys Val Lys Asn Gin Leu Val He Pro Ala Asn Thr Thr Val Leu Val Lys 

SEQIDNO: 191 

atgcaaacgattgcaaaaaaaggggatgaaacgatgaaagggaaaaaatggacagctttagctctaacactgccgctggctgctagcttatca 

acaggcgttcacgccgaaaccgtacataaaggtaaatctccaacagcagataaaaacggtgtcttttatgaagtgtatgtaaactctttttacgatg 

caaataaagatggacatggtgacttaaaaggtcttacacaaaagttggactatttaaatgacggcaattctcatacaaaaaatgatcttcaagtaaa 

cgggatttggatgatgccagtcaacccttctcctagctatcataaatatgatgtaacggactattataacattgatccgcagtacggaaatctgcaa 

gattttcgcaagctgatgaaagaagcagacaaacgagacgtaaaagtcattatggaccttgttgtgaatcatacgagcagtgaacacccttggttt 

caagctgcgttaaaagataaaaacagcaagtacagagattactatatttgggctgataaaaataccgacttgaatgaaaaaggatcttggggaca 

acaagtatggcataaagctccaaacggagagtatttttacggaacgttctgggaaggaatgcctgacttaaattacgataaccctgaagtaagaa 

aagaaatgattaacgtcggaaagttttggctaaagcaaggcgttgacgggttccgcttagatgctgcgcttcatatttttaaaggtcaaacagctga 

aggcgctaagaaaaatatcctgtggtggaatgagtttagagatgcgatgaaaaaagaaaatccgaatgtatatctaacgggtgaagtatgggat 

cagcctgaagtggtagctccttattatcaatcgcttgattctttatttaattttgatttagcaggaaaaattgtcagctctgtaaaagcaggaaatgatc 

aaggaatcgccactgcagcagcagcaacagatgaactgttcaaatcatacaatccaaacaaaattgatggcatattcttaaccaaccatgaccaa 

aatcgcgtcatgagtgagctgagcggcgatgtgagcaaagcaaaatcagctgcttctatcttacttacgcttcctggcaacccgtatatttattacg 

gtgaagaaatcggcatgaccggtgaaaagcctgatgaattaatccgtgaaccgttccgctggtacgaaggaaacggacttggacaaaccagtt 

gggaaacacctgtatacaataaaggcggaaacggtgtgtctgtagaagcacaaaccaaacaaaaggattctttgttaaatcattaccgtgaaatg 

attcgcgtgcgtcagcagcatgaagagttagtaaaaggaacgcttcaatctatttcagtagacagtaaagaagttgttgcttatagccgtacgtata 

aaggcaactccattagtgtgtatcataatatttcaaatcaaccggtaaaagtatctgtagcagcgaaaggtaaattgatttttgctagtgaaaaaggt 

gctaagaaagtcaaaaatcagcttgtggttccggcgaatacaacggttttaatgaaataa 



SEQ ID NO: 192 




Figure 16 (cont.) 

Met Gin Thr He Ala Lys Lys Gly Asp Glu Thr Met Lys Gly Lys Lys Trp Thr Ala Leu Ala Leu Thr 
Leu Pro Leu Ala Ala Ser Leu Ser Thr Gly Val His Ala Glu Thr Val His Lys Gly Lys Ser Pro Thr 
Ala Asp Lys Asn Gly Val Phe Tyr Glu Val Tyr Val Asn Ser Phe Tyr Asp Ala Asn Lys Asp Gly His 
Gly Asp Leu Lys Gly Leu Thr Gin Lys Leu Asp Tyr Leu Asn Asp Gly Asn Ser His Thr Lys Asn 
Asp Leu Gin Val Asn Gly He Trp Met Met Pro Val Asn Pro Ser Pro Ser Tyr His Lys Tyr Asp Val 
Thr Asp Tyr Tyr Asn He Asp Pro Gin Tyr Gly Asn Leu Gin Asp Phe Arg Lys Leu Met Lys Glu Ala 
Asp Lys Arg Asp Val Lys Val He Met Asp Leu Val Val Asn His Thr Ser Ser Glu His Pro Trp Phe 
Gin Ala Ala Leu Lys Asp Lys Asn Ser Lys Tyr Arg Asp Tyr Tyr He Trp Ala Asp Lys Asn Thr Asp 
Leu Asn Glu Lys Gly Ser Trp Gly Gin Gin Val Trp His Lys Ala Pro Asn Gly Glu Tyr Phe Tyr Gly 
Thr Phe Trp Glu Gly Met Pro Asp Leu Asn Tyr Asp Asn Pro Glu Val Arg Lys Glu Met He Asn Val 
Gly Lys Phe Trp Leu Lys Gin Gly Val Asp Gly Phe Arg Leu Asp Ala Ala Leu His He Phe Lys Gly 
Gin Thr Ala Glu Gly Ala Lys Lys Asn He Leu Trp Trp Asn Glu Phe Arg Asp Ala Met Lys Lys Glu 
Asn Pro Asn Val Tyr Leu Thr Gly Glu Val Trp Asp Gin Pro Glu Val Val Ala Pro Tyr Tyr Gin Ser 
Leu Asp Ser Leu Phe Asn Phe Asp Leu Ala Gly Lys He Val Ser Ser Val Lys Ala Gly Asn Asp Gin 
Gly He Ala Thr Ala Ala Ala Ala Thr Asp Glu Leu Phe Lys Ser Tyr Asn Pro Asn Lys He Asp Gly 
He Phe Leu Thr Asn His Asp Gin Asn Arg Val Met Ser Glu Leu Ser Gly Asp Val Ser Lys Ala Lys 
Ser Ala Ala Ser He Leu Leu Thr Leu Pro Gly Asn Pro Tyr He Tyr Tyr Gly Glu Glu He Gly Met Thr 
Gly Glu Lys Pro Asp Glu Leu He Arg Glu Pro Phe Arg Trp Tyr Glu Gly Asn Gly Leu Gly Gin Thr 
Ser Trp Glu Thr Pro Val Tyr Asn Lys Gly Gly Asn Gly Val Ser Val Glu Ala Gin Thr Lys Gin Lys 
Asp Ser Leu Leu Asn His Tyr Arg Glu Met He Arg Val Arg Gin Gin His Glu Glu Leu Val Lys Gly 
Thr Leu Gin Ser He Ser Val Asp Ser Lys Glu Val Val Ala Tyr Ser Arg Thr Tyr Lys Gly Asn Ser He 
Ser Val Tyr His Asn He Ser Asn Gin Pro Val Lys Val Ser Val Ala Ala Lys Gly Lys Leu He Phe Ala 
Ser Glu Lys Gly Ala Lys Lys Val Lys Asn Gin Leu Val Val Pro Ala Asn Thr Thr Val Leu Met Lys 

SEQ ID NO: 193 

atgaaattcaaaaagagtttatctgccgggctccttttgttcggaggtctgagcggtgtgacaccatccgtcgctgcggaggtgccacgaaccgc 

atttgtccatttattcgaatggagttggccggatattgccaccgaatgcgaaacctttcttggccctaaggggttctctgcggttcaggtgtctccgc 

cgcaaaaaagcgtcagcaatgctgcctggtgggcgcgctaccaacctgttagttactcttttgaagggcgcagtggaacccgggctcaatttgc 

ggatatggtccagcgttgtaaagcggtgggggtcgatatttatctggatgcggtgatcaaccatatggcagcacaagatcgctattttccagaagt 

accttacagcagtaatgattttcacagttgcacgggcgatatcgattattccaaccgctggtcgattcaaaattgcgatctggttgggctgaacgat 

ctcaaaaccgagtcagaatacgttcggcagaaaattgcagactatatgaacgatgcgctcagtctgggcgtggcggggtttcggattgatgccg 

ccaagcatatcccggccggcgacatcgcggcgatcaagagcaagctcaacggcagcccgtatatctatcaggaggttatcggggcggcagg 

ggagccggtacaaaccagcgagtacacgtatattggagacgtgacggaatttaacttcgcccggaccatcgggcctaaatttaagcaaggtaat 

attaaagacctgcaggggattggttcgtggagcggctggctgagcagcgacgatgcggtgacctttgtgaccaaccatgacgaagaacgcca 

taaccctggccaggttctcagccatcaggactttggcaatctgtatttcctcggtaacgtgtttactctggcgtatccttacggctacccaaaagtga 

tgtcggggtactacttcagtaattttgatgccgggccaccatcgacaggggtacattctggtaatgcgtgtggctttgatggcggtgattgggtctg 

cgaacacaaatggcgtggtgtagccaacatggtggcgtttcgcaaccacacagcagcccagtggcaggtcactgactggtgggacgatggtt 

acaatcaggtggcgtttggtcgtggcgggctgggctttgtggtgatcaatcgagatgacaataaaggcatcaatcagagtttccagacgggaat 

gcccgctggcgagtattgtgacatcattgccggtgatttcgacacccagagcggtcattgcagcgctacgacgatcaccgtcgacagtcaggg 

gtatgcacattttactgtcggtagtcatcaggccgctgcgattcacattggcgcgaaactcggctccgtgtgccaggactgtggcggcacggcc 

gcagagacaaaagtctgctttgacaatgcacaaaactttagccaaccgtatttgcattactggaatgtcaatgcggatcaggccgtagcgaatgc 

aacctggccgggcgtcgcgatgacggctgaaaatggcggttactgctacgattttggtgtcggtctcaattcacttcaggtaattttcagcgataa 

cggcgccagccaaaccgctgatctgaccgccagcagtccgacgttgtgttaccagaacggaacgtggcgtgacagtgacttctgtcagagta 

gcaatgtgggcaacgagagttggtatttccgtggaacctcaaacggttggggcgtgagcgcactcacttatgaggctgcgacaggcctgtaca 

ctacggtgcagagctttaacggggaggagtcgcccgcacgctttaaaattgatgatggcaactggagtgagtcgtatccaagtgctgattatcaa 

gtcggtgattatgccacctacacgatcacgtttgacagccagacgaaggccatcaccgtgacttcgcagtaa 

SEQ ID NO: 194 

Met Lys Phe Lys Lys Ser Leu Ser Ala Gly Leu Leu Leu Phe Gly Gly Leu Ser Gly Val Thr Pro Ser 
Val Ala Ala Glu Val Pro Arg Thr Ala Phe Val His Leu Phe Glu Trp Ser Trp Pro Asp He Ala Thr 




Figure 16 (cont.) 

Glu Cys Glu Thr Phe Leu Gly Pro Lys Gly Phe Ser Ala Val Gin Val Ser Pro Pro Gin Lys Ser Val 
Ser Asn Ala Ala Trp Trp Ala Arg Tyr Gin Pro Val Ser Tyr Ser Phe Glu Gly Arg Ser Gly Thr Arg 
Ala Gin Phe Ala Asp Met Val Gin Arg Cys Lys Ala Val Gly Val Asp He Tyr Leu Asp Ala Val He 
Asn His Met Ala Ala Gin Asp Arg Tyr Phe Pro Glu Val Pro Tyr Ser Ser Asn Asp Phe His Ser Cys 
Thr Gly Asp He Asp Tyr Ser Asn Arg Trp Ser He Gin Asn Cys Asp Leu Val Gly Leu Asn Asp Leu 
Lys Thr Glu Ser Glu Tyr Val Arg Gin Lys He Ala Asp Tyr Met Asn Asp Ala Leu Ser Leu Gly Val 
Ala Gly Phe Arg He Asp Ala Ala Lys His lie Pro Ala Gly Asp He Ala Ala He Lys Ser Lys Leu Asn 
Gly Ser Pro Tyr He Tyr Gin Glu Val He Gly Ala Ala Gly Glu Pro Val Gin Thr Ser Glu Tyr Thr Tyr 
He Gly Asp Val Thr Glu Phe Asn Phe Ala Arg Thr He Gly Pro Lys Phe Lys Gin Gly Asn He Lys 
Asp Leu Gin Gly He Gly Ser Trp Ser Gly Trp Leu Ser Ser Asp Asp Ala Val Thr Phe Val Thr Asn 
His Asp Glu Glu Arg His Asn Pro Gly Gin Val Leu Ser His Gin Asp Phe Gly Asn Leu Tyr Phe Leu 
Gly Asn Val Phe Thr Leu Ala Tyr Pro Tyr Gly Tyr Pro Lys Val Met Ser Gly Tyr Tyr Phe Ser Asn 
Phe Asp Ala Gly Pro Pro Ser Thr Gly Val His Ser Gly Asn Ala Cys Gly Phe Asp Gly Gly Asp Trp 
Val Cys Glu His Lys Trp Arg Gly Val Ala Asn Met Val Ala Phe Arg Asn His Thr Ala Ala Gin Trp 
Gin Val Thr Asp Trp Trp Asp Asp Gly Tyr Asn Gin Val Ala Phe Gly Arg Gly Gly Leu Gly Phe 
Val Val He Asn Arg Asp Asp Asn Lys Gly He Asn Gin Ser Phe Gin Thr Gly Met Pro Ala Gly Glu 
Tyr Cys Asp He He Ala Gly Asp Phe Asp Thr Gin Ser Gly His Cys Ser Ala Thr Thr He Thr Val 
Asp Ser Gin Gly Tyr Ala His Phe Thr Val Gly Ser His Gin Ala Ala Ala He His He Gly Ala Lys Leu 
Gly Ser Val Cys Gin Asp Cys Gly Gly Thr Ala Ala Glu Thr Lys Val Cys Phe Asp Asn Ala Gin 
Asn Phe Ser Gin Pro Tyr Leu His Tyr Trp Asn Val Asn Ala Asp Gin Ala Val Ala Asn Ala Thr Trp 
Pro Gly Val Ala Met Thr Ala Glu Asn Gly Gly Tyr Cys Tyr Asp Phe Gly Val Gly Leu Asn Ser Leu 
Gin Val He Phe Ser Asp Asn Gly Ala Ser Gin Thr Ala Asp Leu Thr Ala Ser Ser Pro Thr Leu Cys 
Tyr Gin Asn Gly Thr Trp Arg Asp Ser Asp Phe Cys Gin Ser Ser Asn Val Gly Asn Glu Ser Trp Tyr 
Phe Arg Gly Thr Ser Asn Gly Trp Gly Val Ser Ala Leu Thr Tyr Glu Ala Ala Thr Gly Leu Tyr Thr 
Thr Val Gin Ser Phe Asn Gly Glu Glu Ser Pro Ala Arg Phe Lys He Asp Asp Gly Asn Trp Ser Glu 
Ser Tyr Pro Ser Ala Asp Tyr Gin Val Gly Asp Tyr Ala Thr Tyr Thr He Thr Phe Asp Ser Gin Thr 
Lys Ala He Thr Val Thr Ser Gin 

SEQ ID NO: 195 

atgctgacagaccgtttctttgatggcgatacatcaaacaacgacccttacaaccagaactacgatgctaaaaacgaccggggaacttatcagg 

gcggcgattttaaaggaatcacgcaaaaattggattatctcgataagctaggcgtgaacacaatctggatcagcccgatcgtggaaaatatcaag 

catgatgtccgttatgacaactctgaagggcattcatactatgcttaccacggctactgggcaagcaacttcggtgcgttaaacccacacttcggt 

acaatggaagatttccatacactgattgacgctgcccatgaaaaaggcatcaagatcatggttgacgtagtattaaaccacactggttatggctta 

aaagatatcaacggagaagtttccaatcctccagccggttacccaactgacgcagaacgcagcacatatagcagcctgcttcgccagggttca 

aatgtcggctctgatgaggttgttggcgaattagctggcctacctgacttaaaaacagaagaccccgcagtccgccagacaatcatcgactggc 

aaacagactggatcacgaaagctactacagctaaaggaaacacaattgactacttccgtgtcgacactgtgaagcacgttgaagacgcaacat 

ggatggcattcaaaaatgacctcactgaaaaaatgccgacacacaaaatgatcggggaagcttggggagcaagtgccaataaccaacttggat 

accttgaaacaggtatgatggactcactgcttgacttcgacttcaaaggcattgcgcacgatttcgtgaacggcaagcttaaggcagcaaacgat 

gccctgactgcccgcaacggtaaaattgacaacacagctactttaggttcattccttggaagccatgacgaagatggtttcctatttaaagaagga 

aatgacaaaggcaagcttaaggttgctgcttccctgcaagcaacatcaaaaggccagccggtcatctattatggtgaagagcttggtcaaagtg 

gagcaaacaactatccgcaatacgataaccgttatgacctggcatgggacaaagttgaaaacaacgacgtccttgagcactacactaaggtcct 

gaacttcagaagcgctcattcagaagtgttcgctaaaggtgaacgcgcaacaattggcggttctgacgctgataaattcttactttttgctcgtaaa 

aatggaaacgaagctgcttacgtcggcttgaacgttgctgacacagcaaaagacgtaacactgactgtttctgcaggtgcagtcgtaactgacc 

actatgcagataaaacttatactgcttcagaagctggagaaatcacattgacgatcccggcaaaagctgatggcggtactgttttactaacggttg 

aaggcggagaaatcacagctgctaaagcggcaagcgaaggcgacggcacagttgagccagtccctgcgaaccacatccgcattcactacaa 

ccgtacagacaacaactatgaaaactacggtgcatggctgtggaacgatgtagcctccccttctgccaactggccgactggcgctacaatgtttg 

aaaaaacagacagctacggtgcatacatcgacgtaccacttaaagagggcgctaagaacatcggcttcctcgttatggatgtaacaaaaggtga 

tcagggtaaagacggcggcgacaaaggttttacgatctcatcacctgaaatgaacgaaatttggatcaagcaaggttctgacaaggtgtacactt 

acgagccagttgatcttccggcgaacactgtccgcgtccactatgtacgtgacaacgcagactacgaaaacttcggtatctggaactggggcga 

tgtaacagcaccttccgaaaactggcctacaggcgcagcgaaattcgatggtacagaccgttacggtgcgtatgtcgacattacgctaaaagaa 




Figure 16 (cont.) 

ggcgcaaagaacattggaatgattgctcttaacactgcaaatggagagaaagacggcggagataaatccttcaaccttctggataaatataatcg 

catttggattaaacaaggtgatgacaatgtctacgtttctccatactgggagcaggcaacaggaatcaccaatgcagaggtaatctctgaagata 

cgattctattaggcttcacaatgactgacggcttaacacctgaatctttaaaaggaggtcttgtaattaaagattcaactggtgctgaagttgccatc 

gaaagtgctgaaatcacaagcgcaacctctgtaaaagtaaaagcaacattcgatttagaaaagcttccattatccatcacatacgcaggcagaac 

agtttcagcttcaactggctggagaatgcttgatgaaatgtacgcttatgatggaaacgaccttggtgcgacttacaaggacggagcagcgacg 

cttaaattatgggctccgaaagcgagcaaggtaaccgctaacttctttgataaaaataatgccgctgaaaaaatcggcagcgtcgagttaacgaa 

gggtgaaaaaggagtctggtcagctatggttgctcctggcgacctgaacgtaaccgatcttgaaggttatttttaccagtatgatgtaacaaatga 

cggtataactcgccaggtgttagatccttatgcaaaatcaatggcagcctttactgtgaatacagaaggcaatgctggtcctgacggggacactg 

ttggcaaggcggcaattcaaaaagcttctcgagagtacttctag 

SEQ ID NO: 196 

Met Leu Thr Asp Arg Phe Phe Asp Gly Asp Thr Ser Asn Asn Asp Pro Tyr Asn Gin Asn Tyr Asp 
Ala Lys Asn Asp Arg Gly Thr Tyr Gin Gly Gly Asp Phe Lys Gly He Thr Gin Lys Leu Asp Tyr Leu 
Asp Lys Leu Gly Val Asn Thr He Trp He Ser Pro He Val Glu Asn He Lys His Asp Val Arg Tyr Asp 
Asn Ser Glu Gly His Ser Tyr Tyr Ala Tyr His Gly Tyr Trp Ala Ser Asn Phe Gly Ala Leu Asn Pro 
His Phe Gly Thr Met Glu Asp Phe His Thr Leu He Asp Ala Ala His Glu Lys Gly He Lys He Met 
Val Asp Val Val Leu Asn His Thr Gly Tyr Gly Leu Lys Asp He Asn Gly Glu Val Ser Asn Pro Pro 
Ala Gly Tyr Pro Thr Asp Ala Glu Arg Ser Thr Tyr Ser Ser Leu Leu Arg Gin Gly Ser Asn Val Gly 
Ser Asp Glu Val Val Gly Glu Leu Ala Gly Leu Pro Asp Leu Lys Thr Glu Asp Pro Ala Val Arg Gin 
Thr He He Asp Trp Gin Thr Asp Trp He Thr Lys Ala Thr Thr Ala Lys Gly Asn Thr He Asp Tyr Phe 
Arg Val Asp Thr Val Lys His Val Glu Asp Ala Thr Trp Met Ala Phe Lys Asn Asp Leu Thr Glu 
Lys Met Pro Thr His Lys Met He Gly Glu Ala Trp Gly Ala Ser Ala Asn Asn Gin Leu Gly Tyr Leu 
Glu Thr Gly Met Met Asp Ser Leu Leu Asp Phe Asp Phe Lys Gly He Ala His Asp Phe Val Asn Gly 
Lys Leu Lys Ala Ala Asn Asp Ala Leu Thr Ala Arg Asn Gly Lys He Asp Asn Thr Ala Thr Leu Gly 
Ser Phe Leu Gly Ser His Asp Glu Asp Gly Phe Leu Phe Lys Glu Gly Asn Asp Lys Gly Lys Leu 
Lys Val Ala Ala Ser Leu Gin Ala Thr Ser Lys Gly Gin Pro Val He Tyr Tyr Gly Glu Glu Leu Gly 
Gin Ser Gly Ala Asn Asn Tyr Pro Gin Tyr Asp Asn Arg Tyr Asp Leu Ala Trp Asp Lys Val Glu 
Asn Asn Asp Val Leu Glu His Tyr Thr Lys Val Leu Asn Phe Arg Ser Ala His Ser Glu Val Phe Ala 
Lys Gly Glu Arg Ala Thr He Gly Gly Ser Asp Ala Asp Lys Phe Leu Leu Phe Ala Arg Lys Asn Gly 
Asn Glu Ala Ala Tyr Val Gly Leu Asn Val Ala Asp Thr Ala Lys Asp Val Thr Leu Thr Val Ser Ala 
Gly Ala Val Val Thr Asp His Tyr Ala Asp Lys Thr Tyr Thr Ala Ser Glu Ala Gly Glu He Thr Leu 
Thr He Pro Ala Lys Ala Asp Gly Gly Thr Val Leu Leu Thr Val Glu Gly Gly Glu He Thr Ala Ala 
Lys Ala Ala Ser Glu Gly Asp Gly Thr Val Glu Pro Val Pro Ala Asn His He Arg He His Tyr Asn 
Arg Thr Asp Asn Asn Tyr Glu Asn Tyr Gly Ala Trp Leu Trp Asn Asp Val Ala Ser Pro Ser Ala Asn 
Trp Pro Thr Gly Ala Thr Met Phe Glu Lys Thr Asp Ser Tyr Gly Ala Tyr He Asp Val Pro Leu Lys 
Glu Gly Ala Lys Asn He Gly Phe Leu Val Met Asp Val Thr Lys Gly Asp Gin Gly Lys Asp Gly Gly 
Asp Lys Gly Phe Thr He Ser Ser Pro Glu Met Asn Glu He Trp He Lys Gin Gly Ser Asp Lys Val 
Tyr Thr Tyr Glu Pro Val Asp Leu Pro Ala Asn Thr Val Arg Val His Tyr Val Arg Asp Asn Ala Asp 
Tyr Glu Asn Phe Gly He Trp Asn Trp Gly Asp Val Thr Ala Pro Ser Glu Asn Trp Pro Thr Gly Ala 
Ala Lys Phe Asp Gly Thr Asp Arg Tyr Gly Ala Tyr Val Asp He Thr Leu Lys Glu Gly Ala Lys Asn 
He Gly Met He Ala Leu Asn Thr Ala Asn Gly Glu Lys Asp Gly Gly Asp Lys Ser Phe Asn Leu Leu 
Asp Lys Tyr Asn Arg He Trp He Lys Gin Gly Asp Asp Asn Val Tyr Val Ser Pro Tyr Trp Glu Gin 
Ala Thr Gly He Thr Asn Ala Glu Val He Ser Glu Asp Thr He Leu Leu Gly Phe Thr Met Thr Asp 
Gly Leu Thr Pro Glu Ser Leu Lys Gly Gly Leu Val He Lys Asp Ser Thr Gly Ala Glu Val Ala He 
Glu Ser Ala Glu He Thr Ser Ala Thr Ser Val Lys Val Lys Ala Thr Phe Asp Leu Glu Lys Leu Pro 
Leu Ser He Thr Tyr Ala Gly Arg Thr Val Ser Ala Ser Thr Gly Trp Arg Met Leu Asp Glu Met Tyr 
Ala Tyr Asp Gly Asn Asp Leu Gly Ala Thr Tyr Lys Asp Gly Ala Ala Thr Leu Lys Leu Trp Ala Pro 
Lys Ala Ser Lys Val Thr Ala Asn Phe Phe Asp Lys Asn Asn Ala Ala Glu Lys He Gly Ser Val Glu 
Leu Thr Lys Gly Glu Lys Gly Val Trp Ser Ala Met Val Ala Pro Gly Asp Leu Asn Val Thr Asp Leu 
Glu Gly Tyr Phe Tyr Gin Tyr Asp Val Thr Asn Asp Gly He Thr Arg Gin Val Leu Asp Pro Tyr Ala 



Figure 1 6 (cont.) 



Lys Ser Met Ala Ala Phe Thr Val Asn Thr Glu Gly Asn Ala Gly Pro Asp Gly Asp Thr Val Gly Lys 
Ala Ala He Gin Lys Ala Ser Arg Glu Tyr Phe 

SEQ ID NO: 197 

atgaaaccgtcaaaattcgtttttctctctgctgccatcgcttgcagcctctccagtaccgccaatgctgacgccattttgcatgcatttaactggaag 

tactccgacgtcacgcaaaacgcctcgcaaatcgcggcggcgggttataaaaaagtgctgatttcgccagcactgaaatcgagtggcaatgaa 

tggtgggcacgttatcaaccgcaagatctgcgcgtgatcgattccccacttggcaacaaaagtgacttaaaatccatgattgatgctctgaaggc 

ggtcggcgttgatgtgtatgccgatgtggtgcttaaccatatggccaatgaaacatggaagcgtgaagacttaaattaccctggcagtgaagtgc 

tgcaacaatacgcagctaacaccagttattatgcggaccaaacgctttttggcaatttaacggaaaacctattctctggctttgacttccacccaga 

aggctgtattagcgattggaatgatgccggcaatgttcagtactggcgtctttgtggcggtgctggtgaccgagggctgccagacttagatccga 

acaactgggtggtgtcacagcaacgtttgtatttgaatgcgctaaaaggtttaggtgtgaaaggcttccgcattgatgcggttaaacacatgagcc 

aatatcaaatcgaccagattttcactgcagagattaccgccggaatgcacgtgtttggtgaagtgatcaccagtggtggcaaaggcgactccag 

ctatgagaacttcttagcgccttatctcaacgccaccaaccattcggcttacgatttcccactgtttgcctctattcgcaacgccttctcctacagcgg 

tggcatgaacatgcttcatgatccacaagcctatggccaagggcttgaaaacgcacgttcaattacctttaccatcacgcacgacatcccaacga 

acgacggtttccgttatcaaatcatggatccgaaagatgaagagctggcttacgcttatatcctcggtaaagatggcggcacacctctgatttaca 

gcgacaacttacctgataacgaagatcgtgataatcgccgttgggaaggtgtttggaaccgtgacctgatgaagaacatgttgcgcttccataac 

caaatgcaagggcaagagatgacgatgctgtacagcgaccaatgtctactgatgtttaagcgcggtaaacaaggggtggtcggcattaataaat 

gcggtgaagagcgttctcataccgttgacacctatcagcatgagttcaactggtatcagccttacacagatacactcactggcgtgactgaaacc 

gtgagttcgcgttaccacaccttccgaattccagctcgcagcgcgcgcatgtacatgctctaa 

SEQ ID NO: 198 

Met Lys Pro Ser Lys Phe Val Phe Leu Ser Ala Ala He Ala Cys Ser Leu Ser Ser Thr Ala Asn Ala 
Asp Ala He Leu His Ala Phe Asn Trp Lys Tyr Ser Asp Val Thr Gin Asn Ala Ser Gin He Ala Ala 
Ala Gly Tyr Lys Lys Val Leu He Ser Pro Ala Leu Lys Ser Ser Gly Asn Glu Trp Trp Ala Arg Tyr 
Gin Pro Gin Asp Leu Arg Val He Asp Ser Pro Leu Gly Asn Lys Ser Asp Leu Lys Ser Met He Asp 
Ala Leu Lys Ala Val Gly Val Asp Val Tyr Ala Asp Val Val Leu Asn His Met Ala Asn Glu Thr Trp 
Lys Arg Glu Asp Leu Asn Tyr Pro Gly Ser Glu Val Leu Gin Gin Tyr Ala Ala Asn Thr Ser Tyr Tyr 
Ala Asp Gin Thr Leu Phe Gly Asn Leu Thr Glu Asn Leu Phe Ser Gly Phe Asp Phe His Pro Glu 
Gly Cys He Ser Asp Trp Asn Asp Ala Gly Asn Val Gin Tyr Trp Arg Leu Cys Gly Gly Ala Gly Asp 
Arg Gly Leu Pro Asp Leu Asp Pro Asn Asn Trp Val Val Ser Gin Gin Arg Leu Tyr Leu Asn Ala 
Leu Lys Gly Leu Gly Val Lys Gly Phe Arg He Asp Ala Val Lys His Met Ser Gin Tyr Gin He Asp 
Gin He Phe Thr Ala Glu He Thr Ala Gly Met His Val Phe Gly Glu Val lie Thr Ser Gly Gly Lys Gly 
Asp Ser Ser Tyr Glu Asn Phe Leu Ala Pro Tyr Leu Asn Ala Thr Asn His Ser Ala Tyr Asp Phe Pro 
Leu Phe Ala Ser He Arg Asn Ala Phe Ser Tyr Ser Gly Gly Met Asn Met Leu His Asp Pro Gin Ala 
Tyr Gly Gin Gly Leu Glu Asn Ala Arg Ser He Thr Phe Thr He Thr His Asp He Pro Thr Asn Asp 
Gly Phe Arg Tyr Gin He Met Asp Pro Lys Asp Glu Glu Leu Ala Tyr Ala Tyr He Leu Gly Lys Asp 
Gly Gly Thr Pro Leu He Tyr Ser Asp Asn Leu Pro Asp Asn Glu Asp Arg Asp Asn Arg Arg Trp 
Glu Gly Val Trp Asn Arg Asp Leu Met Lys Asn Met Leu Arg Phe His Asn Gin Met Gin Gly Gin 
Glu Met Thr Met Leu Tyr Ser Asp Gin Cys Leu Leu Met Phe Lys Arg Gly Lys Gin Gly Val Val 
Gly He Asn Lys Cys Gly Glu Glu Arg Ser His Thr Val Asp Thr Tyr Gin His Glu Phe Asn Trp Tyr 
Gin Pro Tyr Thr Asp Thr Leu Thr Gly Val Thr Glu Thr Val Ser Ser Arg Tyr His Thr Phe Arg He 
Pro Ala Arg Ser Ala Arg Met Tyr Met Leu 

SEQ ID NO: 199 

gtgagtttgaccaaaaaggctcagtacgaaccaaatacggcaccaaggctcagtacatctctgcaatcaatgccgcgcacaacaacaatatcca 

aatttacggcgatgttgtgtttaaccaccgaggtggtgctgatgggaagtcgtgggtcgataccaagcgcgttgattgggacaaccgcaatattg 

aactgggcgacaaatggattgaagcttgggttgagtttaattttcctggccgcaacgacaaatactcgaacttccattggacttggtatcactttgac 

ggtgttgactgggatgacgccggcaaagaaaaagcgatctttaaattcaaaggcgaaggaaaagcatgggattgggaagtcagctctgaaaa 

aggcaattacgactacctaa 
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SEQ ID NO: 200 

Val Ser Leu Thr Lys Lys Ala Gin Tyr Glu Pro Asn Thr Ala Pro Arg Leu Ser Thr Ser Leu Gin Ser 
Met Pro Arg Thr Thr Thr He Ser Lys Phe Thr Ala Met Leu Cys Leu Thr Thr Glu Val Val Leu Met 
Gly Ser Arg Gly Ser He Pro Ser Ala Leu He Gly Thr Thr Ala He Leu Asn Trp Ala Thr Asn Gly Leu 
Lys Leu Gly Leu Ser Leu He Phe Leu Ala Ala Thr Thr Asn Thr Arg Thr Ser He Gly Leu Gly He 
Thr Leu Thr Val Leu Thr Gly Met Thr Pro Ala Lys Lys Lys Arg Ser Leu Asn Ser Lys Ala Lys Glu 
Lys His Gly He Gly Lys Ser Ala Leu Lys Lys Ala He Thr Thr Thr 

SEQ ID NO: 201 

atgacagccaaggctgatgacttacgcatttaccagatcatggtggaaagctttgtggatggcgataaacaggtcggccatggcaccggctacg 

gtaccagccatcacaaaggcgatctgcaagggatcattgactcgctggattacattcaatcgctgggcgtcaatgccatttggctaacgccgattt 

ttgaatctattccggtggagggacaagaccattgggcggacaggcttgatgctacaggctactttgccagtgactatttcaagatagaccctcgct 

ttggcacgttagaacaagcccgtgagctggtggaaaaggcacacgcgaaaggcttgtatgtcttctttgatggagtatttggtcaccataaaggc 

aatgtggtgccatcaccacaaggtagactgcctgtcggtgaaaataacccggtcagctacccagagagcctggcgttttacgaagaagtcgcc 

agttactgggtgaaagagttaaagattgatggctggcgtctggatcaagcctatcaagtgccgaccgatgcatggaaagcgatccgtcagagc 

gttgatgaagcgtcacagtccgtaacttatgtgaataacaaaggggaaaccgtccatcctttgggttacatggtggctgaaatttggaataacgaa 

cgttacatcacagaaaccggttacggcaaagaaggcgatccggcgttgtgctcggcttttgattttccgatgcgtttccgagtggtcgaaaccttt 

gcggttaacgaaagtggtgtcagccgaaaaggcggcgaatggttgaatgacggcatgtcactgcacagtcagtatccggatcatgccaagcct 

aatttaatgttgggcaaccatgatgtggtgcgctttggggatctgctgcaacgtggcggtattgcgtcaccagaacaaccgcaatactggcagcg 

tcataaagcggcgatgtctttcttagcagcgtataccggcccaattaccttgtattacggtgaagaaattggcgatcaggttgacggctttgctaaa 

aaaatcaaagaagattgtgccgttattggtttgtgtgatgaccacgtggcgcgcaccagtgcgaagattgatggcgtgacggcgtcactgaatg 

cacagcagtctgaactcaaagtatatgtctcttcattgatgacattacgtcagcaacatcctgcgttatcacaaggggaacgtactaatgtgatggc 

gacagagacagtatacgtagaccataaacaggcagacaatgaagccctgttgtacatggtgagtacgactgataacgcggagtcagtcacctt 

gaagggcaaagcgattggttcacaaggtgtgctgattgatttgttaacgaacgagcgttttatgcccaataatggggagtatgccattccattaac 

gggctttggcgcacgattcctcaagattgacactccgacagcggcgggtgtgatggcgcaatctgctgcctcggtatcgctagtaggtgaagg 

gatcatggcccaatgtgataccccaaccgttgaaggcaccggtccggtagcagaaaccttgtacgtggttggcgattttgccgatgctggttgga 

agcaaaagccgcagcgcgcgtatcaatacaaaggcaagcacaatggcagcaacttgtatcaagtggttgtcgatgaaaaagcgggcgcctac 

aagatgcaatacgccacgaaagattggagcccacagtttactgcagacggtatggcattgaagccgggtaccgcaaagtcgctcatagcgggt 

ggctacggtaaagacaccgccgtgacgttgccggaatccggtaagtatgtgtggagcttaacattcagtgatcttggcgagccggagcaaatc 

atggtgtctaagtgtcagtaa 
SEQ ID NO: 202 

Met Thr Ala Lys Ala Asp Asp Leu Arg He Tyr Gin He Met Val Glu Ser Phe Val Asp Gly Asp Lys 
Gin Val Gly His Gly Thr Gly Tyr Gly Thr Ser His His Lys Gly Asp Leu Gin Gly He lie Asp Ser 
Leu Asp Tyr He Gin Ser Leu Gly Val Asn Ala He Trp Leu Thr Pro He Phe Glu Ser He Pro Val Glu 
Gly Gin Asp His Trp Ala Asp Arg Leu Asp Ala Thr Gly Tyr Phe Ala Ser Asp Tyr Phe Lys He Asp 
Pro Arg Phe Gly Thr Leu Glu Gin Ala Arg Glu Leu Val Glu Lys Ala His Ala Lys Gly Leu Tyr Val 
Phe Phe Asp Gly Val Phe Gly His His Lys Gly Asn Val Val Pro Ser Pro Gin Gly Arg Leu Pro Val 
Gly Glu Asn Asn Pro Val Ser Tyr Pro Glu Ser Leu Ala Phe Tyr Glu Glu Val Ala Ser Tyr Trp Val 
Lys Glu Leu Lys He Asp Gly Trp Arg Leu Asp Gin Ala Tyr Gin Val Pro Thr Asp Ala Trp Lys Ala 
He Arg Gin Ser Val Asp Glu Ala Ser Gin Ser Val Thr Tyr Val Asn Asn Lys Gly Glu Thr Val His 
Pro Leu Gly Tyr Met Val Ala Glu He Trp Asn Asn Glu Arg Tyr He Thr Glu Thr Gly Tyr Gly Lys 
Glu Gly Asp Pro Ala Leu Cys Ser Ala Phe Asp Phe Pro Met Arg Phe Arg Val Val Glu Thr Phe Ala 
Val Asn Glu Ser Gly Val Ser Arg Lys Gly Gly Glu Trp Leu Asn Asp Gly Met Ser Leu His Ser Gin 
Tyr Pro Asp His Ala Lys Pro Asn Leu Met Leu Gly Asn His Asp Val Val Arg Phe Gly Asp Leu 
Leu Gin Arg Gly Gly He Ala Ser Pro Glu Gin Pro Gin Tyr Trp Gin Arg His Lys Ala Ala Met Ser 
Phe Leu Ala Ala Tyr Thr Gly Pro He Thr Leu Tyr Tyr Gly Glu Glu He Gly Asp Gin Val Asp Gly 
Phe Ala Lys Lys He Lys Glu Asp Cys Ala Val He Gly Leu Cys Asp Asp His Val Ala Arg Thr Ser 
Ala Lys He Asp Gly Val Thr Ala Ser Leu Asn Ala Gin Gin Ser Glu Leu Lys Val Tyr Val Ser Ser 
Leu Met Thr Leu Arg Gin Gin His Pro Ala Leu Ser Gin Gly Glu Arg Thr Asn Val Met Ala Thr Glu 
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Thr Val Tyr Val Asp His Lys Gin Ala Asp Asn Glu Ala Leu Leu Tyr Met Val Ser Thr Thr Asp Asn 
Ala Glu Ser Val Thr Leu Lys Gly Lys Ala He Gly Ser Gin Gly Val Leu He Asp Leu Leu Thr Asn 
Glu Arg Phe Met Pro Asn Asn Gly Glu Tyr Ala He Pro Leu Thr Gly Phe Gly Ala Arg Phe Leu Lys 
He Asp Thr Pro Thr Ala Ala Gly Val Met Ala Gin Ser Ala Ala Ser Val Ser Leu Val Gly Glu Gly He 
Met Ala Gin Cys Asp Thr Pro Thr Val Glu Gly Thr Gly Pro Val Ala Glu Thr Leu Tyr Val Val Gly 
Asp Phe Ala Asp Ala Gly Trp Lys Gin Lys Pro Gin Arg Ala Tyr Gin Tyr Lys Gly Lys His Asn Gly 
Ser Asn Leu Tyr Gin Val Val Val Asp Glu Lys Ala Gly Ala Tyr Lys Met Gin Tyr Ala Thr Lys Asp 
Trp Ser Pro Gin Phe Thr Ala Asp Gly Met Ala Leu Lys Pro Gly Thr Ala Lys Ser Leu He Ala Gly 
Gly Tyr Gly Lys Asp Thr Ala Val Thr Leu Pro Glu Ser Gly Lys Tyr Val Trp Ser Leu Thr Phe Ser 
Asp Leu Gly Glu Pro Glu Gin He 

SEQ ID NO: 203 

atgaagatgaagtcccgggcgtggttgttaggtagtgcagtggccatggcgttggcctcttcggcagccaatgccggtgtcatggttcacctgtt 

ccagtggaagtacaatgacatcgccaacgagtgcgaaaaggtgctcggtcccaaagggtatgaagcagtgcagatcacgccgcctgctgaa 

cacctgcaaggctcctcctggtgggtggtctatcagcccgtcagctacaagaacttcacttctctgggcggtaacgaggccgaactcaaaagca 

tgatcgcccgttgcaaggccgccggggtcaagatttacgccgatgcggtattcaaccagctggctggtggatcaggcgtcggtacaggtggta 

gcagctacaatgccggcagcttcagctatccccaatttggctacaacgatttccatcacgctgggagcctcaccaactatgccgaccgcaacaa 

tgtgcaaaacggtgccctgctggggctgccggatctggataccggctctgcctatgtgcaggatcagctggctacctatatgaagaccctgagt 

ggctggggtgtggcaggttttcgtcttgatgcagcaaagcatatgagcgttgccgatctctcggccatcgtcagcaaggcgggcaatccttttgt 

ctactccgaggtgattggtgccacgggtgaaccaatccagccgggcgaatataccggcattggtgccgtgaccgaatttaaatacggcaccga 

tctggcctccaacttcaaggggcagatcaagaatctcaagagcatgggcgagagctggggtctgcttgcgtcgaacaaggctgaagtctttgtg 

gtcaaccatgaccgtgagcggggacatggcggtggcggtatgctgacctacaaggatggtgccctctacaatctggccaacatcttcatgctg 

gcctggccctatggcgcctatccccaggtgatgtccggctatgatttcggcaccaataccgatattggtgggccgagcgctaccccttgttcttcc 

ggctctagctggaactgcgaacaccgctggagcaacatcgccaacatggtctcgttccacaatgccgcccaaggcacgtccatgaccaactg 

gtgggataatggtaataaccagatcgcctttggtcgcggcgccaaggcctttgtggtgatcaacaatgaatcttccactctgagcaagagcctgc 

agacgggtctgccagccggggagtactgcaacattctggccggtgatgccctgtgcagcggcagcaccatcaaggtggatgccagcggtat 

ggccaccttcaacgtggcagggatgaaggcggcagcgatccatatcaatgccaagcccgatagcaccagcagtggcagctcaggctcttcct 

ctggctcttcttcctctgccaccagtaacaagtttgccagcatgaatctgcggggcaccaacaatggctgggccagcaccgccatgacagtgga 

tgccaaccgtgtctggtcggcggatgtcacctttaccggggccgcggatgccaatggtgcccagcgcttcaagtttgatgtctatggcaactgg 

acagagagctatggcgatacacaagccgatggcattgccgacaaggggagcgccaaggacatctatttcaatggtgtgggcaagtatcgtgtc 

tcgctcaaggagagcgacatgagctacaccctgacccagctctccagcaatcaggcaccggtggcggccatcacccccaagacactctccgt 

caagctgggtgactcagtggtgttcgatgcctccggctccaccgatgatgtgggtgtcactggctacagctggtctaccggtggcagtgccaag 

accgaaactgtgctgtttgatgctctgggtaccaagaccattaccgtgacagtggccgatgccgatggcttgacctccaaggccagtgccaccg 

tcaccgtcaccgatggcagcgtggcttataacagcaactttgccagcctgaacttccgtggcactcccaacagttggggcgcggcagccatga 

cgctggtggcagacaacacctgggaggcaacggtcaacttcgatggtcaggccaatcagcgcttcaagttcgatatcaagggtgactggagc 

cagaactatggtgatagcaacaaggatggggtggccgaacgtaccggtgccgatatttacaccactgtgaccggtcaatataaggtgcaattta 

acgactccactttgaagtacaccctgaccaagctggccgatagcagcgccaccagctatagcgcgaactttgccagcctctacctgcgtggca 

ccccgaacagctggggcaccaccgccatgaagctggtggccaataacagctggcaggccgaggtgaccttcaccggcaagggcgatgcca 

ctggtgcccaacgcttcaagttcgacgtcaagggtgactggagccagaactacggtgacagcaacatggacgggactgccgaacggactgg 

tggcgatatcaccagtgccgtggtgggcacctatctggtgacctttaatgacagcacactgaaatacaccctgaccgccaaataa 

SEQ ID NO: 204 

Met Lys Met Lys Ser Arg Ala Trp Leu Leu Gly Ser Ala Val Ala Met Ala Leu Ala Ser Ser Ala Ala 
Asn Ala Gly Val Met Val His Leu Phe Gin Trp Lys Tyr Asn Asp He Ala Asn Glu Cys Glu Lys Val 
Leu Gly Pro Lys Gly Tyr Glu Ala Val Gin He Thr Pro Pro Ala Glu His Leu Gin Gly Ser Ser Trp 
Trp Val Val Tyr Gin Pro Val Ser Tyr Lys Asn Phe Thr Ser Leu Gly Gly Asn Glu Ala Glu Leu Lys 
Ser Met He Ala Arg Cys Lys Ala Ala Gly Val Lys He Tyr Ala Asp Ala Val Phe Asn Gin Leu Ala 
Gly Gly Ser Gly Val Gly Thr Gly Gly Ser Ser Tyr Asn Ala Gly Ser Phe Ser Tyr Pro Gin Phe Gly 
Tyr Asn Asp Phe His His Ala Gly Ser Leu Thr Asn Tyr Ala Asp Arg Asn Asn Val Gin Asn Gly 
Ala Leu Leu Gly Leu Pro Asp Leu Asp Thr Gly Ser Ala Tyr Val Gin Asp Gin Leu Ala Thr Tyr Met 



Figure 16 (cont.) 



Lys Thr Leu Ser Gly Trp Gly Val Ala Gly Phe Arg Leu Asp Ala Ala Lys His Met Ser Val Ala Asp 
Leu Ser Ala He Val Ser Lys Ala Gly Asn Pro Phe Val Tyr Ser Glu Val He Gly Ala Thr Gly Glu Pro 
He Gin Pro Gly Glu Tyr Thr Gly He Gly Ala Val Thr Glu Phe Lys Tyr Gly Thr Asp Leu Ala Ser 
Asn Phe Lys Gly Gin He Lys Asn Leu Lys Ser Met Gly Glu Ser Trp Gly Leu Leu Ala Ser Asn Lys 
Ala Glu Val Phe Val Val Asn His Asp Arg Glu Arg Gly His Gly Gly Gly Gly Met Leu Thr Tyr Lys 
Asp Gly Ala Leu Tyr Asn Leu Ala Asn He Phe Met Leu Ala Trp Pro Tyr Gly Ala Tyr Pro Gin Val 
Met Ser Gly Tyr Asp Phe Gly Thr Asn Thr Asp He Gly Gly Pro Ser Ala Thr Pro Cys Ser Ser Gly 
Ser Ser Trp Asn Cys Glu His Arg Trp Ser Asn He Ala Asn Met Val Ser Phe His Asn Ala Ala Gin 
Gly Thr Ser Met Thr Asn Trp Trp Asp Asn Gly Asn Asn Gin He Ala Phe Gly Arg Gly Ala Lys Ala 
Phe Val Val He Asn Asn Glu Ser Ser Thr Leu Ser Lys Ser Leu Gin Thr Gly Leu Pro Ala Gly Glu 
Tyr Cys Asn He Leu Ala Gly Asp Ala Leu Cys Ser Gly Ser Thr He Lys Val Asp Ala Ser Gly Met 
Ala Thr Phe Asn Val Ala Gly Met Lys Ala Ala Ala He His He Asn Ala Lys Pro Asp Ser Thr Ser 
Ser Gly Ser Ser Gly Ser Ser Ser Gly Ser Ser Ser Ser Ala Thr Ser Asn Lys Phe Ala Ser Met Asn Leu 
Arg Gly Thr Asn Asn Gly Trp Ala Ser Thr Ala Met Thr Val Asp Ala Asn Arg Val Trp Ser Ala Asp 
Val Thr Phe Thr Gly Ala Ala Asp Ala Asn Gly Ala Gin Arg Phe Lys Phe Asp Val Tyr Gly Asn Trp 
Thr Glu Ser Tyr Gly Asp Thr Gin Ala Asp Gly He Ala Asp Lys Gly Ser Ala Lys Asp He Tyr Phe 
Asn Gly Val Gly Lys Tyr Arg Val Ser Leu Lys Glu Ser Asp Met Ser Tyr Thr Leu Thr Gin Leu Ser 
Ser Asn Gin Ala Pro Val Ala Ala He Thr Pro Lys Thr Leu Ser Val Lys Leu Gly Asp Ser Val Val 
Phe Asp Ala Ser Gly Ser Thr Asp Asp Val Gly Val Thr Gly Tyr Ser Trp Ser Thr Gly Gly Ser Ala 
Lys Thr Glu Thr Val Leu Phe Asp Ala Leu Gly Thr Lys Thr He Thr Val Thr Val Ala Asp Ala Asp 
Gly Leu Thr Ser Lys Ala Ser Ala Thr Val Thr Val Thr Asp Gly Ser Val Ala Tyr Asn Ser Asn Phe 
Ala Ser Leu Asn Phe Arg Gly Thr Pro Asn Ser Trp Gly Ala Ala Ala Met Thr Leu Val Ala Asp Asn 
Thr Trp Glu Ala Thr Val Asn Phe Asp Gly Gin Ala Asn Gin Arg Phe Lys Phe Asp He Lys Gly Asp 
Trp Ser Gin Asn Tyr Gly Asp Ser Asn Lys Asp Gly Val Ala Glu Arg Thr Gly Ala Asp He Tyr Thr 
Thr Val Thr Gly Gin Tyr Lys Val Gin Phe Asn Asp Ser Thr Leu Lys Tyr Thr Leu Thr Lys Leu Ala 
Asp Ser Ser Ala Thr Ser Tyr Ser Ala Asn Phe Ala Ser Leu Tyr Leu Arg Gly Thr Pro Asn Ser Trp 
Gly Thr Thr Ala Met Lys Leu Val Ala Asn Asn Ser Trp Gin Ala Glu Val Thr Phe Thr Gly Lys Gly 
Asp Ala Thr Gly Ala Gin Arg Phe Lys Phe Asp Val Lys Gly Asp Trp Ser Gin Asn Tyr Gly Asp Ser 
Asn Met Asp Gly Thr Ala Glu Arg Thr Gly Gly Asp He Thr Ser Ala Val Val Gly Thr Tyr Leu Val 
Thr Phe Asn Asp Ser Thr Leu Lys Tyr Thr Leu Thr Ala Lys 

SEQ ID NO. 205 

atgtaccgcgtaatacctattattttgattatgagtatgattgtagcttgtgagtctccaaagaaaaaaacaaccgaaaccgctcaaccttcaacaaa 

tgccgaaaaaccctttgtttgggaggctgccaatgtatattttttgttaactgaccgttttaacaacggtaacccaaacaatgacatcaattttaatag 

gactaaagaatcaggaaaactccgcaattttatgggaggcgatatcaagggcatcacccaaaaaataaatgaggggtattttagtaaactaggc 

gttaatgccatctggcttaccccggttgttgaacaaatacatggcagtgttgatgaaggtaccggcaatacctatgcctttcatggctattgggcca 

aagattggacaaacttagacccaaattttggcacaaaagaagaccttgccgaactggtggcaactgcccatgcaaaaggcatcaggatactttta 

gatgtggtaataaaccacaccggcccggtaaccgaccaagacccggtttggggagaagattgggtacgtacaggcccgcagtgtacctatga 

taattacaccaataccaccagttgcacgctggtagccaatttacctgatatacttacagaaagtaatgaaaatgtggccttaccaacctttttgttaga 

taaatggaaagccgaaggcagattagagcaagaactaaaagaacttgacgattttttttcccgcacaggccacccacgcgcaccccgcttttac 

attattaaatggcttaccgattacatccgagaatttggggtagatgggtttagggttgataccgtaaaacataccgaagaaacggtttgggccgag 

ttgtatgatgaagccgtaattgcttttgccgaatataaaaaagccaacccagacaaggtattggacgataatgaattttatatggtaggcgaagtgt 

acaactacggtatttccggcggaaggttctatgatttcggcgataaaaaggtggactattttgaccacggatttaaaagcctcatcaattttgaaatg 

aaatatgatgccaattttacctacgatacactttttaggaagtacgatacccttttgcataccaaacttaaaggcagaagtgtgctcaactacctctca 

tctcacgacgatggaagtccatttgataaaatgcggcaaaaaccatacgagtcggctacaaaattactgctcactccgggcgcatcccaaatttat 

tacggtgacgaaaccgccagaagccttaacatagaaggcgcacagggagatgctacgcttcgttcgtttatgaattgggaagagctcgcagaa 

gaccctgccaagcaaaaaatacttcagcattggcaaaaactgggcagtttcaggaacaaccaccccgcagttggtgccggaaggcacaaaac 

ccttggcaaaaagccgttttacacctttagcagggtttatcaaaaaaatggttttattgacaaagttgtggtagcattagatgcccctaaaggccaaa 

aacaaattaccgttaatggtgtttttgatgacggtacaaaacttgtagatgcctattcaggcaaagaaacctcagttaaaaatggtatcgtttcacttt 

cttctgaatttgatattgttttgttagaacaaaaataa 



Figure 16 (cont.) 



SEQIDNO:206 ^ ^ „ 

Met Tyr Arg Val He Pro He He Leu He Met Ser Met He Val Ala Cys Glu Ser Pro Lys Lys Lys Thr 
Thr Glu Thr Ala Gin Pro Ser Thr Asn Ala Glu Lys Pro Phe Val Trp Glu Ala Ala Asn Val Tyr Phe 
Leu Leu Thr Asp Arg Phe Asn Asn Gly Asn Pro Asn Asn Asp He Asn Phe Asn Arg Thr Lys Glu 
Ser Gly Lys Leu Arg Asn Phe Met Gly Gly Asp He Lys Gly He Thr Gin Lys He Asn Glu Gly Tyr 
Phe Ser Lys Leu Gly Val Asn Ala He Trp Leu Thr Pro Val Val Glu Gin lie His Gly Ser Val Asp 
Glu Gly Thr Gly Asn Thr Tyr Ala Phe His Gly Tyr Trp Ala Lys Asp Trp Thr Asn Leu Asp Pro Asn 
Phe Gly Thr Lys Glu Asp Leu Ala Glu Leu Val Ala Thr Ala His Ala Lys Gly He Arg He Leu Leu 
Asp Val Val He Asn His Thr Gly Pro Val Thr Asp Gin Asp Pro Val Trp Gly Glu Asp Trp Val Arg 
Thr Gly Pro Gin Cys Thr Tyr Asp Asn Tyr Thr Asn Thr Thr Ser Cys Thr Leu Val Ala Asn Leu Pro 
Asp He Leu Thr Glu Ser Asn Glu Asn Val Ala Leu Pro Thr Phe Leu Leu Asp Lys Trp Lys Ala Glu 
Gly Arg Leu Glu Gin Glu Leu Lys Glu Leu Asp Asp Phe Phe Ser Arg Thr Gly His Pro Arg Ala Pro 
Arg Phe Tyr He He Lys Trp Leu Thr Asp Tyr He Arg Glu Phe Gly Val Asp Gly Phe Arg Val Asp 
Thr Val Lys His Thr Glu Glu Thr Val Trp Ala Glu Leu Tyr Asp Glu Ala Val He Ala Phe Ala Glu 
Tyr Lys Lys Ala Asn Pro Asp Lys Val Leu Asp Asp Asn Glu Phe Tyr Met Val Gly Glu Val Tyr 
Asn Tyr Gly He Ser Gly Gly Arg Phe Tyr Asp Phe Gly Asp Lys Lys Val Asp Tyr Phe Asp His Gly 
Phe Lys Ser Leu He Asn Phe Glu Met Lys Tyr Asp Ala Asn Phe Thr Tyr Asp Thr Leu Phe Arg Lys 
Tyr Asp Thr Leu Leu His Thr Lys Leu Lys Gly Arg Ser Val Leu Asn Tyr Leu Ser Ser His Asp Asp 
Gly Ser Pro Phe Asp Lys Met Arg Gin Lys Pro Tyr Glu Ser Ala Thr Lys Leu Leu Leu Thr Pro Gly 
Ala Ser Gin He Tyr Tyr Gly Asp Glu Thr Ala Arg Ser Leu Asn He Glu Gly Ala Gin Gly Asp Ala 
Thr Leu Arg Ser Phe Met Asn Trp Glu Glu Leu Ala Glu Asp Pro Ala Lys Gin Lys He Leu Gin His 
Trp Gin Lys Leu Gly Ser Phe Arg Asn Asn His Pro Ala Val Gly Ala Gly Arg His Lys Thr Leu Gly 
Lys Lys Pro Phe Tyr Thr Phe Ser Arg Val Tyr Gin Lys Asn Gly Phe He Asp Lys Val Val Val Ala 
Leu Asp Ala Pro Lys Gly Gin Lys Gin He Thr Val Asn Gly Val Phe Asp Asp Gly Thr Lys Leu Val 
Asp Ala Tyr Ser Gly Lys Glu Thr Ser Val Lys Asn Gly He Val Ser Leu Ser Ser Glu Phe Asp He 
Val Leu Leu Glu Gin Lys 

SEQ ID NO: 207 

ctgtcgactgagcctttcgttttgggctcgagactgactctcagcccaccccgcagtagctccagacggagtagccgtaatagccgttggccgg 

gtcgtgggcaggggcctcgaggtacacccacccgcttgagtccacccacttgtccacccagccgccgaggttgccggtgtactcgtggatgc 

acgctcccgcgaacttcggaacgtagacccaccttccggctttgcttgaggcgaggttgatgtatgttatcagtcccggcttgcttccgtagccgt 

ttctcacgaatatcagctcgtcgttgtcgtagtaaacgacgtcagtgcttcctccggccaggttgtcatgtatccagatgaggttcttgagcttatcct 

tgttgagccactcctcgtagtcgcggtagaatattgtcggctggccctcgtaggtgaggatgaacgcgtaggctggatacttgttccagattatat 

cggtgtcgtggtttgcaacgaaggttacggccttaaacgggtcgcggctgacgactgtgcccccgttcttgagggcctcgacgagtgcgggaa 

tgttcttgttgtcaaaggccgcgtccatcttgtagtagagcgggaagtcgaagaccttggcgccgctcgagtaggcccagttgaggagtgcatc 

aacgttggtgtcccagtactcgccaacggcccagccgccccaccagttgagccagtccttgacgacccacgctccgtggcccttcacgtagtc 

aaagcgccaggcatcaacgccgatgctccttaggtaggcggcgtagctctcatcgctcgcccagagccagtgctggtcccagctcttctcgtg 

ggctatgtctgggaagcctccaaatgtgccctcgtcacagcacttgacctcgttggggtggaagtcgaggtagttggcagtatatttgcccgagg 

ccacctttgagaagtccgtccaggtgtagtccccaacgaacgggttccactcgaggtctccgcctgcgcggtggtttatgacgatgtccgctatg 

acctttatgccgtaggcatgggccgtgtttatcatgttcacgagctcctgcttggagccaaagcgcgtctctaccgttcccttctggtcgtactcacc 

gaggtcaaagaagtcgtaggggtcgtagcccatcgaataggcgccgcccatgcccttgctcgccgggggaatccaaatggcggatattcccg 

cctcgtaccactccggtatcttgctcctgatggtgtcccaccagattcctccacctgggacgtcccagtagaaggcctgcattataacgccgccct 

cttccagctcggagtacttggccataagttacctcctactagtagattaaaa 
SEQ ID NO: 208 

Leu Ser Thr Glu Pro Phe Val Leu Gly Ser Arg Leu Thr Leu Ser Pro Pro Arg Ser Ser Ser Arg Arg 
Ser Ser Arg Asn Ser Arg Trp Pro Gly Arg Gly Gin Gly Pro Arg Gly Thr Pro Thr Arg Leu Ser Pro 
Pro Thr Cys Pro Pro Ser Arg Arg Gly Cys Arg Cys Thr Arg Gly Cys Thr Leu Pro Arg Thr Ser Glu 
Arg Arg Pro Thr Phe Arg Leu Cys Leu Arg Arg Gly Cys Met Leu Ser Val Pro Ala Cys Phe Arg 



Figure 1 6 (cont.) 




Ser Arg Phe Ser Arg lie Ser Ala Arg Arg Cys Arg Ser Lys Arg Arg Gin Cys Phe Leu Arg Pro Gly 
Cys His Val Ser Arg Gly Ser Ala Tyr Pro Cys Ala Thr Pro Arg Ser Arg Gly Arg He Leu Ser Ala 
Gly Pro Arg Arg Gly Thr Arg Arg Leu Asp Thr Cys Ser Arg Leu Tyr Arg Cys Arg Gly Leu Gin 
Arg Arg Leu Arg Pro Thr Gly Arg Gly Arg Leu Cys Pro Arg Ser Gly Pro Arg Arg Val Arg Glu 
Cys Ser Cys Cys Gin Arg Pro Arg Pro Ser Cys Ser Arg Ala Gly Ser Arg Arg Pro Trp Arg Arg Ser 
Ser Arg Pro Ser Gly Val His Gin Arg Trp Cys Pro Ser Thr Arg Gin Arg Pro Ser Arg Pro Thr Ser 
Ala Ser Pro Arg Pro Thr Leu Arg Gly Pro Ser Arg Ser Gin Ser Ala Arg His Gin Arg Arg Cys Ser 
Leu Gly Arg Arg Arg Ser Ser His Arg Ser Pro Arg Ala Ser Ala Gly Pro Ser Ser Ser Arg Gly Leu 

i^^T?'^^^' ^'"^ Ser Thr Pro Arg Trp Gly Gly Ser Arg Gly Ser Trp 

Gin Tyr He Cys Pro Arg Pro Pro Leu Arg Ser Pro Ser Arg Cys Ser Pro Gin Arg Thr Gly Ser Thr 
Arg Gly Leu Arg Leu Arg Gly Gly Leu Arg Cys Pro Leu Pro Leu Cys Arg Arg His Gly Pro Cys 
Leu Ser Cys Ser Arg Ala Pro Ala Trp Ser Gin Ser Ala Ser Leu Pro Phe Pro Ser Gly Arg Thr His 
Arg Gly Gin Arg Ser Arg Arg Gly Arg Ser Pro Ser Asn Arg Arg Arg Pro Cys Pro Cys Ser Pro Gly 
Glu Ser Lys Trp Arg He Phe Pro Pro Arg Thr TTir Pro Val Ser Cys Ser Trp Cys Pro Thr Arg Phe 
Leu His Leu Gly Arg Pro Ser Arg Arg Pro Ala Leu Arg Arg Pro Leu Pro Ala Arg Ser Thr Trp Pro 
Val Thr Ser Tyr He Lys 

SEQ ID NO: 209 

atgattcagcccatgcactctcgggaacaggcctgccgtctcattccggcactgatcatgacatttgcactggcactgccgttgcaaattcgtgccg 

atgtcaccctgcatgctttcaactggagctatgccgatgtcgctgatcgggccgttgacatcgctgcagcagggtacagtgccgtgctggtggccc 

cgccacttcgatccgaaggcacggcctggtgggcgcgataccagccccaggatctccgccttatcgaccatccgctgggcaatacacatgacttc 

gtcaacatgatcgatgctctcgatgatgtgggtgtgggcgtgtacgccgacatcgtgctcaaccacatggccaatgaggctgcacaaaggcctga 

cctgaactaccctggtcaggcagtgcttgacgaatatgcttccgatcccggtcatttcgagggcttgaggctgttcggtaatctgagcttcaatttcct 

gtcggaacatgatttcggacccgcccagtgcattcaggattacagcgatgtgtttcaggtccagaactggcggctgtgcggaccgccgccggacc 

cgggcctgcccgacctggtcgccaatgactgggtgatctctcaacagcgccagtatctggaagccatcaaggcgctgggtgtggctggcatgcg 

catcgacgcggtcaagcatatgcccatgagccatatcaatgccgttctcacccccgagatccggtcgggcttgcatgtgtttggcgaagtcatcacc 

tccggtggggctggtgatacatcctacgaccgttttctggccccttacctggcacaaagcgaccatggtgcctatgactttccattgtttgaaaccatt 

cgccgtgctttcggcttcggtggcagcatgagtgaactggtcgatcctgctgcctacggtcaggccctgccaccggaccgcgccatcaccttcgtc 

atcacgcacgatattccgaacaatgacggatttcgctaccagatactcgaccccgtcgatgaatcactggcctacgcctacattctgggccgcgatg 

gcggtgtcccgcttctgtattccgacaacaatgaaagcggcgatggccgctggatcgatgcctggcaacgtccggatctggttgcaatggtcggct 

tccacaatgcagtccacggtcaggacatggccgtgctttcacatgacgactgccacctgctgtttcggcgcggcagcctcgggattgtcggcatca 

acaagtgcggccatgcactcagctcctgggtcaacatgaaccagagcgtactgtggtggtacgcggactacacagacgtgctcgacagcaacag 

cgttgtcaacatccagtcatcctggcacgagttcatccttcccgcccgccaggcacgcctgtggttgcga 

SEQ ID NO: 210 

MIQPMHSREQACRLIPALIMTFALALPLQIRADVTLHAFNWSYADVADRAVDIAAAGYSA 

VLVAPPLRSEGTAWWARYQPQDLRLIDHPLGNTHDFVNMIDALDDVGVGVYADIVLNHM 

ANEAAQRPDLNYPGQAVLDEYASDPGHFEGLRLFGNLSFNFLSEHDFGPAOCIODYSDVF 

QVQNWRLCGPPPDPGLPDLVANDWVISQQRQYLEAIKALGVAGMRIDAVKHMPMSHINA 

VLTPEIRSGLHVFGEVITSGGAGDTSYDRFLAPYLAQSDHGAYDFPLFETIRRAFGFGGSMS 

ELVDPAAYGQALPPDRAITFVITHDIPNNDGFRYQILDPVDESLAYAYILGRDGGVPLLYSD 

NNESGDGRWIDAWQRPDLVAMVGFHNAVHGQDMAVLSHDDCHLLFRRGSLGIVGINKC 

GHALSSWVNMNQSVLWWYADYTDVLDSNSWNIQSSWHEFILPARQARLWLR 

SEQ ID NO: 211 

GTGTTTCGTTCTGACACAGTTTCGCGTACCTGCATGTATGGTGCGCTGCGTAATGCCTA 

SS^^^*=<^<=^G^TCGGGTGTTTACTGGAGTCACGGTGCGGACATGCAACTTAAAAAAGCAT 

GCTCATCGCCAGGCGCTGTTGTTCATCGTGACGCGGTGCCTGTGCCTGAAATCCAGGC 

AGACCCATAAAAACAACAACAAACCGATAACAAACGACCCAAGCCTTCTAAGAGGAG 

AAAACGGGATGGCTTTTAAACTACGCAAAAAGGCGCTCGTTGGCCTGTTCACGGCCGG 



Figure 16 (cont,) 



SSS^^'^^^'T^'rATGCCGGTGCAGCGGCGAGTGGTGAAATCATTCTGCAGGGCrrCCAC 

GCCAACACCATCGCCAACGCCGGCTTTACGCACGTGTGGTTCCCGCCGGTCCATAACT 
rS?^^?fJS?S?^^^°'^^^^'^^^^^^^^^^^<=^TGAACAACCTC^^ 

CTCCGAAGCACAGCTGCGCAGCGCCATCCAGGCACTGAACAATCGCGGCGTGCATGCG 

ACCCGGACTGGCCGACCTGGTACATCGTCGCCAATGATTCCTGGCCCGGTGGCCCGAA 

^^^?J^^^^'^^'^^^^^^^^^^^^^^^^CGTACCACGCCGCCCGTGACCTCGATCACGC 

S^^^SSS^^^^^^^^^^^^^^'^^'^C'rCGCACTACCTGAACAGCCGCCTCAAGGA^^^^ 

GGCTTCTCCGGCTGGCGCTGGGACTATGCCAAGGGTTTCTGGCCCGGCTATGTCG^^ 

AGTACAACTGGAACACCAACCCGAACTTCTGTGTGGGTGAGGTGTGGGACGAT^^^^^ 

CCCCAACAATCCCAACCCGCACCGCCAGCAACTGGTGGACTGGGTTGATGCTACCGGT 

ggcagttgtcacgtcttcgacttcaccaccaaggggctgacgaactatgcgctgcaS^^ 

ATGGCCAGTACTGGCGCCTGCAGGGTGATAATGGTGGCCCGGCTGGCGG^^^^^ 

$I???^°^^^gc^tggtgaccttcgtcgacaaccatgacacgggcccgagcaat^^^ 

TGTGGTGACGGCCAGAACCTCTGGCCCGTGCCCTGTGACAAGGTCATGGAGGCGT^^^ 
CCTACATCCTGACCCATCCGGGCGTGCCGTCGGTGTACTGGACGCACTTCTTC/icT^^ 
AATCTTGGTAGCGAGATCAGCCAGTTGATGCAGATCCGCAAG>W:CCAGGGCG^^ 
CCGGTTCCGACGTCTGGATCGCCGAGGCCCGTCACGGCCTGTACGCC^^^^^^^ 

SSS™^^'^°°^^'^'^^^°^'^^*2G<^TGGGATAACTGGAGCCCGGGCTGGGGCTGGTC 
GCTGGCGGCCTCCGGTAACAACTGGGCCGTCTGGACACGCTGA ^^^^^^^^AC 

SEQIDNO:212 

KWGGNNQGWWQVMEGQANTIANAGFTHVWFPPV^^^ 

QLRSAIQALNNRGVHAIADWMNHRVGCSGWADFCNPDWPTWYIVANDSWPGGPKSON 

WDTGETYHAARDLDHANPQVRNDISHYLNSRLKDVGFSGWRWDYAKGFWPGYVGEW 

WNTNPNFCVGEVWDDLDPNNPNPHRQQLVDWVDATGGSCHVFDFTTKGLTNYALOHGO 

YWRLQGDNGGPAGGIGWPQRMVTFVDNHDTGPSNHCGDGQNLWPVPC^^^^ 

YILTHPGVPSVYWTHFFNWNLGSEISQLMQIRKNQGVHSGSDWIAEARHGLYAAYD^^^^ 
VAMKMGWDNWSPGWGWSLAASGNNWAVWTR wiAiiAKHOLYAAYINGN 



